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Figure S1. Multiple alignment of MaERF012 (XM_009415777.2) protein with other ERF proteins. Other
plants ERF proteins including banana MaERF003 (XP_009417483.2) and MaERF113 (XP_018683838.1),
tomato SIERF003 (XP_004242199.1), SIERF014 (XP_010312777.1), SIERF017 (XP_004251702.1) and
SIERF021 (XP_004250714.1), papaya CpERF003 (XP_021906523.1), CpERF113 (XP_021900277.1),
CpERF020 (XP_021903568.1), CpERF023 (XP_021893066.1), CpERF024 (XP_021908529.1), CpERF036
(XP_021891938.1) and CpERF039 (XP_021893663.1). The multiple alignments were made using
DNAMAN.
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Figure S2. Phylogenetic analysis of MaERF012 and other ERF proteins. The phylogenetic tree was
performed by MEGA 5.0 with a default parameters, minimum evolution test and bootstrap test of

phylogeny. The numbers indicate the bootstrap values.
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Figure S3. Picture of the effector and reporter vectors.

MaERF003.20q
MAERFO12.20q
MaERF113.50q
PaERF003.00eq

SIERF021.30q

MaERFO03.2eq
MaERFO12.20q
MaERF113.5eq
PaERF03.0eq
PaERFO20.5eq
PaERF023.5eq
PaERF024.5eq
PaERF036.58q
PaERFO39.5eq
PaFRF113.50q

SIERFO21. seq

MaFRF003.5eq
MaERFO012.0q
MaERF113.2eq
PaERFO03.08q
PaERF020.50q
PaERF023.5eq
PaERF024.5eq
PaERF036.5eq
PaERF029.50q
PaERF113.1eq
SIERFO03.26q

SIERFO14.2eq

SIERFO17.50q

SIERFO21.2eq

MaERFO03.50q
MaERFO012.2eq
MaERF113.2eq
3.ceq
PaERF020.50q
PaERF013.00q
PaERFO24.0eq
PaERF036.50q
PaERF033.5eq
PaERF113.5eq
SIERFO03.2eq
SIERFO14.20q
SIERF017.3eq
SIERF021.3eq

- MRRCSLPILCI GSPAYI SLSLSLSLSLSLIHTHTRSCSEWDLPR .....................
G. . . . . ALDHCD, . PRSSAA
< MVSALABVI 555588 \DTRC(EP‘ST CCC] KLEE A“LRCDTE *‘\C\ SEECC

DS TT'I'I'I"I"{TT 141[[ HSKESSS, .

MCYYSEPT. . .... NEASSS555G55RSNVSS. ... .0
MEITFTLLTMERRNETI I:I 51 LP!‘TPI‘C\‘GS&S‘ESPPSPSSLCPSHDCSPLCI STEPETATCNSSMSPSPPSPSSNPLPKLSDEPKLPRE
. ~MEASF..... HCECE ARS. - I GATSPSS555S5TAMLSSSSI NESCKEFCEEESEIN

!\SALT(H GTAG. . ... AHNCPAPC SSSSCEBEI PCSCPDCS. .

s & e e e !\kP\ShD‘IIFS(‘iSS E
................................................................. ASCGITS. ...,

ARLVCGSKAR. . TR
LLCLRGT AAS, .
ALRFEGTKAK. .
ARLMCGSKAR. . T

AYCLKGRKAC, .
ALALKGRDAE. .
ALCI s;tsn. :
AL AT :
ALKFEKGNEAK. .
4RL$(BPMR
LLCLEGPSASS
LFCLRCECAN, .
AF HF RGHAAK, .

. EEAEVTRVDDEYIEE
. DS, P1 DDSI NFEA. |
.. ALGSSCHFLDFSSCS
SSSSKLLSATLAAKLEKCH\ASLCVP? . NSCVCLKELEEDEVCQ
CANC. . . ELSPRSVCRAASDAANAVDAR. . CVTVCREALSI SVED
L!’Rl’$ TCTPRDI CAAAARAAES. ... .. « ELANCGYYRNSCC
LPVPE. . SNSPRDI CSAAASAAAALGAA. . . N .. IFDNPNLLVNMAE GM
FPRPV. . SLAPRDI CAAAAGAAAM. ... ..., . AEF) 588 .. SYELCELIMEEEER
LPRPS. . SANPKDI CAAAAKAAA. . ... .. . LHCKKSGCDEKNRLVNAPSSPASTVASDDDA. . . . . . FADLPDLLADVIRCI
NTELT if‘EP VADI TTTATTTVMANCNPYDVAD. ‘;(ZP\‘SC\S\CCDI.LR - YACLLTGDVDLSYYTS. ..... NI MADCPLPPHLS. .
$SSTEYLSAALT AKLCRCCARSLNAVNNRPCTMKLE DCNDRLSS CCNRCDHGE TRRTVCMSVENPVEYES CTENNNT CEFRSLEDECI EQ
1 DEET CTTLSPEAI CRVAAAAAATPECCNVCLY, NPTI §5. PPCSSTSSSEDI NDGCLLS. . . . . . NI NTFDCENSMIEQW

I RNGR. . TATPSEI CSAAACFANNTEPELL R\'[‘.PF!NS SSSSEIFRAESPSVSVSDRVESEKTEI TLCNDFI DVYRVESRVESERTE
FPKPA. . SSSFEDI KL!!(I:’H] | SR VONTNSMASSSHCHCAPVIVCLSPTEICAIN. DF. ... PADSPHAVITEEDIN

MEELI YNGSLEISTSS5555......... S5555558¥L. . . v i

. FFCSPRCRDYMLNPSLFFAP. . CAEEVCEE. . ADI HLVSFC. Ry T
CYTNFSS55555555SSVVHCE CEDEDGCSRPP.
![IILLD‘;CS![LC\‘TST

VSFSCVASVLDCDNNCP)
. . LVSPPRLDI ADDDAAT
VYVYPPLEDFCREFSCELN, .
CEFVCPSSVCVDTDDGPIDI G
..... 555555 CHCNCDCCCR
MEELLDYGSIELSSVLCE.

YNFDSPEYND. ALEGTI FI’DPP‘;!!I’.\ \\IESS ill] PLTSI‘(
ASLDNGFVDMFSSLOT VNDASDFGI FPCFDDLSCEFFI PPPSS NYLD
YTYEMSDYCEMDDCLYDY. . ... nnnns SETNEE. b a s e e e e e e e

,,,,,, SFDDDNPAGH.

CpERF020



Figure S4. The location of GCC box motifs in the promoters of 3 Chl degradation, 3 starch and 4 cell

wall degradation genes.
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Figure S5. The recombinant proteins of GST-MaERF012 was tested by SDS-PAGE gel stained. In lane 1-3:
non-induced protein, before purification of the induced protein, after purification of the induced

protein.

Table S1. Primers used in the present study.

Experiment Gene Forward primer (5’-3")
RT-qPCR MaERF012-F AGACCTTCTTCCAGTCACCCA
MaERF012-R GAGCAATCTACTTGACTTCCACC
MaSGR1-F GGAACAAGGTCCAAGGAAAGA
MaSGR1-R GGAGTTCATCGCAGAAGATGTA
MaGWD1-F GTGTAAAGGGAGAGGAGGAAATAC
MaGWD1-R CTCGCACAGAGACATGAGATAG
MaAMY3-F AGGAACAGGCTCTGGGTATG
MaAMY3-R AGACTCAGTGGGTGGTGGTA
MaPL8-F AGGTTCTCACAGGTTGTTGT
MaPL8-R TCTCTTCCAAGGAAGCATCG
MaEXP-A8-F GCTCTGGGAGATGATTGGATT
MaEXP-A8-R CGTCGGTGTACAAGTTCTGATA
MaXYL23-like-F GTCACCGCCTACTACCTATCT
MaXYL23-like-R TTGGTGTGCAGAGTGTAAGG
Subcellular ERF012-like-GFP-F ATCAAGCTTGGATCCATGGTGAAGAGCAAGATCAG
location ERF012-like-GFP-R GCTCACCATGTCGACGCAGAAGCTCCACAG
Transient MaERF012-like-sk-F CGCTCTAGAACTAGTGGATCCATGGTGAAGAGCAAGATCAG
expression MaERF012-like-sk-R GATAAGCTTGATATCGAATTCTCAGCAGAAGCTCCACAG
assay MaNOL-0800-F CTATAGGGCGAATTGGGTACCATCTATTATTACACATGC
MaNOL-0800-R TGTTTTTGGCGTCTTCCATGGGACTAGAATAAGCTTATAT
MaNYC1-0800-F CTATAGGGCGAATTGGGTACCACCGTGAACAATTTTGGATGC
MaNYC1-0800-R TGTTTTTGGCGTCTTCCATGGGATGCTTGAAATCTGCGCATGT
MaSGR1-0800-F CTATAGGGCGAATTGGGTACCACTTCTCTTAGCATGAGC
MaSGR1-0800-R TGTTTTTGGCGTCTTCCATGGGTACTTAAACTTCCGAGGGAT



MaPPH-0800-F:
MaPPH-0800-R:
MaBAM3-0800-F
MaBAM3-0800-R
MaGWD1-0800-F
MaGWD1-0800-R
MaAMY3-0800-F
MaAMY3-0800-R
MaPL8-0800-F
MaPL8-0800-R
MaEXP-A8-0800-F
MaEXP-A8-0800-R

MaSUR14-like-0800-F
MaSUR14-like-0800-R

MaXYL23-like-0800-F

MaXYL23-like-0800-R

CTATAGGGCGAATTGGGTACCTGTGAAGGTGCCCTACTG
TGTTTTTGGCGTCTTCCATGGCATGATCGTGTCGCCCTT
CTATAGGGCGAATTGGGTACCATTGCCTCCAGTACCTAACATTCAG
TGTTTTTGGCGTCTTCCATGGCATACTGTCGGAGGCCGGCGA
CTATAGGGCGAATTGGGTACCAATGACCCCATTAGATCGGATC
TGTTTTTGGCGTCTTCCATGGACTTTCGTTGGAGGGACATCC
CTATAGGGCGAATTGGGTACCTCCTTCTGCGTTAGCCGITG
TGTTTTTGGCGTCTTCCATGGCGGCGAACGGTGGGGGAGAATC
CTATAGGGCGAATTGGGTACCTCGTATCACCATTCGCACCTG
TGTTTTTGGCGTCTTCCATGGGATGGAGAATGCAGTTGCAAGG
CTATAGGGCGAATTGGGTACCTAGGACCACTTTCATGCCTACAG
TGTTTTTGGCGTCTTCCATGGGCTGTGAATATTAATGCATACCATC
CTATAGGGCGAATTGGGTACCTTAATGGGCCATTAAACCTTGACAG
TGTTTTTGGCGTCTTCCATGGCTCTTTCTTCCTCCTCTTTCAAG
CTATAGGGCGAATTGGGTACCTCTGGTGTCGGCAAACTCACC
TGTTTTTGGCGTCTTCCATGGAGGAGAGGAGATGGCAGAAGC

Y1H

MAERF012-LIKE-AD-F
MAERF012-LIKE-AD-R

MASGR1-PABAI-F
MASGR1-PABAI-R:
MaAMY3-PAbAi-F
MaAMY3-PAbAi-R
MaGWD1-PAbAi-F
MaGWD1-PAbAi-R
MaEXP-A8-PAbAi-F
MaEXP-A8-PAbAi-R
MaPL8-PAbAi-F
MaPL8-PADbAi-R

MaXYL23-like-PAbAi-F
MaXYL23-like-PAbAi-R

ATGGCCATGGAGGCCAGTGAATTCATGGTGAAGAGCAAGATCAG
TGCAGCTCGAGCTCGATGGATCCCTCAGCAGAAGCTCCACAG
TTGAATTCGAGCTCGGTACCTACTGGCGGCACATACTGGCGGCACATACTGGCGGCACA
TGCCTCGAGGTCGACTGTGCCGCCAGTATGTGCCGCCAGTATGTGCCGCCAGTA
TTGAATTCGAGCTCGGTACCCACAGCCGCCCCTCACAGCCGCCCCTCACAGCCGCCccT
ATGCCTCGAGGTCGACAGGGGCGGCTGTGAGGGGCGGCTGTGAGGGGCGGCTGTG
TTGAATTCGAGCTCGGTACCTGTGGCCGCCATCTGTGGCCGCCATCTGTGGCCGCCATC
ATGCCTCGAGGTCGACGATGGCGGCCACAGATGGCGGCCACAGATGGCGGCCACA
TTGAATTCGAGCTCGGTACCTCCGGCGGCATGTTCCGGCGGCATGTTCCGGCGGCATGT
ATGCCTCGAGGTCGACACATGCCGCCGGAACATGCCGCCGGAACATGCCGCCGGA
TTGAATTCGAGCTCGGTACCCGAGGCGGCTGGACGAGGCGGCTGGACGAGGCGGCTGGA
ATGCCTCGAGGTCGACTCCAGCCGCCTCGTCCAGCCGCCTCGTCCAGCCGCCTCG
TTGAATTCGAGCTCGGTACCAGGAGCCGCCCGAAGGAGCCGCCCGAAGGAGCCGCCCGA
ATGCCTCGAGGTCGACTCGGGCGGCTCCTTCGGGCGGCTCCTTCGGGCGGCTCCT

EMSA

MaERF012-like-GST-F
MaERF012-like-GST-R
MaSGR1-probe-F
MaSGR1-probe-R
MaAMY3-probe-F
MaAMY3-probe-R
MaGWD1-probe-F
MaGWD1-probe-R
MaEXP-A8-probe-F
MaEXP-AS8- probe -R
MaPL8-probe-F
MaPL8-probe-R
MaXYL23-like-probe-F
MaXYL23-like-probe-R

GGTTCCGCGTGGATCCATGGTGAAGAGCAAGATCAG
AGTCACGATGCGGCCGCGCAGAAGCTCCACAG
ATCATATTTCTGAATTAAGGTACTGGCGGCACATCGATATGGTATC
GATACCATATCGATGTGCCGCCAGTACCTTAATTCAGAAATATGAT
CGGACTCACGCCACACCACAGCCGCCCCTGACGCAATTAGCGTCGA
TCGACGCTAATTGCGTCAGGGGCGGCTGTGGTGTGGCGTGAGTCCG
CTAATCACATGATGGTGTGTGGCCGCCATCATTCTCTCCCAAGCAACC
GGTTGCTTGGGAGAGAATGATGGCGGCCACACACCATCATGTGATTAG
GTTGGTTCATAAGGTGCTCCGGCGGCATGTGCTGCAGACACGAAGT
ACTTCGTGTCTGCAGCACATGCCGCCGGAGCACCTTATGAACCAAC
ATATCTGTGTGCTCTTGCGAGGCGGCTGGACTTTCCTGCACGCAAT
ATTGCGTGCAGGAAAGTCCAGCCGCCTCGCAAGAGCACACAGATAT
GGCAATCAGTCGGAGGAGGAGCCGCCCGATTTGGTGCACTATCATC
GATGATAGTGCACCAAATCGGGCGGCTCCTCCTCCGACTGATTGCC

Transgenic
Fenjiao
banana

fruit

MaERF(012-Pdnor-F

AAAAAGCAGGCTTCATGGTGAAGAGCAAGATCAG

MaERF012-Pdnor-R

CAAGAAAGCTGGGTCTCAGCAGAAGCTCCACAG




