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Figure S1 Microbial complexity based on rarefaction curves and taxonomic assignment results of the 

pooled sequences. (A) Rarefaction curves of 16S rRNA gene sequences of each sample. Sequences are 

bined into OTUs using a pairwise sequence similarity threshold of 97%. (B) Number of taxa in the 

foregut and hindgut samples of WH and PY. PY and WH stand for Poyang Lake and Wuhu Lake. F and 

H stand for foregut and hindgut sample. 

 


