dG =-90.18 13

Figure S1. Predicted stem-loop structures in the control region of Anoplophora glabripennis.



L

dG =-77.91 12
Figure S2. Predicted stem-loop structures in the control region of Demonax pseudonotabilis.
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Figure S3. Bayesian inference phylogeny of Cerambycidae s.l. inferred from mitogenomic data.

Numbers at the nodes are posterior probabilities.



