Supplementary Material

Table S1. Statistics of sequencing data.

Sample = Raw reads Cleanreads Errorrate(%) Q20(%) Q30(%) GC content(%)
control 1 67565966 67174452 0.0245 98.2 94.61 50.55
control 2 49856360 49543260 0.0248 98.1 94.33 50.45
control 3 54885834 54545828 0.0245 98.21 94.61 50.69
SLPQ 1 59034862 58684088 0.0245 98.2 94.61 50.57
SLPQ 2 58226316 57907994 0.0244 98.28 94.74 50.27
SLPQ 3 51299248 50929996 0.0246 98.16 94.54 50.43




