Supplementary Figure

Figure S1. Taxonomic differences of bacteria community of fermented goat meat
sausages in different groups obtained from the LEfSe analysis. (A), (C), and (E)
represent taxonomic cladograms for sodium chloride group, sodium nitrite group, and
glucose group, respectively; (B), (D) and (F) indicate LDA scores distribution bars for
sodium chloride group, sodium nitrite group and glucose group, respectively. LDA

score is over 2. Labels beginning with o _, order; f , family; g , genus.
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