
Figure S1. LSKL impaired DNA repair and cell viability in primary retinal neurons. Primary 
retinal neurons were pretreated with LSKL (24 h) or the control vehicle and exposed to UV 
irradiation. (A) The cells were then stained with γ-H2AX (red), Map2 (green) and DAPI 
(blue). Scale bars: 20 μm. (B) The percentage of γ-H2AX-positive primary retinal neurons was 
increased in the UV+LSKL group. (C) CCK8 assay showed that the cell viability of primary 
retinal neurons was impaired by LSKL pretreatment. *P<0.05. 



Figure S2. Relative RNA levels of lncRNA, miRNA, and mRNA components in the ceRNA 
network after LSKL treatment in 661W cells. 661W cells were pretreated with LSKL or 
control vehicle for 24 h and irradiated with UV. 1 h after UV exposure, the expression levels 
of lncRNAs (A), mRNAs (B) and miRNAs (C) in UV- and UV+LSKL-treated 661W cells were 
detected by RT-qPCR. Data are presented as the mean ± SD from 3 independent 
experiments. *P<0.05. Ns, no significance. 



Figure S3. Relative RNA levels of lncRNA, miRNA, and mRNA components in the ceRNA 
network after LSKL treatment in primary retinal neurons. Primary retinal neurons were 
pretreated with LSKL or control vehicle for 24 h and irradiated with UV. 1 h after UV exposure, 
the expression levels of lncRNAs (A), mRNAs (B) and miRNAs (C) in UV- and UV + LSKL-
treated cells were detected by RT-qPCR. Data are presented as the mean ± SD from 3 
independent experiments. *P<0.05, ***P<0.001. Ns, no significance. 



Table S1: Primers used for RT-qPCR 

 
  



Table S2: Sequences of siRNAs and miRNA mimics 

 


