
 
Figure S1. Predicted stem-loop structures in the control region of Anoplophora glabripennis. 

 



 
Figure S2. Predicted stem-loop structures in the control region of Demonax pseudonotabilis. 

 

 

 

 

 

 

 

 

 



 

Figure S3. Bayesian inference phylogeny of Cerambycidae s.l. inferred from mitogenomic data. 

Numbers at the nodes are posterior probabilities. 


