Supplementary Table S1.The list of differentially expressed genes of interest analyzed in

study. Quantitative data are presented as LogFC. All of the presented sample means were

deemed to be statistically significant (p < 0.05).

RA Gen RAA
e
Microarray RT-qPCR sym Microarray RT-qPCR

7D | 15D | 30D | 7D | 15D | 30D | bol 7D | 15D | 30D | 7D | 15D | 30D
6,25 | 585 | 553 | 839 | 7,43 | 8,00 | ITGA | 478 | 6,30 | 6,56 | 3,35 | 6,09 | 8,22
3242 | 3737 | 6136 | 1706 | 1329 | 6441 8 7222 | 6512 | 1438 | 0128 | 5644 | 4495
4,76 | 5,76 | 591 | 9,44 | 10,3 | 10,8 598 | 6,26 | 5,85 | 10,3 | 9,41 | 9,59
775 | 1723 | 9576 | 1706 | 1633 | 4144 The 2169 | 8045 | 3354 | 7513 | 0644 | 4495
570 | 5,92 | 6,04 | 3,47 | 4,16 | 4,62 4,67 | 3,99 | 4,78 | 3,08 | 1,54 | 4,53
7601 | 4523 | 3659 | 6706 | 6329 | 6441 FGF7 3334 | 9197 | 6114 | 5128 | 5644 | 4495
490 | 515 | 4,72 | 4,28 | 5,15 | 4,26 coL 5,00 | 5,07 | 4,86 | 469 | 4,28 | 5,69
1422 | 2612 | 3275 | 1706 | 1329 | 6441 1§A 208 | 1971 | 3656 | 5128 | 5644 | 9495
29 | 2,87 | 163|108 | 1,79 | 0,43 | KIF2 | 499 | 3,37 | 0,12 | 3,44 | 1,48 | 0,76
9907 | 327 | 3909 | 6706 | 6329 | 6441 3 3154 | 2186 | 8094 | 5128 | 5644 | 9495
2,85 | 294 | 2,62 | 0,67 | 0,49 | 0,49 2,44 | 2,84 | 2,47 1 0,29 | 0,25 | 1,31
6535 | 045 | 7044 | 6706 | 6329 | 6441 FLNB 8947 | 1917 | 5555 | 0128 | 0644 | 4495
3,34 | 3,37 | 294 | 359|460 | 461 | COL | 1,49 | 1,97 | 3,00 | 1,83 | 2,08 | 4,30
0376 | 4572 | 8261 | 1706 | 1329 | 1441 | 5A2 | 4016 | 5676 | 4599 | 0128 | 0644 | 4495
1,57 | 2,07 | 1,851 0,74 | 2,37 | 0,25 | COL | 2,45 | 3,63 | 4,01 | 0,51 | 2,07 | 3,13
5923 | 2305 | 3256 | 1706 | 6329 | 1441 | 8A1 | 8097 | 5923 | 7934 | 5128 | 5644 | 4495
3,13 | 3,06 | 331|047 |093 | 1,17 | MYO | 3,47 | 3,52 | 3,35 | 1,62 | 0,59 | 0,71
1964 | 4496 | 7055 | 6706 | 6329 | 1441 | 5A | 8163 | 8242 | 9156 | 5128 | 5644 | 4495
2,25 | 2,56 | 2,08 | 2,04 | 2,52 | 1,46 | TRA | 2,55 | 2,43 | 2,24 | 1,02 | 0,87 | 1,85
9761 | 381 | 2945|6706 | 1329 | 1441 | M1 | 6084 | 4098 | 4343 | 5128 | 0644 | 4495
2,75 | 2,52 | 219|233 | 239 | 1,76 | TRA | 2,63 | 2,40 | 2,59 | 2,67 | 1,49 | 2,08
3255 | 1996 | 0241 | 1706 | 1329 | 1441 | M2 | 0927 | 5767 | 1958 | 0128 | 5644 | 9495
7,88 | 7,66 | 7,75 | 6,59 | 5,88 | 8,89 bM 7,22 | 7,12 | 7,21 | 5,37 | 8,25 | 6,20
478 | 408 | 335 329 | 867 | 856 b 937 | 063 656 | 487 | 436 05
6,07 | 5,47 | 6,76 | 8,48 | 7,80 | 10,1 ABLI 4,27 | 443 | 656 | 7,74 | 7,83 | 13,1
981 | 965 34 829 | 867 | 786 M1 699 | 479 139 | 987 | 436 | 555
5,19 | 6,17 | 6,59 | 7,01 | 5,74 | 6,36 CAS 433 | 571 | 7,09 ] 6,80 | 7,40 | 9,95
431 | 242 | 799 | 829 | 867 | 356 Q2 827 | 231 292 | 487 | 436 05




) ) ] ) ) _Imo| ) ) ) ) )
325|303 | 213|692 | 533 | 285 | " | 361|299 | 243 | 785 | 465 | 467
689 | 953 | 379 | 329 | 867 | 856 724 | 637 | 032 | 487 | 936 | 05

) _ ) ) ) I xirp | ) ) ) ) )
2,68 | 2,75 | 263 | 838 | 6,61 | 663 [~ | 254 | 3,15 | 3,62 494 | 6,07 | 6,38
465 | 528 | 948 | 829 | 867 | 856 262 | 319 | 817 | 987 | 936 | 55

) ) ) ) ) | PHA| . ) ) ) ) )
2,59 | 3,36 | 3,30 | 648 | 684 | 506 | . | 638 | 660 | 565 (525|599 | 466

72 | 26 | 264 | 329 | 367 | 356 54 | 626 | 683 | 487 | 436 | 55

) ) ) ) ) | mar| ) ) ) ' )

343 342 | 3,80 | 867 | 844 | 105 | 1| 347 | 450 | 439 | 741 | 10,1 | 813
41 | 236 | 538 | 329 | 367 | 136 929 | 319 | 175 | 487 | 044 | 05
2,97 | 2,25 | 3,00 | 6,98 | 515 | 6,13 | VWF | 3,52 | 2,86 | 3,53 | 6,21 | 5,48 | 3,80
284 | 717 | 174 | 329 | 367 | 356 197 | 318 | 66 | 987 | 936 | 05

) ) ] ) ) e | ) ] ) ) )
251 | 231|234 | 690 | 7,68 | 815 | " | 2,95 | 3,04 | 2,75 | 736 | 7,23 | 545
456 | 502 | 237 | 829 | 867 | 856 086 | 253 | 749 | 987 | 936 | 05
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Figure S1: The flow cytometry gating strategy.
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Input Genes

COLB8A1
COL5A2
COL12A1
ITGB6
ITGA8
TNC
VWF
XIRP1
MYO5A
TMOD1
DMD
CASQ2
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Figure S2: Enrichment analysis. In the clustergram, enriched GO terms are the columns,

input genes are the rows, and cells in the matrix indicate if a gene is associated with a

term.



