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Fig. S1. Principal component analysis of RB-SPI plant simulated meat 

Noted: RBA -- RB addition; TPC -- total phenol content; DPPH -- DPPH radical scavenging 
method; ABTS -- ABTS radical scavenging method; FRAP -- FRAP antioxidant capacity; I760 -- 
intensity of the tryptophan band at 760 cm−1; I860.830 -- tyrosine doublet; SS(ggg) -- 
amount of disulphide bridges in the g-g-g conformation; SS(ggt) -- amount of 
disulphide bridges in the g-g-t conformation; SS (tgt) -- amount of disulphide bridges 
in the t-g-t conformation; black circles for 0% RB; red squares for 5% RB; green 
triangles for 10% RB; purple diamonds for 15% RB; blue hexagons for 20% RB. 
 


