Level2 GO terms of out

b

104
8-
64
44
2
a

2U99 Jo Jaquiny

g .
R
. -
b 05 T2
2, - 5 5 E
DI 3¢
L, Toy, g, e -
tmo. m\ﬂs‘@coo |
F oy, Wy, S g u c
e, e, oy ~.. W
[ g, gy, O -

KEGG enrichment barplot

0.7

0.6
I 0.2

0.6 0.6 0.6 0.6

0.7 0.7 0.7

0.9

<

T
©
=1

1eAT)0 Lo

4
0.2
004

T
®
=]
n

o

(sl

&

Molecular Function Cellular Component

Biological Process

Figure S1. KEGG (a) and GO (b) enrichment analysis of black plumage associate genes.
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Figure S2. KEGG (a) and GO (b) enrichment analysis of white plumage associate genes.
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Figure S3. KEGG (a) and GO (b) enrichment analysis of spot plumage associate genes.
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Figure S4. KEGG (a) and GO (b) enrichment analysis of gray plumage associate genes.
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Figure S5. Genome-wide selective signals across white plumage duck based on global Fsr (top)

and log?2 m ratio (bottom).
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Figure S6. Genome-wide selective signals across spot plumage duck based on global Fsr (top)

and log?2 m ratio (bottom).



- wsoo

Yy

Figure S7. Genome-wide selective signals across gray plumage duck based on global Fsr (top)

and log?2 m ratio (bottom).



Figure S8. Genome-wide selective signals across black plumage duck based on global Fsr (top)

and log?2 m ratio (bottom).



