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NOXA-mediated, p53-independent apoptosis in triple-negative
breast cancer cells
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Figure S1. Densitometric analysis of relative protein level as shown in Figure 1. Indicated protein levels were normalized
to total loading control protein. a, Densitometric analysis of relative protein level as shown in Figure 1b. b, Densitometric
analysis of relative protein level as shown in Figure 1d.
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Figure S2. Densitometric analysis of relative protein level as shown in Figure 2. Indicated protein levels were normalized
to total loading control protein. a, Densitometric analysis of relative protein level as shown in Figure 2b. b, Densitometric
analysis of relative protein level as shown in Figure 2c.
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Figure S3. Densitometric analysis of relative protein level as shown in Figure 4. Indicated protein levels were normalized
to total loading control protein. a, Densitometric analysis of relative protein level as shown in Figure 4b. b, Densitometric

analysis of relative protein level as shown in Figure 4c.
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Figure S4. Densitometric analysis of relative protein level as shown in Figure 6. Indicated protein levels were normalized
to total loading control protein. a, Densitometric analysis of relative protein level as shown in Figure 6a. b, Densitometric
analysis of relative protein level as shown in Figure 6b. ¢, Densitometric analysis of relative protein level as shown in
Figure 6d.
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Figure S5. Densitometric analysis of relative protein level as shown in Figure 7. Indicated protein levels were normalized
to total loading control protein. a, Densitometric analysis of relative protein level as shown in Figure 7a. b, Densitometric
analysis of relative protein level as shown in Figure 7c. ¢, Densitometric analysis of relative protein level as shown in
Figure 7d.
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Figure S6. Densitometric analysis of relative protein level as shown in Figure 8. Indicated protein levels were normalized
to total loading control protein. a, Densitometric analysis of relative protein level as shown in Figure 8b. b, Densitometric
analysis of relative protein level as shown in Figure 8c.



