Table S4. Comparison of the composition and skew values of three mitogenomes for P. helioscopus.

Element T C A G Length (bp) A+T% G+C% AT-skew GC-skew
I I il I I il I I il I I I I I il I I il I Il i I I i I I i

Mitogenome 26.4 26.7 264 252 251 252 359 357 359 125 125 125 16,249 17,253 17,102 623 624 623 377 376 377 0152 0144 0152 -0.337 -0.335 -0.337
PGCs 28.0 28.0 28.1 25.0 25.0 249 347 348 348 122 121 123 11,249 11,252 11,246 62.7 62.8 629 372 371 372 0.107 0.108 0.107 -0.344 -0.348 -0.339
tRNAs 253 28.8 29.0 23.0 19.1 188 36.0 32.6 324 158 19.6 199 1428 1542 1546 61.3 614 614 388 387 387 0.175 0.062 0.055 -0.186 0.013 0.028
rRNAs 223 221 215 231 233 237 374 376 378 172 17.0 17.1 2349 2352 2352 59.7 59.7 59.3 40.3 40.3 40.8 0.253 0.260 0.275 -0.146 -0.156 -0.162
CRI 323 31.2 332 241 247 247 312 311 319 124 125 121 892 893 889 63.5 623 65.1 365 372 368 -0.328 -0.020 -0.017 -0.002 -0.342 -0.321
CRII 36.2 314 345 20.1 246 246 341 312 31.8 9.6 128 123 334 804 806 703 56 663 297 374 369 -0.316 -0.041 -0.030 -0.004 -0.333 -0.354
CRIII — 3.7 336 — 173 173 — 321 379 — 129 92 — 417 272 — 678 715 — 302 265 — -0.053 0.060 — -0.146 -0.306

Note: I stands for P. helioscopus varius I; II stands for P. helioscopus varius II; 111 stands for P. helioscopus cameranoi.



