
 

 



 

 



 

 



 

 



 

 
 

 

Supplementary Figure S5. cDNA sequence and deduced open reading frame of the R. 

dominica BtR1-like cadherin gene (RdCad1). The predicted domains are underlined: the 

membrane signal peptide with a dashed line, the MPED domain with a solid line, and CYT 

domain with a dotted line. The start of each of the twelve cadherin repeat domains is marked 

with a solid arrow. The TM domain region is shaded gray. Predicted N-and O-glycosylation 

sites are marked by asterisks. The putative toxin binding regions (TBR1-3) are designated by 

the rounded rectangle below the sequence. 


