Table S1. Identification and analysis of the physicochemical properties of the BrLEA gene family

members.
Gene Subcelluar Intron
Gene ID Chr Family GRAVY Mw/Da pl
Name Len location number
BrLEA1 Bra011874.1 A01 Dehydrin 149 -0.863 15928.4 5.65 Cytoplasm 1
BrLEA2 Bra033520.1  AO01 LEA_3 929 -0.4 10582.01 9.72 Nucleus 1
BrLEA3 Bra031399.1  AO01 LEA_2 150 -0.663 17469.06 9.61 Chloroplast 0
BrLEA4 Bra021311.1  AO01 LEA_2 223 -0.399 25914 10.04 Chloroplast
Cell
BrLEA5 Bra038671.1  AO01 LEA_2 211 0.108 23726.39 9.68 0
membrane
BrLEA6 Bra038669.1  A01 LEA_2 234 0.033 26508.87 8.99 Nucleus 0
Cell
BrLEA7 Bra028562.1  A02 LEA_2 209 0.113 23613.3 9.26 0
membrane
BrLEAS8 Bra020222.1  A02 LEA_2 132 -0.434 15043.08 9.3 Chloroplast 0
BrLEA9 Bra022642.1  A02 SMP 173 -0.357 18379.46 5.88 Nucleus 1
BrLEA10 Bra039737.1  A02 LEA_2 248 -0.212 27627.95 9.47 Nucleus 1
BrLEA11 Bra008242.1  A02 Dehydrin 194 -1.352 21840.38 5.52 Nucleus 1
BrLEA12 Bra020604.1  A02 SMP 181 -0.481 18366.26 4.76 Nucleus 2
BrLEA13 Bra031809.1  A02 Dehydrin 192 -1.021 18844.17 7.14 Cytoplasm 2
BrLEA14 Bra005891.1  A03 LEA_2 235 -0.105 26245.37 9.41 Chloroplast 1
BrLEA15 Bra005911.1  A03 LEA_1 159 -0.818 16180.83 8.93 Nucleus 1
BrLEA16 Bra029085.1  A03 SMP 177 -0.351 18691.81 5.43 Nucleus 1
BrLEA17 Bra022950.1  A03 LEA_6 71 -1.238 7581.23 6.03 Nucleus 0
BrLEA18 Bra000173.1  A03 LEA_5 88 -1.659 9630.38 5.88 Nucleus 1
BrLEA19 Bra000339.1  A03 LEA_2 777 -0.135 84314.53 9.02 Chloroplast 10
BrLEA20 Bra000414.1  A03 LEA_2 166 0.03 17823.38 4.81 Chloroplast 1
Cell
BrLEA21 Bra000519.1  A03 LEA_2 228 -0.35 25831.24 9.45 0
membrane
BrLEA22 Bra000526.1  A03 LEA_2 256 -0.05 28462.98 9.41 Chloroplast 0
BrLEA23 Bra000884.1  A03 LEA_3 94 -0.349 10095.53 9.85 Chloroplast 1
BrLEA24 Bra001869.1  A03 SMP 239 -0.38 25385.45 5.7 Nucleus 1
Cell
BrLEA25 Bra012801.1  A03 LEA_2 208 0.152 23027.83 9.86 0
membrane
BrLEA26 Bra014864.1  A04 LEA_3 122 -0.598 14152.16 9.2 Chloroplast 1
BrLEA27 Bra033428.1 A04 LEA_2 208 0.144 23136.02 9.89 Chloroplast 0
BrLEA28 Bra028103.1  A04 LEA_2 255 -0.2 28751.42 9.86 Chloroplast 1
BrLEA29 Bra034321.1  A04 LEA_2 260 -0.179 28595.09 9.86 Chloroplast 0
Cell
BrLEA30 Bra034341.1  A04 LEA_2 238 -0.262 26639.28 9.49 0
membrane
BrLEA31 Bra021869.1  A04 LEA_6 72 -1.174 7627.3 5.21 Nucleus 0
BrLEA32 Bra017276.1  A04 LEA_2 208 0.064 23279.91 9.51 Chloroplast 0
Cell
BrLEA33 Bra017272.1  A04 LEA_2 227 -0.062 25700.98 9.88 0

membrane
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