Figure S1. The geographical location of vineyards in the three sub-regions : YC, Yinchuan sub-region; YN, Yongning

sub-region; QTX, Qingtongxia sub-region.
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Figure S2. Correlation analysis of bacterial community diversity between grape skin and winery environment. A red circle with an
asterisk indicates a positive correlation (Spearman rank test, p < 0.05), while a blue circle with an asterisk indicates a negative

correlation (Spearman rank test, p < 0.05). X-axis, represents the bacterial diversity of the grape epidermis; Y-axis, represents the

bacterial diversity of the winery environment.
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Figure S3. Correlation analysis between the top 10 bacterial genera with relative abundance of grape skin and the top 10 bacterial
genera with relative abundance in winery environment. A red circle indicates a positive correlation, and a blue circle indicates a
negative correlation. X-axis, represents the genus of grape epidermal bacteria; Y-axis, represents the genus of winery environmental

bacteria.



