Supplementary data

The following are the Supplementary data to this article:

Figure S1 PLS-DA scores plot of (A) control and DSS groups and (B) EP oil and DSS group.

(C) VIP of PLS-DA between control and DSS groups.
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Figure S2 Heat map of (A) control and DSS groups and (B) EP oil and DSS group.
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Figure S3 Volcano plot of (A) control and DSS groups and (B) EP oil and DSS group.
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Figure S4 Lipid metabolite enrichment analysis between control and DSS groups.
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Figure S5 Metabolism pathway analysis of lipid metabolites between control and DSS groups.
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