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Figures S1-S13. Graphical representation of the protein sequence coverage as identified by PEAKS Software.
Reported sequences refer to the precursor proteins (i.e. they also contain the signal peptide). Signal peptide
(when reported in the UniProtKB entry) is reported in a red rectangle. In legumin entries, a red arrow indicates
the presumable C-terminal amino acid of the acidic (a) chain, as deduced by analogy with the homologous
legumins of pea (Pisum sativum L.). In legumin se-quence entries A0A1S2XSB9, AOA3Q7XNW1, and
AO0A1S2XVGL a blu rectangle holds the peptide, detected by MS data, carrying the C-term asparagine of the
a-chain and the N-terminal glycine of the (-chain linked together. Peptides identified by LC-MS/MS are
indicated by blue lines. Re-gions in the protein sequence that are covered by supporting peptides are displayed
in bold font with a grey background. Confident modifications and amino acid mutations identified in sup-
porting peptides are displayed as icons above the protein sequence. In detail, the oxidised me-thionine
residues (M) (+15.99 Da) are indicated with a yellow “0”; the pyroglutamic residues (-17.03) are indicated with
“c”.

“"_ 1,

a blue “p”; carbamidomethyl-cysteines (+57.03) are reported with a red

Figure S1

Vicilin Acc. No. AOA1S2YZ56 — Mass 81,9 kDa

(no information are reported for the peptide signal in the UniProtKB database)

Band N.7 (55 kDa)

Foods 2024, 13, 887. http://doi.org/10.3390/foods13060887 www.mdpi.com/journal/foods



Foods 2024, 13, 887 2 of 14

1 MHLPNCHLFK QLTCLKTRHA ALKNALYIVT PLLRAKSLLS NFCFVTLLIM EPRKSFLASQ FSSLLIFFLV ITISLCEGKE SSEEHSVKPH KGPVVERDER RTLFDTEYGE ISAIDVKDGN KTLPYHLQFF

131 TLEPNSVFLP VLLHAAMVFY VHTGSGKLSW ANEDETGTTE ICEGDVGSLR EGSVFYIHSN LEAQRKKLRI YAMFTNTDDS TFDPSIGAYS RINELVKGFD KKIIQAAFKV PEDLVEAITN KKETPAIVHA
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Band N.16 (24 kDa)

1 MHLPNCHLFK QLTCLKTRHA ALKNALYIVT PLLRAKSLLS NFCFVTLLIM EPRKSFLASQ FSSLLIFFLV ITISLCEGKE SSEEHSVKPH KGPVVERDER RTLFDTEYGE ISAIDVKDGN KTLPYHLQFF
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Figure S2

Vicilin Acc. No. AOA1S2XV08 — Mass 46,1 kDa (as mature protein)

Band N.10 (kDa 41)

Peptide signal g
1 |MASISILHFL FCFFLLVLSS ESTTQTQSHS QSQQONSNSKP NLLVLPVQQOD ANTGLHWAYI HKRTPLMQLP VLIDLNGKHL WVNCEQHYSS STYQAPFCHS TQCARANTHT CHTCVSSFRP GCHNNTCGLM
—_—
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131 SANPVTQQTA LGELAQDVFA IYTTRGPKLG PMVTVPQFLF SCAPSFLAQK GLPNNVQGVA GLAHSPISLP NQLSSHFGLK HQFTTCLSRY PKSNGAIIFG DAANNMRFGN NRNYKNNPNI LNNLIYTPLT
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61 ITPEGEYRMH VTSIQINEHT VVPVSGSMLS SYPEGVIGGT LISTSIPYTT LQDSLFETFV QVFAKQFPKE AQVNAVGPFG LCFDSKRINK AVNVEFVLDR SDVVWRISGE NLMVEAKSGI SCLGIVNGGL
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391 KPKATISIGS RQLEENLLLF DLVESKLGFS NSLSSRGIKC SDLFDENNNA

Band N.11 (kDa 38)

Peptide signal o
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1 MASISILHFL FCFFLLVLSS ESTTQTQSHS QSQQONSNSKP NLLVLPVQQOD ANTGLHWAYI HKRTPLMQLP VLIDLNGKHL WVNCEQHYSS STYQAPFCHS TQCARANTHT CHTCVSSFRP GCHNNTCGLM
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Figure S3

Vicilin Acc. No. AOA1S2Y087 - Mass 66,4 kDa (as mature protein)

Band N.2 (100 kDa) - (as minor component)

Peptide signal

1 [MATTTKTRFP LLLLLGIIFL ASVCVSYG][V QYEQGNPCLK KCMQRYNKVN EAFKRREEEE YEERSEHSVP GQRERGRQEG EKEEEHREQR RSRRESERER EEDEQKQRHP HHEREEEEDE EFRERRHRGD
131 TEETRFRRRK ERRQEQQEKK SESKEDEEES SSESQGRRNP FFFRSNKFQT IFENQHGHIR LLONFDKRSN LFQNLONYRF LEYKARPHTL LLPQHIDADF ILVVLSGKAI LTVLNPNDRN SENLERGDTI
Ie——

261 KLPAGTTAYL ANHDDEEDLR VVELAIPVNR PGKFQSFFPS SNONQOSYFN GFSKSILEAS FNTKYETIER VLLEEQEPEQ SRGRRGSEES EEGDAIVKVS REQIEELSKH AKSSSRKSIS SESEPFNLRS
Ie— I—

RNPIYSNKFG KFFEITPEKS PQLODLNIFV SCVEINEGGL MLPHENSRAI VVLFINEGKG HLELVGLRNE QQEQQQEEDE EQEEEERNNQ VQRFRARLSP GDVFIIPAGH PVAVNASSDL NFVGFGINAE
3

521 NNQRNFLAGE DDNVISQIQN PVKELTFPGS AQEVNRLIKN QRQSYFANAQ PQOREEESQR RRGSLSSILG GFY

Band N.5 (65 kDa)

Peptide signal

1 [MATTTKTRFP LLLLLGIIFL ASVCVSYG]IV QYEQGNPCLK KCMQRYNKVN EAFKRREEEE YEERSEHSVP GQRERGRQEG EKEEEHREQR RSRRESERER EEDEQKQRHP HHEREEEEDE EFRERRHRGD
——

131 TEETRFRRRK ERRQEQQEKK SESKEDEEES SSESQGRRNP FFFRSNKFQT IFENQHGHIR LLONFDKRSN LFQNLONYRF LEYKARPHTL LLPQHIDADF ILVVLSGKAI LTVLNPNDRN SFNLERGDTI
I—————— I— _—

KLPAGTTAYL ANHDDEEDLR VVELAIPVNR PGKFQSFFPS SNQNQOSYFN GFSKSILEAS FNTKYETIER VLLEEQEPEQ SRGRRGSEES EEGDAIVKVS REQIEELSKH AKSSSRKSIS SESEPFNLRS

RNPIYSNKFG KFFEITPEKS PQLODLNIFV SCVEINEGGL MLPHFNSRAI VVLFINEGKG HLELVGLRNE QQEQQQOEEDE EQEEEERNNQ VQRFRARLSP GDVFIIPAGH PVAVNASSDL NEFVGFGINAE
—— I Ie—
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521 NNQRNFLAGE DDNVISQIQN PVKELTFPGS AQEVNRLIKN QRQSYFANAQ PQOREEESQR RRGSLSSILG GFY

Band N.6 (60 kDa)
Peptide signal us
1 [MATTTKTRFP LLLLLGIIFL ASVCVSYG}W QYEQGNPCLK KCMQRYNKVN EAFKRREEEE YEERSEHSVP QEG EK R ER EED! P HHEREEEEDE EFRERRHRGD
—_—
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131 TEETRFRRRK ERRQEQQOEKK SESKEDEEES SSESQGRRNP FFFRSNKFQT IFENQHGHIR LLONFDKRSN LFQONLONYRF LEYKARPHTL LLPQHIDADF ILVVLSGKAI LTVLNPNDRN SFNLERGDTI
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261 KLPAGTTAYL ANHDDEEDLR VVELAIPVNR PGKFQSFFPS SNQNQOSYFN GFSKSILEAS FNTKYETIER VLLEEQEPEQ SRGRRGSEES EEGDAIVKVS REQIEELSKH AKSSSRKSIS SESEPFNLRS

RNPIYSNKFG KFFEITPEKS PQLODLNIFV SCVEINEGGL MLPHENSRAI VVLFINEGKG HLELVGLRNE QQEQQQOEEDE EQEEEERNNQ VQRFRARLSP GDVFIIPAGH PVAVNASSDL NEVGFGINAE
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NNQRNFLAGE DDNVISQIQN PVKELTFPGS AQEVNRLIKN QRQSYFANAQ PQQOREEESQR RRGSLSSILG GFY
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Band N.7 (55 kDa) - (as minor component)

Peptide signal

1 [MATTTI(TRFP LLLLLGIIFL ASVCVSYGI}I QYEQGNPCLK KCMQRYNKVN EAFKRREEEE YEERSEHSVP GQRERGRQEG EKEEEHREQR RSRRESERER EEDEQKQRHP HHEREEEEDE EFRERRHRGD
[E—

131 TEETRFRRRK ERRQEQQEKK SESKEDEEES SSESQGRRNP FFFRSNKFQT IFENQHGHIR LLQNFDKRSN LFQNLONYRF LEYKARPHTL LLPQHIDADF ILVVLSGKAI LTVLNPNDRN SENLERGDTI
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261 KLPAGTTAYL ANHDDEEDLR VVELAIPVNR PGKFQSFFPS SNONQQOSYFN GFSKSILEAS FNTKYETIER VLLEEQEPEQ SRGRRGSEES EEGDAIVKVS REQIEELSKH AKSSSRKSIS SESEPFNLRS

RNPIYSNKFG KFFEITPEKS PQLQDLNIFV SCVEINEGGL MLPHFNSRAI VVLFINEGKG HLELVGLRNE QQEQQOQOEEDE EQEEEERNNQ VQRFRARLSP GDVFIIPAGH PVAVNASSDL NEVGEGINAE
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Band N.8 (47 kDa)

Peptide signal

1 [MA’I‘TTKTRFP LLLLLGIIFL ASVCVSYGI]V QYEQGNPCLK KCMQRYNKVN EAFKRREEEE YEERSEHSVP GQRERGRQEG EKEEEHREQR RSRRESERER EEDEQKQRHP HHEREEEEDE EFRERRHRGD

P
131 TEETRFRRRK ERRQEQQEKK SESKEDEEES SSESQGRRNP FFFRSNKFQT IFENQHGHIR LLONFDKRSN LFQNLONYRF LEYKARPHTL LLPQHIDADF ILVVLSGKAI LTVLNPNDRN SFNLERGDTI
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261 KLPAGTTAYL ANHDDEEDLR VVELAIPVNR PGKFQSFFPS SNONQQSYEN GFSKSILEAS FNTKYETIER VLLEEQEPEQ SRGRRGSEES EEGDAIVKVS REQIEELSKH AKSSSRKSIS SESEPFNLRS

291 RNPIYSNKFG KFFEITPEKS PQLODLNIFV SCVEINEGGL MLPHFNSRAI VVLFINEGKG HLELVGLRNE QQEQQOOEEDE EQEEEERNNQ VQRFRARLSP GDVFIIPAGH PVAVNASSDL NEVGFGINAE
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NNQRNFLAGE DDNVISQIQN PVKELTFPGS AQEVNRLIKN QRQSYFANAQ PQOREEESQR RRGSLSSILG GFY
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Figure S4
Vicilin Acc. No. AOA1S2XYZ0 — Mass 61,9 kDa (as mature protein)

Band N.8 (47 kDa) - (as minor component)

Peptide signal
: ¥ [MATATKARFP LLLLLGIIFL ASVCVS}GIV QGNPCIEKCL QRYNKVHETF KHHECRSHCE KEEEEEVEEP LEPREPGRRE RGRQEGEKEE KRRQLPPRTR DEDQDNDEWR GRRRHQDPEE RARLRRRREE

e 20

B |
131 KERRQEHQRE EEEETSSESQ GRRNPFFENS NKFQTIFENE HGHIRLLQRF DKRSNLFENL QNYRLLEYKA RPHTLFLPQH TDADFILVVL SGKAILTVLN SNDRNSENLE CGDTIKLPAG TIAYLANRDS
e
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261 NEDLRIVDLA IPINTPAKFQ AFFPFANNNQ QSYFNGFSKN ILEASFNAKY EDIERILLEE PQQRRGHRGR QQSQEAEVIV KVSREQIEEL SKHAESSSRK SISSESEPFN LKRRSPIYSN KFGKFFEITP
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391 KKSSQLQDLD ILVDYAEINE GGLMLPHENS RATMVVVVNE GKGNFELVGL RNEEEEKSKQ VQRYRANLSP GDVEVIPAGH PVAVNASSNL SLLGFGINAQ NNQRNFLAGE DDNVISQIER PVKELAFPGS
e O e [E——

433
L]
521 AQEVDRLIKN QRQSHFANAQ SQGSQRRSPL SSILDTEY

Band N.9 (44 kDa)

Peptide signal
1 [MATATKARFP LLLLLGIIFL ASVCVS}XGIV QGNPCIEKCL QRYNKVHETF KHHECRSHCE KEEEEEVEEP LEPREPGRRE RGRQEGEKEE KRRQLPPRTR DEDQDNDEWR GRRRHQDPEE RARLRRRREE
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131 KERRQEHQRE EEEETSSESQ GRRNPFFEFNS NKFQTIFENE HGHIRLLQRF DXKRSNLFENL QNYRLLEYKA RPHTLFLPQH TDADFILVVL SGKAILTVLN SNDRNSFNLE CGDTIKLPAG TIAYLANRDS
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521 AQEVDRLIKN QRQSHFANAQ SQGSQRRSPL SSILDTFY

Figure S5
Vicilin Acc. No. AOA152XQR4 - Mass 49,4 kDa (as mature protein)

Band N.14 (32 kDa)
Peptide signal
1 [MAIKARFPLL VLLGIVFLAS vcp)xsbm FFFKSNNFQT LFKNENGHVR LLQRFDKRSQ LFENLONYRL VEYNSKPHTL FLPQHNDADF ILVVLSGRAI LTVLNPNDRN TFKLERGDTI KLPAGTIAYL

1l

261 NKYGNFFEIT PEKNPQLQDL DISLNSVEIN EGSLLLPHFN SRATVILVVN EGKGEVELVG LRNENEQENK KEDEEEEEDR NVQVQRFQSK LSSGDVVVIP ASHPFSINAS SDLFLLGFGI NAQNNQRNFL

s

B
391 AGEEDNVISQ IQRPVKEVAF PGSAEEVDRL LKNQRQSHFA NAQPQOKDEG SQKIRIPLSS ILGGF
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Figure S6

Vicilin Acc. No. AOA152XQ88 — Mass 48,6 kDa (as mature protein)

Band N.16 (24 kDa) - (as minor component)

Peptide signal

197

Y
L
1 @ImIKARE‘PLL VLLGIVFLAS vcp}xsbm FFFKSNNCQT LFENENGHVR LLORFDKRSQ LFENLONYRL MEYNSKPHTL FLPQHNDADF ILVVLRGRAI LTVLNPNDRN TFKLERGDTI KLPAGTIAYL
e —— — fe———
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B

131 ANRDDNEDLR VLDLAIPVNR PGQFQSFSLS GNENQQSYFQ GFSKKILEAS FNSDYEEIER VLLEEQEQKP EQRRGHKGRQ QSQETDVIVK ISREQIEELS KNAKSNCKKS VSSESEPFNL RSRSPIYSNR
Fe—

261 FGNFFEITPE KNPQLKDLDI FVNSVEIKEG SLLLPHFNSR ATVILVVNEG KGEVELVGLR NENEQENKKE DEEEEEDRNV QVQRFQSKLS SGDVVVIPAS HPFSINASSD LFLLGFGINA QNNQRNFLAG
Ie—

2

B
391 EEDNVISQIQ RPVKEVAFPG SAEEVDRLLK NQRQSHFANA QPQOKRKGSQ RIRSPF

Band N.17 (23 kDa)
Peptide signal B & F
1 E’H\IKARFPLL VLLGIVFLAS VCA)(SDm FFFKSNNCQT LFENENGHVR LLQORFDXRSQ LFENLONYRL MEYNSKPHTL FLPQHNDADF ILVVLRGRAI LTVLNPNDRN TFKLERGDTI KLPAGTIAYL
e— S——
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B
131 ANRDDNEDLR VLDLAIPVNR PGQFQSFSLS GNENQQSYFQ GFSKKILEAS FNSDYEEIER VLLEEQEQKP EQRRGHKGRQ QSQETDVIVK ISREQIEELS KNAKSNCKKS VSSESEPENL RSRSPIYSNR

—_——
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261 FGNFFEITPE KNPQLKDLDI FVNSVEIKEG SLLLPHFNSR ATVILVVNEG KGEVELVGLR NENEQENKKE DEEEEEDRNV QVQRFQSKLS SGDVVVIPAS HPFSINASSD LFLLGFGINA QNNQRNFLAG
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291 EEDNVISQIQ RPVKEVAFPG SAEEVDRLLK NQRQSHFANA QPQOKRKGSQ RIRSEF
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Figure S7
Legumin A-like AOA1S2XSB9 — Mass 57,1 kDa (as mature protein)
a-chain (trait Phe22-Asn333) — Mass 36,9 kDa
[-chain (trait Gly334- Ala518) — Mass 20,2 kDa

Band N.2 (100 kDa) — (as minor component)

Peptide signal (1-21)
1 [MAKLLALSLS LCFLLFGGCFEF A}'REQPQQNE CQLEHLNALE PDNRIESEGG LIETWNPNNR QFRCAGVALS RATLQRNALR RPFYTNAPQE IFIQQGNGYF GMVFPGCPET FMEPRESEQR EGRRFRDSHQ

131 KVNRFREGDI IAVPTGVVFW MYNDQDTPVI AVSLIDTSSF QNQLDQMPRR FYLAGNQEQE FLQYQQQEGR KEEQENEGNN IFSGFRRDFL EDALNVNRHI VDKLQGRDED EEKGAIVKVK GGLSFISPSE
[ES————————

KQPRHQRGSR QEEDEDEDED EKRQPHRHSR QDEDEDEKRR PRRHSRQDED EDEEEKRQPR RHSRGGSRSQ RDNGFEETIC TARLHQONIDS SSSPDIYIPQ AGRIKTVTSF DLPALRWLKL SAEHGSLHKN

AMFVPHYNLN ANSILYALKG RARLQVVNCN GNNVFDGELE AGRALIVPQON FAVAAKSMSD RFSYVAFKTN DRAAIGKLVG ATSSLSSIPE DVIAATFNME RNEARKLKSS NPFTFLVPPR ESENKAAA
I——

Band N.7 (55 kDa) - (as minor component)

Peptide signal (1-21) i F
il [MAKLLALSLS LCFLLFGGCF A}“Rmm CQLEHLNALE PDNRIESEGG LIETWNPNNR QFRCAGVALS RATLQRNALR RPFYTNAPQE IFIQQGNGYF GMVEFPGCPET FMEPRESEQR EGRRFRDSHQ
[—

131 KVNRFREGDI IAVPTGVVEW MYNDQDTPVI AVSLIDTSSE QNQLDOMPRR FYLAGNQEQE FLOYQQOEGR KEEQENEGNN IFSGFRRDFL EDALNVNRHI VDXKLQGRDED EEKGAIVKVK GGLSFISPSE

o = 0 w
B B s | &

261 KQPRHQRGSR QEEDEDEDED EKRQPHRHSR QDEDEDEKRR PRRHSRQDED EDEEEKRQPR RHSRGGSRSQ HDNGFEETIC TARLHONIDS SSSPDIYIPQ AGRIKTVTSF DLPALRWLKL SAEHGSLHKN
- [ - ——— -
=

| S
& i s

AMFVPHYNLN ANSILYALKG RARLQVUNCN GNNVFDGELE AGRALIVPQN FAVAAKSMSD RESYVAFKTN DRAAIGKLVG ATSSLSSIPE DVIAATFNME RNEARKLKSS NPFTFLVPPR ESENKAAA

—

—

Band N.12 (36 kDa)
Peptide signal (1-21) & ¥ & g
1 [MM(LLAI.SLS LCFLLEGGCE AFREQPQONE CQLEHLNALE SEGG LIETWNPNNR QFRCAGVALS RATLQRNALR RPFYTNAPQE IFIQQGNGYF GMVFPGCPET FMEPRESEQR EGRRFRDSHQ
¥ {7

131 KVNRFREGDI IAVPTGVVEW MYNDQDTPVI AVSLIDTSSF QNQLDQMPRR FYLAGNQEQE FLQYQQQEGR KEEQENEGNN IFSGFRRDFL EDALNVNRHI VDXKLQGRDED EEKGAIVKVK GGLSFISPSE

[ —1

m = 2

B B B
261 KQPRHQRGSR QEEDEDEDED EKRQPHRHSR QDEDEDEKRR PRRHSRQDED EDEEEKRQPR RHSRGGSRSQ RDNGFEETIC TARLHQNIDS SSSPDIYIPQ AGRIKTVTSF DLPALRWLKL SAEHGSLH!!
= B
[ —

e —1

. |

I

o o
391 AMFVPHYNLN ANSILYALKG RARLQVVNCN GNNVEDGELE AGRALIVPQON FAVAAKSMSD RFSYVAFKTN DRAAIGKLVG ATSSLSSIPE DVIAATFNME RNEARKLKSS NPFTFLVPPR ESENKAAA
—_——

Band N.19 (20 kDa)
Peptide signal (1-21)

1 [MAKLLALSLS LCFLLFGGCF A}‘REQPQQNE CQLEHLNALE PDNRIESEGG LIETWNPNNR QFRCAGVALS RATLQORNALR RPFYTNAPQE IFIQQGNGYF GMVFPGCPET FMEPRESEQR EGRRFRDSHQ
Ie—

KVNRFREGDI IAVPTGVVEFW MYNDQDTPVI AVSLIDTSSF QNQLDOMPRR FYLAGNQEQE FLQOYQQOOEGR KEEQENEGNN IFSGFRRDFL EDALNVNRHI VDKLQGRDED EEKGAIVKVK GGLSFISPSE
Ie—

l w w »
) B a
261 KQPRHQRGSR QEEDEDEDED EKRQPHRHSR QDEDEDEKRR QDED EDEEEKRQPR Q RDNGFEETIC TARLHQNIDS SSSPDIYIPQ AGRIKTVTSF DLPALRWLXL SAEHGSLHKN
e -
¥ i i
391 AMFVPHYNLN ANSILYALKG RARLQVVNCN GNNVFDGELE AGRALIVPON FAVAAKSMSD RFSYVAFKTN DRAAIGKLVG ATSSLSSIPE DVIAATFNME RNEARKLKSS NPFTFLVPPR ESENKAAA
—-——
—— —_—— [E—

i

Figure S8



Foods 2024, 13, 887 8 of 14

Legumin Acc. No. AOA3Q7XNWT1 - Mass 54,0 kDa (as mature protein)
a-chain (trait Leu22-Asn314) — Mass 33,7 kDa
[-chain (trait Gly315- Ala500) — Mass 20,3 kDa

Band N.8 (47 kDa) - (as minor component)

Peptide signal (1-21) i g
1 [MAKLLALSLS ECELLEGSCE ALRDQPEQNE CQLEHLNALE PDNRIKSEGG LIETWNPSNK QFRCAGVALS RATLQPNSLR RPFYTNAPQE IFIQQGNGYF GMVFPGCVET FEEPRESEQG EGSKFRDSHQ

KVNRFREGDI IAVPTGVVEW MENDQDTPVI AVSLIDTSSF QNQLDOMPRR FYLAGNHEXX XXXXXXXQQE GSEEEENEGG NIFSGFKRDF LEDALNVNRR IVNKLQGRNE DEEKGAIVKV KGGLSIITPP
Ie— [S——————

27 %0 ] 7 m
B | & B 8
261 EKEPRQKRGS RQEEDEDEDE KRQPHRHSRQ DEDEDEKRQP RRHSRGGSKS Q) 1 G SSSSPDIYNP QAGRIKTVTS FDLPALRFLX LSAEFGSLHK NAMEVPHYNL NANSILYALK

- { J

0 5 0
] o o

391 GRARLQIVNC KGNSVEDGEL EAGRALIVPQ NFAIAAKSLS DRESYVAFKT NDRAAIGRLL GASSLINGMP EEVVAAAFNM ERNEARQLKE NSPFSFLVPP RSDSDNKAAA
|

I—

Band N.13 (34 kDa)

Peptide signal (1-21) § i & g
1 [MAKLLALSLS FCFLLEGSCE ALRDQPEQNE CQLEHLNALE PDNRIKSEGG LIETWNPSNK QFRCAGVALS RATLOPNSLR RPFYTNAPQE IFIQQGNGYF GMVEPGCVET FEEPRESEQG EGSKFRDSHQ
.

o

i

o

o
KVNRFREGDI IAVPTGVVEW MENDQDTPVI AVSLIDTSSF QNQLDOMPRR FYLAGNHEXX XXXXXXXQQE GSEEEENEGG NIFSGFKRDF LEDALNVNRR IVNKLQGRNE DEEKGAIVKV KGGLSIITPP

P—
o—

m 20

B i
261 EKEPRQKRGS RQEEDEDEDE KRQPHRHSRQ DEDEDEKRQP RRHSRGGSKS QRDNGFEETI CTARLHQNIG SSSSPDIYNP QAGRIKTVTS FDLPALRFLX LSAEFGSLHK NAMEVPHYNL NANSILYALK

—
[—

391 GRARLQIVNC KGNSVFDGEL EAGRALIVPQ NFAIAAKSLS DRFSYVAFKT NDRAAIGRLL GASSLINGMP EEVVAAAFNM ERNEARQLKF NSPEFSFLVPP RSDSDNKAAA
Ie— —

Band N.19 (20 kDa) - (as minor component)

Peptide signal (1-21)
1 [MAKLLALSLS FCFLLFGSCF dI.RDQPEQNE CQLEHLNALE PDNRIKSEGG LIETWNPSNK QFRCAGVALS RATLQPNSLR RPFYTNAPQE IFIQQGNGYF GMVFPGCVET FEEPRESEQG EGSKFRDSHQ

131 KVNRFREGDI IAVPTGVVEW MENDQDTPVI AVSLIDTSSF QNQLDOMPRR FYLAGNHEXX XXXXXXXQOE GSEEEENEGG NIFSGFKRDF LEDALNVNRR IVNKLQGRNE DEEKGAIVKV KGGLSIITPP
I— e —

] m

| a
261 EKEPRQKRGS RQEEDEDEDE KRQPHRHSRQ DEDEDEKRQP RRHSRGGSKS QRDNGFEETI CTARLHQNIG SSSSPDIYNP QAGRIKTVTS FDLPALRFLK LSAEFGSLHK NAMFVPHYNL NANSILYALK

‘

I

I—
I—
Ie—

an

- 45

L] o o
391 GRARLQIVNC KGNSVFDGEL EAGRALIVPQ NFATAAKSLS DRFSYVAFKT NDRAAIGRLL GASSLINGMP EEVVAAAFNM ERNEARQLKF NSPFSFLVPP RSDSDNKAAA
)

|

Figure S9
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Legumin ] Acc. No. AOA1S3EINS3 — Mass 59,6 kDa (as mature protein)
a-chain (trait Arg28-Asn363) — Mass 39,2 kDa
[-chain (trait Ser364- Leu551) — Mass 20,4 kDa

Band N.11 (38 kDa)

Peptide signal (1-27) ] F] B
[MAI(PNPHILH YFFSLFCLLL E‘TCGCSSFQL PRQQSSMC QLDSIDALEP DNRIESEAGL TEIWDANHPE LRCIGV’SVI-K RTINANGLHL PSYVTYPELH FVEQGTGVLG MAIPGCAETY EEPQWERRGR

]

131 WRHQK VRYVKQGDLI AIPPGVPYWT YNYGNTPLII ITLLDTSNPL NQLDRTPTRF YLAGNPETEK QSGRKRGQEE mms GFDSRFLGQV LKVKESIIRK LQSPDKHRKH QITEVKGGLS
B

—_—
23 21
5 & |
261 TIIRPPLEPEI RSEEEETHRR HTEKRVEERE EEVEDEPCKR EHREWRRERR THGEGEGEGG CEGEEEEVVE EKETKTKERR Rl KQT RTTT EGQ KDNSLEETVC TLKLHENIAD PSRADVENPR
— —————

AGRITTANSL TLPVLKSLHL SAQWVNLYKD GIFVPHWNMN SNGVMYVTRG KGRVQVVNNE GKSVENGEVG RGQLLVVPON FAVAKQAGNE GMEYVAFKTN DRAEISTMIG RNSAISATPG EVLANAFGLS
PEEVIALKNN RNEGVLATPD SRIQDGYIAM L

Band N.19 (20 kDa) — (as minor component)

Peptide signal (1-27)
i [MAKPNPHILH YFFSLFCLLL E'TCGCSSFQL PRQQOSEFNEC QLDSIDALEP DNRIESEAGL TEIWDANHPE LRCAGVSVLK RTINANGLHL PSYVTYPELH FVEQGTGVLG MAIPGCAETY EEPQWERRGR
1 PQLQODRHQK VRYVKQGDLI AIPPGVPYWT YNYGNTPLII ITLLDTSNPL NQLDRTPTRF YLAGNPETEK QSGRKRGQEE EEEESNNMFS GFDSRFLGQV LKYKE}SIIRK LQSPDKHRKH QIIEVKGGLS
1

13
26 IIRPPLEPEI RSEEEETHRR HTEKRVEERE EEVEDEPCKR EH! T Ci VE EKETKTKERR )T RTTTREREGQ KDNSLEETVC TLKLHENIAD PSRADVENPR
L
1 B
291 AGRITTANSL TLPVLKSLHL SAQWVNLYKD GIFVPHWNMN SNGVMYVTRG KGRVQVVNNE GKSVENGEVG RGQLLVVPQN FAVAKQAGNE GMEYVAFKTN DRAEISTMIG RNSAISATPG EVLANAFGLS
—— | —— —
—_—  —

521 PEEVIALKNN RNEGVLATPD SRIQDGYIAM L

Figure 510
Legumin Acc. No. Q9SMJ4 — Mass 53,9 kDa (as mature protein)
a-chain (trait Leu22-Asn311) — Mass 33,3 kDa
[-chain (trait Ser312- Glu496) — Mass 20,6 kDa

Band N.13 (34 kDa)

Peptide signal (1-21) g
1 [MAKLLALSLS FCFLLFGTCF A]LRDQPQQNE CQLEHLNALK PDNRIKSEGG LIETWNPSNK Qme RATLQPNSLL QTFLHQRSPE IFIQQOGNGYF GMVFPGCVET FEEPRESEQG EGSKFSDSHQ

g ¥

131 KVNRFREGDI IAVPTGVVEFW MFNDQDTPVI AVSLIDTSSF m mnmgn FLRYQQEGSE EEENEGGNIF SGFKRDFLED ALNVNRRIVN KLQGRNEDEE KGAIVKVKGG LSITTPPEKE

wi o

—_——
S——1

—o—

——
2 27

¥ B |
261 PRQKRGSRQE EDEDEDEKR(Q PHRHSRQDED EDEKRQPHHH SRGGSKSQRD NGFEETICTA RLHQNIGSSS SPDIYNPQAG RIKTVTSFDL QALRFLKLSA EFGSLHKNAM FVPHYNLNAN SILYALKGRA
—

391 RLLYALNCKG NSVFDGELEA GRALIVPONF AIAAKSLSDR FSYVAFKTND RALINVCQKK LLQLLSIWKE MRPGSSSSTA PFHFLFHPAV TQTTKQQLDL VPNQYE
Ie—



Foods 2024, 13, 887 10 of 14

Figure S11
Legumin J-like Acc. No. AOA1S2XVG1 — Mass 57,7 kDa (as mature protein)
a-chain (trait Thr25-Asn352) — Mass 37,7 kDa
[-chain (trait Gly353- Ala532) — Mass 20,0 kDa

Band N.10 (41 kDa)

Peptide signal (1-24) g
1 [MRRSNSYLSS LSLCFLLETS ACLA}TRSEEF DRENQCQLDS INALEPDHRV ESEAGLTETW NPNHPELQCA GVSLIRRTID PNGLHIPSFS PSPQLIFIVQ GKGVLGLSIP GCPTTFEEQR QHFDNHQKIR
—_——

131 RFSKGDIIAI PPGIPYWSYN NGDEPVVAIT LLDTSNFANQ LDSTPRVEFYL GGNPEVEFPE TQQQQQQQKR HSLPFPGGRK GGKNQQEEQN EGNSVLSGFS SEFLAQALNT DEDTAKKLQS PRDQRAQIVR

[ &
261 VEGGLRIISP DLQDEEDEDE DEDEQEQGHS QREEEEDDDE DESHSHESRQ KWRKYREEEK QGSHRREHKE EEEEEEEKIC KKRSCRGKGR| KNGLEETICS AR[RENIIRP ARADLYNPRA GRISTVNSLT

LPILSYLRLS AEYVLLYRNG INAPHWNMNA NSLMYVVRGE GKVRIVNCEG KAVFDDNVRK GQMLVVPQONF VVAEQAGNEE GFEYVVFKTN DRAAVSNVKQ VFRATPAQVL ANAFGLRONE VTKIKFSGNR
———— e ——

I——

GPLVQPRSHA HA

Band N.17 (23 kDa) — (as minor component)
Peptide signal (1-24)

& u2 21

»
L ] & B
1 [MRRSNSYLSS LSLCFLLFTS ACLA}!'RS!B! DRFNQCQLDS INALEPDHRV ESEAGLTETW NPNHPELQCA GVSLIRRTID PNGLHIPSFS PSPQLIFIVQ GKGVLGLSIP GCPTTFEEQR QHFDNHQKIR
)

RFSKGDIIAI PPGIPYWSYN NGDEPVVAIT LLDTSNFANQ LDSTPRVFYL GGNPEVEFPE TQOQOQOQKR HSLPFPGGRK GGKNOQEEQN EGNSVLSGFS SEFLAQALNT DEDTAKKLQS PRDQRAQIVR

i

)
]
261 VEGGLRIISP DLQDEEDEDE DEDEQEQGHS QREEEEDDDE DESHSHESRQ KWRKYREEEK ¢ KE IC KKRSC KNGLEETICS RENIIRP ARADLYNPRA GRISTVNSLT
fr— o]

LPILSYLRLS AEYVLLYRNG INAPHWNMNA NSLMYVVRGE GKVRIVNCEG KAVEFDDNVRK GQMLVVPQNF VVAEQAGNEE GFEYVVFKTN DRAAVSNVKQ VFRATPAQVL ANAFGLRONE VTKIKFSGNR
P [——

GPLVQPRSHA HA

Band N.19 (20 kDa) — (as minor component)
Peptide signal (1-24)
1 [MRRSNSYLSS LSLCFLLETS ACLI%TRSEEF DRENQCQLDS INALEPDHRV ESEAGLTETW NPNHPELQCA GVSLIRRTID PNGLHIPSFS PSPQLIFIVQ GKGVLGLSIP GCPTTFEEQR QHFDNHQKIR

131 RFSKGDIIAI PPGIPYWSYN NGDEPVVAIT LLDTSNFANQ LDSTPRVFYL GGNPEVEFPE TQQQQQOQOKR HSLPFPGGRK GGKNQQEEQN EGNSVLSGFS SEFLAQALNT DEDTAKKLQS PRDQRAQIVR
18

261 VEGGLRIISP DLQDEEDEDE DEDEQEQGHS QREEEEDDDE DESHSHESRQ KWRKYREEEK QGSHRREHKE IC KKRSCRGKGR KNGLEETICS ARIRENIIRP ARADLYNPRA GRISTVNSLT
=
¥ i ¥ ¥
LPILSYLRLS AEYVLLYRNG INAPHWNMNA NSLMYVVRGE GKVRIVNCEG KAVFDDNVRK GOMLVVPONE VVAEQAGNEE GFEYVVEKTN DRAAVSNVKQ VFRATPAQVL ANAFGLRONE VTKIKFSGNR
— — ——
—_— — (B—
— o ———————1 —
—
—
—
—

GPLVQPRSHA HA

Band N.20 (20 kDa) — (as minor component)

Peptide signal (1-24) w
L)

1 [MRRSNSYLSS LSLCFLLETS ACLA}I‘RSEEE’ DRENQCQLDS INALEPDHRV ESEAGLTETW NPNHPELQCA GVSLIRRTID PNGLHIPSFS PSPQLIFIVQ GKGVLGLSIP GCPTTFEEQR QHFDNHQKIR
Jouibutin i~ ——

131 RFSKGDIIAI PPGIPYWSYN NGDEPVVAIT LLDTSNFANQ LDSTPRVFYL GGNPEVEFPE TQQQQQQQKR HSLPFPGGRK GGKNQQEEQN EGNSVLSGFS SEFLAQALNT DEDTAKKLQS PRDQRAQIVR
l 3%

261 VEGGLRIISP DLQDEEDEDE DEDEQEQGHS QREEEEDDDE DESHSHESRQ KWRKYREEEK QGSHRREHKE EEEEEEEKIC KKRSCRGKGR KNGLEETICS ARIRENIIRP ARADLYNPRA GRISTVNSLT

—_——— [—— Je—

LPILSYLRLS AEYVLLYRNG INAPHWNMNA NSLMYVVRGE GKVRIVNCEG KAVEDDNVRK GOMLVVPQNF VVAEQAGNEE GFEYVVFKTN DRAAVSNVK) VFRATPAQVL ANAFGLRONE VTKIKFSGNR
—_— L ——

H

521 GPLVQPRSHA HA
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The vicilins with the Acc. Nos. Q304D4 and AOA1S2YKD9 were always identified as components in
traces (relative abundance usually below 2%). Following their sequence coverage patterns.

Pro-Vicilin Acc.

Figure 512

No. Q304D4- Mass 51,4 kDa

(no information are reported for the peptide signal in the UniProtKB database)

Band N.1 (150 kDa)

MIVREFSLPDN ENDLKLTRSI NRDGEILIPK IFI11ISVSQI SNGASREFDG ISSLKVEVFL SLGFNTVSIA LHLGLQDGSR HHCVVEERGC EVLSYFLQTV VLEVLKLLRT FVEPLEKTNV TVEVLEKSLK

208 EiE

B B
VVRLKEKRIL LIGISHKLRP RKQFLSSTKS GNRALIAILM IEFLLSFRID DEIERVLLEE QEQKPKQRRG HKDRQQSQSQ SQQOEADVIVK ISREQIEELS KNAKSSSKKS VSSESEPFNL RSRNPIYSNK
P [ ——

—

YGNFFEITPE KNPQLQDLDI SLNSVEINEG SLLLPHFNSR ATVILVVNEG KGEVELVGLR NENEQENKKE DEEEEEDRKV QVQRFQSRLS SGDVVVIPAT HPFSINASSD LFLLGFGINA QNNQRNFLAG

a4

)
EEDNVISQIQ RPVKEVAFPG SAEEVDRLLK NQRQSHFANA QPQOKDEESQ KIRIPLSSIL GGF

Band N.2 (100 kDa)

1 MIVRFSLPDN ENDLEKLTRSI NRDGEILIPK IFIIISVSQI SNGASREFDG ISSLKVEVFL

131 VVRLEKEKRIL LIGISHKLRP RKQFLSSTKS GNRALIAILM IEFLLSFRID DEIERVLLEE

)
o
i

YGNFFEITPE KNPQLQDLDI SLNSVEINEG SLLLPHFNSR ATVILVVNEG KGEVELVGLR
[ ———————— [—————————

w
o
et

EEDNVISQI( RPVKEVAFPG SAEEVDRLLK NQRQSHFANA QPQOKDEESQ KIRIPLSSIL
[

Band N.3 (90 kDa)

>r]Q304D4/Q30404_CICAR Providiin OS=Cicer arietinum O%=3827 GN=LOCI01515184 PE=2 SV=1

SLGFNTVSIA LHLGLQDGSR HHCVVEERGC EVLSYFLQTV VLEVLELLRT FVEPLEKTNV TVFVLEKSLK
213

QEQKPKQRRG HKDRQQSQSQ SQQEADVIVK ISREQIEELS KNAKSSSKKS VSSESEPFNL RSRNPIYSNK
—
| —

NENEQENKKE DEEEEEDRKV QVQRFQSRLS SGDVVVIPAT HPFSINASSD LFLLGFGINA QNNQRNFLAG

GGF

1 MIVRFSLPDN ENDLKLTRSI NRDGEILIPK IFIIISVSQI SNGASREFDG ISSLKVEVFL
131 VVRLKEKRIL LIGISHKLRP RKQFLSSTKS GNRALIAILM IEFLLSFRID DEIERVLLEE

261 Y¥YGNFFEITPE KNPQLQODLDI SLNSVEINEG SLLLPHENSR ATVILVVNEG KGEVELVGLR
e —— [
[—1
2
B

351 EEDNVISQIQ RPVKEVAFPG SAEEVDRLLK NQRQSHFANA QPQOKDEESQ KIRIPLSSIL

Band N.4 (70 kDa)

1 MIVRFSLPDN ENDLKLTRSI NRDGEILIPK IFIIISVSQI SNGASREFDG ISSLKVEVEL

131 VVRLEKEKRIL LIGISHEKLRP RKQFLSSTKS GNRALIAILM IEFLLSFRID DEIERVLLEE

261 YGNFFEITPE KNPQLQDLDI SLNSVEINEG SLLLPHFNSR ATVILVVNEG KGEVELVGLR
] e

[——
2

321 EEDNVISQIQ RPVKEVAFPG SAEEVDRLLK NQRQSHFANA QPQOKDEESQ KIRIPLSSIL

Band N.5 (65 kDa)

1 MIVRFSLPDN ENDLKLTRSI NRDGEILIPK IFIIISVSQI SNGASREFDG ISSLKVEVFL
131 VVRLKEKRIL LIGISHRLRP RKQFLSSTKS GNRALIATIM IEFLLSFRID DEIERVLLEE

261 YGNFFEITPE KNPQLQDLDI SLNSVEINEG SLLLPHFNSR ATVILVVNEG KGEVELVGLR
[— —

aze

351 EEDNVISQIQ RPVKEVAFPG SAEEVDRLLK NQRQSHFANA QPQOKDEESQ KIRIPLSSIL

Band N.6 (60 kDa)

1 MIVRFSLPDN ENDLELTRSI NRDGEILIPK IFIIISVSQI SNGASREFDG ISSLKVEVEL

131 VVRLKEKRIL LIGISHKLRP RKQFLSSTKS GNRALIAILM IEFLLSFRID DEIERVLLEE

26l YGNFFEITPE KNPQLQDLDI SLNSVEINEG SLLLPHENSR ATIVILVVNEG KGEVELVGLR
i —————
—————
321 EEDNVISQIQ RPVKEVAFPG SAEEVDRLLK NQRQSHFANA QPQQKDEESQ KIRIPLSSIL
I———————

Band N.8 (47 kDa)

SLGFNTVSIA LHLGLQDGSR HHCVVEERGC EVLSYFLQTV VLEVLEKLLRT FVEPLEKTNV TVEVLEKSLEK
220

QEQKPKQRRG HKDRQQSQSQ SQQEADVIVK ISREQIEELS KNAKSSSKKS VSSESEPFNL RSRNPIYSNK
[e—

— e —
NENEQENKKE DEEEEEDRKV QVQRFQSRLS SGDVVVIPAT HPFSINASSD LFLLGFGINA QNNQRNFLAG
—

GGF

SLGFNTVSIA LHLGLODGSR HHCVVEERGC EVLSYFLQTV VLEVLKLLRT FVEPLEKTNV TVEVLEKSLK

208 28 2
Ll L] P
QEQKPKQRRG HKDRQQSQSQ SQQEADVIVK ISREQIEELS KNAKSSSKKS VSSESEPFNL RSRNPIYSNK
[ — R
NENEQENKKE DEEEEEDRKV QVQRFQSRLS SCDVVVIPAT HPFSINASSD LEFLLGFGINA QNNQRNFLAG

GGF

SLGFNTVSIA LHLGLQDGSR HHCVVEERGC EVLSYFLQTV VLEVLELLRT FVEPLEKTNV TVFVLEKSLEK
205 23

B [ ]
QEQKPRQRRG HKDRQQRSQSQ SQQEADVIVK ISREQIEELS KNAKSSSKKS VSSESEPFNL RSRNBIYSNK
[
————————— —
(Bl—

NENEQENKKE DEEEEEDREV QVQRFQSRLS SGDVVVIPAT HPFSINASSD LFLLGFGINA QNNQRNFLAG

GGF

SLGFNTVSIA LHLGLQDGSR HHCVVEERGC EVLSYFLQTV VLEVLEKLLRT FVEPLEKTNV TVEVLEKSLK

205 2 224

B B »
QEQKPKQRRG HKDRQQSQSQ SQQEADVIVK ISREQIEELS KNAKSSSKKS VSSESEPFNL RSRNPIYSNK

[—1
[ S—

NENEQENKKE DEEEEEDRKV QVQRFQSRLS SGDVVVIPAT HPFSINASSD LFLLGFGINA QNNQRNELAG

GGF
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MIVRFSLPDN ENDLKLTRSI
VVRLKEKRIL LIGISHKLRP

261 YGNFFEITPE KNPQLODLDI

EEDNVISQIQ RPVKEVAFPG

NRDGEILIPK IFIIISVSQI SNGASREFDG ISSLKVEVFL SLGFNTVSIA LHLGLQDGSR HHCVVEERGC EVLSYFLQTV VLEVLKLLRT FVEPLEKTNV TVEVLEKSLK

3 224

B
RKQFLSSTKS GNRALIAILM IEFLLSFRID DEIERVLLEE QEQKPKQRRG HKDRQQSQSQ SQQEADVIVK ISREQIEELS KNAKSSSKKS VSSESEPFNL RSRNPIYSNK

— P

[E—

SLNSVEINEG SLLLPHFNSR ATVILVVNEG KGEVELVGLR NENEQENKKE DEEEEEDRKV QVQRFQSRLS SGDVVVIPAT HPFSINASSD LFLLGFGINA QNNQRNFLAG

a2

8
SAEEVDRLLK NQRQSHFANA QPQOKDEESQ KIRIPLSSIL GGF

Band N.9 (44 kDa)

1 MIVRFSLPDN ENDLKLTRSI

131 VVRLKEKRIL LIGISHKLRP

™
o
2

YGNFFEITPE KNPQLQDLDI
e
—

w
©
a

EEDNVISQIQ RPVKEVAFPG

NRDGEILIPK IFIIISVSQI SNGASREFDG ISSLKVEVFL SLGFNTVSIA LHLGLQDGSR HHCVVEERGC EVLSYFLQTV VLEVLKLLRT FVEPLEKTNV TVEFVLEKSLK

2 2 24
B B B
RKQFLSSTKS GNRALIAILM IEFLLSFRID DEIERVLLEE QEQKPKQRRG HKDRQQSQSQ SQQEADVIVK ISREQIEELS KNAKSSSKKS VSSESEPFNL RSRNPIYSNK
[—1
L]

SLNSVEINEG SLLLPHFNSR ATVILVVNEG KGEVELVGLR NENEQENKKE DEEEEEDRKV QVQRFQSRLS SGDVVVIPAT HPFSINASSD LFLLGFGINA QNNQRNFLAG
[ I———

a2

B
SAEEVDRLLK NQRQSHFANA QPQOKDEESQ KIRIPLSSIL GGF

Band N.10 (41 kDa)

1 MIVRFSLPDN ENDLELTRSI

VVRLEEKRIL LIGISHELRP

YGNFFEITPE KNPQLQDLDI
—_—

EEDNVISQIQ RPVEEVAFPG

NRDGEILIPK IFIIISVSQI SNGASREFDG ISSLKVEVFL SLGENTVSIA

REQFLSSTKS GNRALIAILM IEFLLSFRID DEIERVLLEE QEQKPKQRRG

SLNSVEINEG SLLLPHFNSR ATVILVVNEG KGEVELVGLR NENEQENKKE

a2

SAEEVDRLTX NQRQSHFANA QPQQKDEESQ KIRIPLSSIL GGF

Band N.11 (38 kDa)

MIVRFSLPDN ENDLKLTRSI
VVRLEKEKRIL LIGISHEKLRP

i
w
purd

[
o
A

YGNFFEITPE KNPQLQDLDI

w
o
=t

EEDNVISQIQ RPVKEVAFPG

Band N.12 (36 kDa)

NRDGEILIPK IFIIISVSQI SNGASREFDG ISSLEKVEVFL SLGFNTVSIA
REQFLSSTKS GNRALIATILM IEFLLSFRID DEIERVLLEE QEQKPEKQRRG

SLNSVEINEG SLLLPHFNSR ATVILVVNEG KGEVELVGLR NENEQENKKE
——

SAEEVDRLLK NQRQSHFANA QPQQKDEESQ KIRIPLSSIL GGF

1 MIVRFSLPDN ENDLKLTRSI NRDGEILIPK IFIIISVSQI SNGASREFDG ISSLKVEVFL SLGFNTVSIA
VVRLKEKRIL LIGISHKLRP RKQFLSSTKS GNRALIAILM IEFLLSFRID DEIERVLLEE QEQKPKQRRG
——

¥GNFFEITPE KNPQLQDLDI SLNSVEINEG SLLLPHFNSR ATVILVVNEG KGEVELVGLR NENEQENKKE
— —

a2

G

EEDNVISQIQ RPVKEVAFPG SAEEVDRLLK NQRQSHFANA QPQQKDEESQ KIRIPLSSIL GGF

391

Band N.13 (34 kDa)

1 MIVRFSLPDN ENDLKLTRSI NRDGEILIPK

131 VVRLKEKRIL LIGISHKLRP REKQFLSSTKS

¥GNFFEITPE KNPQLQDLDI SLNSVEINEG
—

424

L]
EEDNVISQIQ RPVKEVAFPG SAEEVDRLLK NQRQSHFANA QPQOKDEESQ KIRIPLSSIL GGF

Band N.14 (32 kDa)

1 MIVRFSLPDN ENDLKLTRSI NRDGEILIPK

131 VVRLKEKRIL LIGISHKLRP REKQFLSSTKS

LHLGLQDGSE HHCVVEERGC EVLSYFLQTV
208

HKDRQQSQSQ SQQEADVIVK ISREQIEELS
[ ——
—_—

DEEEEEDREV QVQRFQSRLS SGDVVVIPAT

LHLGLQDGSR HHCVVEERGC EVLSYFLQTV
HKDRQQSQSQ SQQEADVIVK ISREQIEELS
—_—

DEEEEEDRKV QVQRFQSRLS SGDVVVIPAT

LHLGLQDGSR HHCVVEERGC EVLSYFLQTV
28 24

P
HEKDRQQSQSQO SQQEADVIVK ISREQIEELS

VLEVLKRLLRT FVEPLEKTNV TVEVLEKSLK

KNAKSSSKKS VSSESEPFNL RSRNPIYSNK
—

HPFSINASSD LFLLGFGINA QNNQRNFLAG

VLEVLKLLRT FVEPLEKTNV TVFVLEKSLEK
KNAKSSSKKS VSSESEPFNL RSRNPIYSNK
[————

HPFSINASSD LFLLGFGINA QNNQRNFLAG

VLEVLELLRT EFVEPLEKTNV TVFVLEKSLK

KNAKSSSKKS VSSESEPFNL RSRNPIYSNE

"

DEEEEEDREV QVQRFQSRLS SGDVVVIPAT

|

28 213

HPFSINASSD LFLLGFGINA QNNQRNFLAG

IFIIISVSQI SNGASREFDG ISSLEVEVFL SLGFNTVSIA LHLGLQDGSR HHCVVEERGC EVLSYFLQTV VLEVLELLRT FVEPLEKTNV TVFVLEKSLK

GNRALIATLM IEFLLSFRID DEIERVLLEE QEQKPKQRRC HKDRQQSQSQ SQQEADVIVK ISREQIEELS KNAKSSSKKS VSSESEPFNL RSRNBIYSNK
———————

|

20508 208 210 21213 24

SLLLPHFNSR ATVILVVNEG KGEVELVGLR NENEQENKKE DEEEEEDRKV QVQRFQSRLS SGDVVVIPAT HPFSINASSD LFLLGFGINA QNNQRNFLAG
———

IFITIISVSQI SNGASREFDG ISSLKVEVFL SLGFNTVSIA LHLGLQDGSR HHCVVEERGC EVLSYFLQTV VLEVLELLRT FVEPLEKTNV TVEVLEKSLK

BE B B
GNRALIAILM IEFLLSFRID DEIERVLLEE QEQKPKQRRG HKDRQQSQSQ SQOEADVIVK ISREQIEELS KNAKSSSKKS VSSESEPFNL RSRNPIYSNK

——

il

261 YGNFFEITPE KNPQLODLDI SLNSVEINEG SLLLPHFNSR ATVILVVNEG KGEVELVGLR NENEQENKKE DEEEEEDRKV QVQRFQSRLS SGDVVVIPAT HPFSINASSD LFLLGFGINA QNNQRNFLAG
[—

Ire—i —— —
— —

—
a2

[}
EEDNVISQIQ RPVKEVAFPG SAEEVDRLLK NQRQSHFANA QPQOKDEESQ KIRIPLSSIL GGF

391

Band N.15 (30 kDa)
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1 MIVRFSLPDN ENDLKLTRSI NRDGEILIPK IFIIISVSQI SNGASREFDG ISSLKVEVFL SLGFNTVSIA LHLGLQDGSR HHCVVEERGC EVLSYFLQTV VLEVLKLLRT FVEPLEKTNV TVFVLEKSLK
28 213

LI [ |
131 VVRLKEKRIL LIGISHKLRP REQFLSSTKS GNRALTIATLM IEFLLSFRID DEIERVLLEE QEQKPKQRRG HKDRQQSQSQ SQQEADVIVK TSREQIEELS KNAKSSSKKS VSSESEPFNL RSRNPIYSNK
[——————
—
[ —
2¢1 ¥GNFFEITPE KNPQLQDLDI SLNSVEINEG SLLLPHFNSR ATVILVVNEG KGEVELVGLR NENEQENKKE DEEEEEDRKV QVQRFQSRLS SGDVVVIPAT HPFSINASSD LFLLGFGINA QNNQRNFLAG
— —

[—
424

351 EEDNVISQIQ RPVKEVAFPG SAEEVDRLLK NQRQSHFANA QPQOKDEESQ KIRIPLSSIL GGF

Band N.16 (24 kDa)

MIVRFSLPDN ENDLKLTRSI NRDGEILIPK IFIIISVSQI SNGASREFDG ISSLRKVEVFL SLGFNTVSIA LHLGLQDGSR HHCVVEERGC EVLSYFLQTV VLEVLKLLRT FVEPLEKTNV TVEVLEKSLK
131 VVRLEKEKRIL LIGISHEKLRP RKQFLSSTKS GNRALIAILM IEFLLSFRID DEIERVLLEE QEQKPKQRRG HKDRQQSQSQ SQQEADVIVK ISREQIEELS KNAKSSSKKS VSSESEPFNL RSRNPIYSNK

261 YGNFFEITPE KNPQLQDLDI SLNSVEINEG SLLLPHFNSR ATVILVVNEG KGEVELVGLR NENEQENKKE DEEEEEDREKV QVQRFQSRLS SGDVVVIPAT HPFSINASSD LFLLGFGINA QNNQRNFLAG
e

124

321 EEDNVISQIQ RPVKEVAFPG SAEEVDRLLK NQRQSHFANA QPQOKDEESQ KIRIPLSSIL GGEF

Band N.17 (23 kDa)

1 MIVRFSLPDN ENDLKLTRSI NRDGEILIPK IFIIISVSQI SNGASREFDG ISSLKVEVFL SLGFNTVSIA LHLGLQDGSR HHCVVEERGC EVLSYFLQTV VLEVLKLLRT FVEPLEKTNV TVFVLEKSLK
2 2

B B
131 VVRLKEKRIL LIGISHKLRP REQFLSSTKS GNRALTIATLM IEFLLSFRID DEIERVLLEE QEQKPKQRRG HEDRQQSQSQ SQQEADVIVK TSREQIEELS KNAKSSSKKS VSSESEPFNL RSRNPIYSNK
[——a—
[ — | —

2¢1 ¥GNFFEITPE KNPQLODLDI SLNSVEINEG SLLLPHFNSR ATVILVVNEG KGEVELVGLR NENEQENKKE DEEEEEDRKV QVQRFQSRLS SGDVVVIPAT HPFSINASSD LFLLGFGINA QNNQRNFLAG
— I—— —

—
azg

351 EEDNVISQIQ RPVKEVAFPG SAEEVDRLLK NQRQSHFANA QPQOKDEESQ KIRIPLSSIL GGE

Band N.18 (22 kDa)

1 MIVRFSLPDN ENDLKLTRSI NRDGEILIPK IFIIISVSQI SNGASREFDG ISSLKVEVFL SLGFNTVSIA LHLGLQDGSR HHCVVEERGC EVLSYFLQTV VLEVLKLLRT FVEPLEKTNV TVFVLEKSLK
208 23
121 VVRLKEKRIL LIGISHKLRP REKQFLSSTKS GNRALIAILM IEFLLSFRID DEIERVLLEE QEQKPKQRRG HEKDRQQSQSQ SQQEADVIVK ISREQIEELS KNAKSSSKKS VSSESEPFNL RSRNPIYSNK

—
[ S—

261 YGNFFEITPE KNPQLQDLDI SLNSVEINEG SLLLPHFNSR ATVILVVNEG KGEVELVGLR NENEQENKKE DEEEEEDRKV QVQRFQSRLS SGDVVVIPAT HPFSINASSD LFLLGFGINA QNNQRNFLAG
—

2

351 EEDNVISQIQ RPVKEVAFPG SAEEVDRLLK NQRQSHFANA QPQOKDEESQ KIRIPLSSIL GGF

Band N.19 (20 kDa)

1 MIVRFSLPDN ENDLKLTRSI NRDGEILIPK IFIIISVSQT SNGASREFDG ISSLRVEVEL SLGENTVSIA LHLGLQDGSR HHCVVEERGC EVLSYFLQTV VLEVLKLLRT FVEPLEKTNV TVEVLEKSLK
2 20
B
131 VVRLKEKRIL LIGISHKLRP RKQFLSSTKS GNRALIAILM IEFLLSFRID DEIERVLLEE QEQKPKORRG HKDRQQSQSQ SQQEADVIVK ISREQIEELS KNAKSSSKKS VSSESEPFNL RSRNEIYSNK
e
[ B—
261 YGNFFEITPE KNPQLQDLDI SLNSVEINEG SLLLPHFNSR ATVILVVNEG KGEVELVGLR NENEQENKKE DEEEEEDRKV QVQRFQSRLS SGDVVVIPAT HPFSINASSD LFLLGFGINA QNNQRNFLAG

azg

B
321 EEDNVISQIQ RPVKEVAFPG SAEEVDRLLK NQRQSHFANA QPQQKDEESQ KIRIPLSSIL GGF

Band N.20 (20 kDa)

1 MIVREFSLPDN ENDLKLTRSI NRDGEILIPK IFIIISVSQI SNGASREFDG ISSLKVEVFL SLGENTVSIA LHLGLQODGSR HHCVVEERGC EVLSYFLQTV VLEVLRLLRT FVEPLERINV TVEVLEKSLK

208 213
B [ ]
131 VVRLEKEKRIL LIGISHEKLRP REKQFLSSTKS GNRALIAILM IEFLLSFRID DEIERVLLEE QEQKPKORRG HKDRQQSQSQ SQQEADVIVK ISREQIEELS KNAKSSSKKS VSSESEPFNL RSRNPIYSNK
—— I — —
——  —
—— [ —

261 YGNFFEITPE KNPQLQDLDI SLNSVEINEG SLLLPHFNSR ATVILVVNEG KGEVELVGLR NENEQENKKE DEEEEEDRKV QVQRFQSRLS SGDVVVIPAT HPFSINASSD LFLLGFGINA QNNQRNELAG
[ —— [—

Il

405 a2

5
EEDNVISQIQ RPVKEVAFPG SAEEVDRLLK NQRQSHFANA QPQQKDEESQ KIRIPLSSIL GGF
|}

w
0
=t

|

Figure 513

Vicilin Acc. No. AOA1S2YKD9Y - Mass 50,9 kDa (as mature protein)
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Band N.16 (24 kDa)

Peptide signal
1 [MTKNITTLLL LLLVGVTITL CbDEEREKGS SSSNKLFLMQ DSKSVVKTDA GEMRLFQNKD TEFLDRNMHI GLINMEPRSL FIPQYLDSNF IIFVRRGDAK LGFIYGDELE ERRLKTGDIY VIPAGSVFYL
VNIGEGQRLH LICSIDPSTS LGDTFQPFYI GGGDNSQSVL AGFEPVILET AFNESREKLE RIFSKKVDGP IVYIDDSHAP SLWTKFLQLK KEEKVQHLNK MVQGQEENNE EKKQTSWSWR KLFQSVLGEE
NKNIENKDRG DSPDSYNLYD RKHDFKNGYG WSSALDGDDY SLLKIPDIGV FHVNLTAGSM MVPHVNPRAT EYGIVLRGSG RIQILFPNGS NAMDTEIKVG DIFYVPRYFP FCQIASRNGA LEFFGFTTSS

291 KKSNPQFLVG AASLLKTIMG PELAAGFGVR EDIMRDVVGA QHDAVIVSST WAAPGTGGVR EEDAYVQSKG IIGIFDDILM DDFE

Band N.17 (23 kDa)

Peptide signal
il [MTKNITTLLL LLLVGVTITL C}ZDEEREKGS SSSNKLFLMQ DSKSVVKTDA GEMRLFQNKD TEFLDRNMHI GLINMEPRSL FIPQYLDSNF IIFVRRGDAK LGFIYGDELE ERRLKTGDIY VIPAGSVFYL

131 VNIGEGQRLH LICSIDPSTS LGDTFQPFYI GGGDNSQSVL AGFEPVILET AFNESREKLE RIFSKKVDGP IVYIDDSHAP SLWTKFLQLK KEEKVQHLNK MVQGQEENNE EKKQTSWSWR KLFQSVLGEE
m

&
261 NKNIENKDRG DSPDSYNLYD RKHDFKNGYG WSSALDGDDY SLLKIPDIGV FHVNLTAGSM MVPHVNPRAT EYGIVLRGSG RIQILFPNGS NAMDTEIKVG DIFYVPRYFP FCQIASRNGA LEFFGFTTSS
e e

03
o
KKSNPQFLVG AASLLKTIMG PELAAGFGVR EDIMRDVVGA QHDAVIVSST WAAPGTGGVR EEDAYVQSKG IIGIFDDILM DDFE

Band N.18 (22 kDa)

Peptide signal
1 [MTKNITTLLL LLLVGVTITL ChDEEREKGS SSSNKLFLMQ DSKSVVKTDA GEMRLFQNKD TEFLDRNMHI GLINMEPRSL FIPQYLDSNF IIFVRRGDAK LGFIYGDELE ERRLKTGDIY VIPAGSVFYL
131 VNIGEGQRLH LICSIDPSTS LGDTFQPFYI GGGDNSQSVL AGFEPVILET AFNESREKLE RIFSKKVDGP IVYIDDSHAP SLWTKFLQLK KEEKVQHLNK MVQGQEENNE EKKQTSWSWR KLFQSVLGEE
1 NKNIENKDRG DSPDSYNLYD RKHDFKNGYG WSSALDGDDY SLLKIPDIGV FHVNLTAGSM MVPHVNPRAT EYGIVLRGSG RIQILFPNGS NAMDTEIKVG DIFYVPRYFP FCQIASRNGA LEFFGFTTSS

KKSNPQFLVG AASLLKTIMG PELAAGFGVR EDIMRDVVGA QHDAVIVSST WAAPGTGGVR EEDAYVQSKG IIGIFDDILM DDFE
e

I—

Band N.19 (20 kDa)

Peptide signal g
1 [MTKNITTLLL LLLVGVTITL C}SDEEREKGS SSSNKLFLMQ DSKSVVKTDA GEMRLFQNKD TEFLDRNMHI GLINMEPRSL FIPQYLDSNF IIFVRRGDAK LGFIYGDELE ERRLKTGDIY VIPAGSVFYL
Ie— o e I——————

VNIGEGQRLH LICSIDPSTS LGDTFQPFYI GGGDNSQSVL AGFEPVILET AFNESREKLE RIFSKKVDGP IVYIDDSHAP SLWTKFLQLK KEEKVQHLNK MVQGQEENNE EKKQTSWSWR KLFQSVLGEE
NKNIENKDRG DSPDSYNLYD RKHDFKNGYG WSSALDGDDY SLLKIPDIGV FHVNLTAGSM MVPHVNPRAT EYGIVLRGSG RIQILFPNGS NAMDTEIKVG DIFYVPRYFP FCQIASRNGA LEFFGFTTSS
KKSNPQFLVG AASLLKTIMG PELAAGFGVR EDIMRDVVGA QHDAVIVSST WAAPGTGGVR EEDAYVQSKG IIGIFDDILM DDFE




