Supplementary material

Figure S1. Molecular phylogenetic analysis of all the buffalo 7GF-§ genes for putative

duplication detection
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Figure S5. Comparative amino acid analysis of buffalo and cattle BMP7 gene
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Figure S7. Comparative amino acid analysis of buffalo and cattle GDF6 gene
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Figure S13. Comparative amino acid analysis of buffalo and cattle BMP10 gene
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Figure S16. Comparative amino acid analysis of buffalo and cattle GDFI gene
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Figure S17. Comparative amino acid analysis of buffalo and cattle GDF5 gene
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Figure S19. Comparative amino acid analysis of buffalo and cattle MSTN gene
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Figure S25. Comparative amino acid analysis of buffalo and cattle GDF10 gene
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Figure S26. Comparative amino acid analysis of buffalo and cattle BMP3 gene
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Figure S27. Comparative amino acid analysis of buffalo and cattle INHA gene
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Figure S28. Comparative amino acid analysis of buffalo and cattle GDF2 gene

MAL PHNRIFFIWFCCFAWLCFPISLDSOQPSRGEAQIVARTALESEAETWSMLEHLDGRARPGLLSPLLIVLYDGHREPEYRLOQPDDRALSYMKRLYKAYATKE)]
[MAT BMFFIWFCCFAWLCFPISLDSQPSRGEAQIVARTALESEAETWSELEKHLDGRARPGLLSPLLEVLYDGHREPHRLOQPDDEKALSYMEKRLYKAYATKE)]
GTPESNRSHLYNTVRLFTPCAQHKQAPGDQAAGTLPSVDLLFNLDRVTVVEHLFKSVLLYTFNNSISFPFPVKCICNLVIKEPRMFSSKTLPRAPYSFTF
GTPESNRSHLYNTVRLFTPCAQHKQAPGDQAAGTLPSVDLLFNLDRVIVVEHLFKSVLLYTFNNSISFPFPVK! LVIKEPBFSSKTLPRAPYSFTF

SQFEFRKKYKWIEIDVTAPLEPLVASHKRNIHMSVNFTCVEDQLOHPSARDSLEFNMTLLLAPSLLLYLNDT SAQCAFHRHHSLHFKRKPSOMPDQKRGLSA
SQFEFRKKYKWIEIDVTAPLEPLVASHKRNIHMSVNFTCVEDQLOHPSARDSLENMTLLVAPSLLLYLNDT SAQAFHRAHSLHPKRKPSQPDQKRGLSA

CPMGEEAREGVRLSRERRDQESVSSELKKPLVPASFNLSEYFKOFLFPQNECELHDFRLSFSQLKWDNAIVAPHKYNPRYCKGDCPRAVGHRYGSPVHTI M
CPMGEEAAREGVRLSRERRDQESVSSELKKPLVPASFNLSEYFKOFLFPQNECELHDFRLSFSQLKWDNAIVAPHKYNPRYCKGDCPRAVGHRYG

VMN I IHEKLDSSVPRPSCVPAKYSPLSVLAIEPDGSIAYREYEDMIATKCICR] 453
IVONIIHEKLDSSVPRPSCVPAKYSPLSVLAIEPDGSIAYREYEDMIATKCICR] 3

bta.BMPER GPLWLLGLALCALSGGGIPGPRPPLGCPQRRLGEPRERRDLQREILAVLGLP[ERPRPRAPPARALLPASAPLFMLDLYRAVAMDDDEDGGAPERRL
bbu.BMPER GPLWLLGLALCALSGGGVPGPRPPLGCPQRRLGPRERRDLQREILAVL EIRPRPRAPPARALLPASAPLFMLDLYRAVAEDDDEDGGAPERRI]

et W N G RAD LVMSFVNMVERMPALGHQE PHWKEFHFDLTQIPAGEAVTABMEFRIYRKLPSTHPLNQTLEISMFEVVPEQSNRESDLFFLOLOQTLRSGDEGWLVLD
felali = N G RAD LVMS FVNMVERRIPALGHQE PHWKEFHFDLTQIPAGEAVTARFEFRIYKLPSTHPLNQTLHISMFEVVPEQSNRESDLFFLOLOQTLRSGDEGWLVLD

bta.BMPAA EHPNKLPGIFDYVHG S HG)
bbu.BMPEA BMPNKLPGIFDEVHGSHG
bta.BMPEA T YDSSNNVILREHRNMVVR]
bbu.BMPSA o1 T YDSSNNVILREHRNMVVE]
bta.BMPEA [Ns
bbu.BMPEA [N

Figure S30. Comparative amino acid analysis of buffalo and cattle BMPS8A gene
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Figure S31. Comparative amino acid analysis of buffalo and cattle BMP15 gene

MELWLCWALWGLPLAGPGAALTEERILD LOQLHLSEVPIVEEATVEGLVIPAHVREWOYVALLQRGHGARSRGKRFSQNFREVVGRFLMSEAS
PLWLCWALWRLPLAGPGAALMEERILDSLLOQLELSEVPIVRKATVEGLVIPAHVRMOYVALLQRGHAARSRGKRFSQNFREVVGRFLBEISEAS

VLVQREHLGPLA
VLVQREHLGPLA

PPESLTFEWPFLGPRQCIASE
PPESLTFEWPFLGPRQCIASE

WDGHLVE
EDGELVE

LL
LL
FDMEQRLPPRSELVOAVLRLFQEPVPRAALRRHERLFPRSDRARVIVOWLHVRDDGSNRTALIDSRLVMIHESGWKALDVTEAVNFWQOLRSPROPLLLOQ
FDMEQRLPPRSELVQAVLRLFQEPVPRAALRRHERLFPRSDRARVIVOWLHVRDDGSNRTALIDSRLVEIHESGWKALDVTEAVNFWQQLRSPROPLLLOQ)

s o

Figure S32. Comparative amino acid analysis of buffalo and cattle LEFTY2 gene
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Figure S33. Comparative amino acid analysis of buffalo and cattle AMH gene



