>Homo sapiens HUMCALCBP calmodulin
CGAUGGCACCAUCACAACAAAGGAACUUGGAACUGUCAUGAGGUCACUGGGUCAGAACCCAACAGAAGCUGAAUUGCAGGAUAUGAU
CAAUGAAGUGGAUGCUGAUGGUAAUGGCACCAUUGA—-
CUUCCCCGAAUUUUUGACUAUGAUGGCUAGAAAAAUGAAAGAUACAGAUAGUGAAGAAGAAAUCCGUGAGGCAUUCCGAGUCUUUGA
CAAGGAUGGCAAUGGUUAUAUCAGUGCAGCAGAACUACG—————— UCACGUCAUGACAAA
CUUAGGAGAAAAACUAACAGAUGAAGAAGUAGAUGAAAUGAUCAGAGAAGCAGAUAUUGAUGGAGACGGACAAGUCAACUAUGAA
>Homo_sapiens HUMCAM calmodulin
UGAUGGCACUAUAACAACAAAGGAACUUGGGACUGUAAUGAGAUCUCUUGGGCAGAAUCCCACAGAAGCAGAGUUACAGGACAUGAU
UAAUGAAGUAGAUGCUGAUGGUAAUGGCACAAUUGA—-
CUUUCCUGAAUUUCUGACAAUGAUGGCAAGAAAAAUGAAAGACACAGACAGUGAAGAAGAAAUUAGAGAAGCAUUCCGUGUGUUUGA
CAAGGAUGGCAAUGGCUAUAUUAGUGCUGCAGAACUUCG————— CCAUGUGAUGACAAA
CCUUGGAGAGAAGUUAACAGAUGAAGAAGUUGAUGAAAUGAUCAGGGAAGCAGAUAUUGAUGGUGAUGGUCAAGUAAACUAUGAA
>Homo sapiens HUMCAMA CALM1 calmoulin
AGAUGGCACUAUCACCACCAAGGAGUUGGGGACAGUGAUGAGAUCCCUGGGACAGAACCCCACUGAAGCAGAGCUGCAGGAUAUGAU
CAAUGAGGUGGAUGCAGAUGGGAACGGGACCAUUGA—-
CUUCCCGGAGUUCCUGACCAUGAUGGCCAGAAAGAUGAAGGACACAGACAGUGAGGAGGAGAUCCGAGAGGCGUUCCGUGUCUUUGA
CAAGGAUGGGAAUGGCUACAUCAGCGCCGCAGAGCUGCG—————— UCACGUAAUGACGAA
CCUGGGGGAGAAGCUGACCGAUGAGGAGGUGGAUGAGAUGAUCAGGGAGGCUGACAUCGAUGGAGAUGGCCAGGUCAAUUAUGAA
>Petromyzon_marinus PARV muscle like NC 046071 — LOC116958257
GGCCAGCTCCTCCGATGGAAACACGGTTCGAT TTCGG
CCGCCACGAGTCTCAA——CTACCGCAAGCTTCTC———————
GAGTGTCTGAGCCGCATCGGGGAGAAGGAGGAGGACATTCGCAAAGTCTTCCTGAAGCTGGACAAGGACAACAGCGGATACATCGAG
TGGAACGAGCTTAG—— GTATG——TGACAGC-
GGTCATCACTGGGGAGTTAAACAAGAAGTTGAGTGACCTGGAGACAGATCAGATCCTCCAGGTGATCGACAGCAACCAGGACGGGCG
AATCGACTTTGAC

>Campylomormyrus_compressirostris KF860202 parvalbumin_ isoform 4b
UGACAUUACUAAAGCCCUGGAUGCCUGCAAAG
CCGCUGACUCUUUCAA———CUACAAGACCUUCUUC——————-
GCGAAGGUUGGACUGAGCAGCAAGUCCGCCGACGAUGUCAAGAAGGCUUUCACCCAUCUCGAUCAGGACAAGAGUGGCUUCAUUGAG
GAGGAUGAACUGAA————- GCUGUUCCUGCAGAA-CUUCGCYGCAGGUG——————
CCAGAGCUCUGACUGACGCAGAGACAAAGGCCUUCCUGAAAGCUGGAGACWCCGACGGUGAUGGCAAGAUCGGAGCUGAU
>Campylomormyrus_compressirostris KF860197 — parvalbumin isoform lc CDS
UGACAUCACUGCAGCACUGCAGGCCUGCCAAG
CCGCUGACUCUUUCAG——CUACAAGGCCUUCUUC——————-
GCGAAGGUUGGACUGAGCAGCAAGUCCGCCGACGAUGUCAAGAAGGCUUUCGCCAUCAUUGAUCAGGACAAGAGUGGCUUCAUUGAG
GAGGAUGAACUGAA———- GCUGUUCCUGCAGAA-CUUCAAUGCCAGUG———
CCAGAGCUCUGACUGACGCCGAGACAAAGACCUUCCUGAAAGCUGGAGACUCCGACGGUGACGGCAAGAUUGGUGUUGAU
>Campylomormyrus_compressirostris KF860199 — parvalbumin isoform 1b_CDS
UGACAUCACUGCAGCCCUGAAGGCCUGCCAAG
CCGCUGACUCUUUCAA——CUACAAGACCUUCUUU——————-
GCGAAGGUUGGACUGAGCAGCAAGUCCGCCGAUGACGUCAAGAAGGCUUUUGCUGUCAUUGAUCAGGACAAGAGUGGCUUCAUUGAG
GAGGAUGAACUGAA————- GCUGUUCCUGCAGAA-CUUCUCUGCCAGUG——————
CCAGAGCUCUGACUGACGCCGAGACAAAGGCCUUCCUGAAAGCUGGAGACUCCGACGGUGACGGCAAGAUUGGAGUUGAU
>Paramormyrops_kingsleyae PARV beta NW 019713787 — LOC111856035 CDS




CGACATCACTGCAGCCCTGGATGCCTGCAAAG
CCGCTGACTCTTTCAG——CTACAAGGCCTTCTTC———————
GCGAAGGTGGGACTGAGCAGCAAGTCCGCCGACGATGTCAAGAAGGCTTTCGCCATCATCGATCAGGACAAGAGCGGCTTCATTGAG
GAGGATGAACTGAA————- GCTGTTCCTGCAGAA-CTTCAGCGCTAGTG——————
CCAGAGCTCTGACTGACGCCGAGACGAAGACCTTTCTGAAAGCTGGAGACTCCGACGGTGACGGCAAGATCGGCGCTGAT
>Paramormyrops_kingsleyae PARV beta like NW 019716143 — LOC111842486_CDS
TGATATCACTGCAGCACTGCAGGCTTGCCAAG
CTGCTGACAGTTTCAG——CCACAAGGCCTTCTTT——
GAAAAGGTCGGCCTGAGCGGCAAGTCTGCCGATGACGTCAAGAAGGCCTTTGCTGTCATTGACCAGGACAAAAGTGGCTTCATTGAG
GAGGATGAACTGAA———— ACTGTTCCTACAGAA-CTTCTCTGCCGGTG————
CCAGAGTGCTCACTGACACGGAGACCAAGACCTTCCTTAAAGCTGGGGACACTGATGGCGACGGCAAGATTGGAATTGAT
>Aristichthys nobilis FJ013047
UGACAUCGCUGCAGCACUGGAGGCAUGCAAGG
AUGCUGACUCCUUCAA——CCACAAGGCCUUCUUC——————
GCCAAGGUCGGUCUGAGCGCCAAGUCCAGCGAUGAUGUCAAGAAGGCUUUCGCAAUCAUCGAUCAGGACAAAAGUGGCUUCAUUGAG
GAGGAUGAACUCAA—- ACUGUUCCUGCAGAA-CUUCAAGGCUGGCG————
CCAGGGCACUGACUGAUGCCGAGACCAAGAUUUUCCUGAAGGCUGGAGAUUCUGACGGUGACGGCAAGAUCGGAGUUGAU
>Hypophthalmichthys molitrix FJ216938 clone2

UGACAUCGCUGCAGCACUGGAGGCAUGCAAGG
CUGCUGACUCCUUCAA——CCACAAGGCUUUCUUC———————
GCCAAGGUCGGUCUGAGCGCCAAGUCCGGCGAUGAUGUCAAGAAGGCUUUCGCAAUCAUCGAUCAGGACAAGAGUGGCUUCAUUGAG
GAGGAUGAACUCAA——- ACUGUUCCUGCAGAA-CUUCAAGGCUGGCG————
CCAGGGCACUGACUGAUGCCGAGACCAAGAUUUUCCUGAAGGCUGGAGAUUCUGACGGUGACGGCAAGAUCGGAGUUGAU
>Carassius_auratus_ JN190494
UGACAUCACUGCAGCCCUGGAGGCAUGCAAGG
CUGCUGACUCCUUCAA———CCACAAGGCUUUCUUC—————-
ACCAAGGUCGGUCUGAGCGGCAAGUCUGAUGACGACGUGAAGAAGGCUUUCGCCAUCAUUGAUCAGGACAAGAGUGGCUUCAUUGAG
GAGGAGGAACUCAA———- ACUGUUCCUGCAGAA-CUUCAAGGCUGAUG—————
CCAGGGCACUGACUGACGGCGAGACCAAGACUUUCCUGAAGGCUGGAGAUUCUGAUGGCGACGGCAAGAUCGGAGUUGAU
>Cyprinus_carpio PARV04 cluster_3rd parv _beta isolc _LOC109097012 cDNA
TGACATCGCTGCAGCACTGGAGGCATGCAAGG
CTGCTGACTCCTTCAA——CCACAAGGCTTTCTTC—————
GCCAAGGTCGGTCTGACCAGCAAGTCTGCTGATGATGTGAAGAAGGCTTTCGCAATCATTGATCAGGACAAGAGTGGCTTCATTGAG
GAGGATGAACTCAA———- ACTGTTCCTGCAGAA-CTTCAAGGCTGATG—————
CCAGGGCACTGACTGACGGCGAGACCAAGACTTTCCTGAAGGCTGGAGATTCTGACGGCGACGGCAAGATCGGAGTTGAT
>Cyprinus_carpio PARVO8 cluster 7th parv betaline LOC109096998 cDNA
TGACATCACTGCAGCACTGGAGGCATGCAAGG
CTGCTGACTCCTTCAA——CCACAAGACTTTCTTC———————
GCCAAGGTCGGTCTGACCAGCAAGTCTGCTGATGATGTGAAGAAGGCTTTCGCAATCATTGATCAGGACAAGAGTGGCTTCATTGAG
GAGGATGAACTGAA————— ACTGTTCCTGCAGAA-CTTCAAGGCTGGGG———
CCAGGGCACTGACTGACGGCGAGACCAAGACTTTCCTGAAGGCTGGAGATTCTGATGGTGACGGCAAGATCGGAGTTGAT
>Danio_rerio NC 007114 — pvalb4 CDS

TGACATCTCTGCAGCACTGGAGGCATGCAAGG
CTGCTGACTCCTTCAA——CCACAAGTCTTTCTTC————




GCAAAGGTCGGTCTGGCCAGCAAGTCCGCCGATGAGGTCAAGAAGGCCTTCGCAATCATTGATCAGGACAAGAGTGGCTTCATTGAG
GAGGAGGAGCTCAA—————— GCTGTTCCTGCAGAA-CTTCAAGGCTGATG——————
CCAGAGCACTGACTGACGGCGAGACCAAGACTTTCCTGAAGGCTGGAGACTCTGACGGAGACGGCAAGATCGGGATTGAT
>Ictalurus_furcatus GU587844 - PRVB CDS

UGACAUCACUGCAGCCCUGGAUGCAUGCAAAG
CCGACGGUUCCUUCGA———CCACAAGAGCUUCUUC————————-
ACUAAGGUCGGUCUGACCGGCAAGUCUGCCGAUGAUGUCAAGAAGGCUUUCGCCAUCAUUGAUCAGGACAAGAGUGGCUUCAUUGAG
GAGGAUGAACUGAA———— ACUGUUCCUGCAGAA-CUUCAAAUCCAGCG————
CGAGGGCACUCACUGAUGACGAGACCAAGACUUUCCUCAAGGCUGGAGACACCGAUGGUGAUGGCAAGAUUGGAGUUGAU
>Boreogadus_saida FJ696956
UGACAUUACUGCAGCCCUCAAGGCUUGCGAAG
CUGCUGACUCCUUCUG——CUACAAGGACUUCUUC—————
GCCAAGGUUGGUCUGUCUGCCAAGAGUGCUGAUGACAUCAAGAAGGCCUUUUUUCUGAUUGACCAGGACAAGAGCGGCUUCAUUGAG
GAGGAUGAGCUGAA————— ACUGUUCCUGCAGAA-CUUCUCUGCUGGCG———
CCAGGGCACUCACUGAUGCAGAGACAAAGGCCUUCCUGAAAGCUGGAGACUCUGAUGGUGAUGGCAAGAUUGGAGUUGAU
>Micropterus_salmoides FJ696957
UGACAUUACUGCAGCCCUCGCGGCUUGCACAG
CUGCUGACUCCUUCAA——-GCACAAGGCCUUCUUC————————-
GCCAAGGUUGGUCUGUCUGGCAAGAGUGCUGAUGACGUCAAGAAGGCCUUUGCUAUUAUUGACCAGGACAAGAGCGGCUUCAUUGAG
GAGGAUGAGCUGAA————— ACUGUUCCUGCAGAA-CUUCUCUGCUAGCG————
CCAGGGCACUCACUGAUGCAGAGACAAAGACCUUCCUGAAAGCUGGAGACUCUGAUGGUGAUGGCAAGAUUGGAGUUGAU
>Carassius_auratus_ JN190495
UGACAUCACUGCAGCCCUGCAGGCCUGCCAAG
CUGCUGACUCCUUCAA——CUACAAGAGCUUCUUC—————
GCCAAGGUUGGUCUGUCUGCCAAAACUCCUGAUGACAUCAAGAAGGCCUUUGCUGUCAUUGACCAGGACAAGAGCGGCUUCAUUGAG
GAGGACGAGCUUAA———— ACUGUUCCUGCAGAA-CUUCUCCGCUGGCG————
CCAGGGCACUCACUGAUGCAGAGACAAAGGCCUUCCUGAAAGCUGGAGACUCUGAUGGUGAUGGCAAGAUUGGAGUUGAU
>Cyprinus_carpio PARV17 cluster 3rd parv_alpha LOC109049715 cDNA
TGACATCACTGCAGCCCTGCAGGCCTGCCAAG
CTGCTGACTCCTTCGA———ATACAAGAGCTTCTTC———————
GCCAAGGTTGGTCTGTCTGCCAAGACTCCTGATGACATCAAGAAGGCCTTTGCTGTCATTGACCAGGACAAGAGCGGCTTCATTGAG
GAGGATGAGCTTAA———- ACTGTTCCTGCAGAA-CTTCTCTGCTGGCG—————
CCAGGGCACTCACTGATGCAGAGACAAAGGCCTTCCTGAAAGCTGGAGACTCTGATGGTGATGGCAAGATTGGAGTTGAT
>Cyprinus_carpio PARV11 cluster 2nd parv _alphalike LOC109100278 cDNA
TGACATCACTGCAGCCCTGCAGGGCTGCCAAG
CTGCTGACTCCTTCGA———CTACAAGAGCTTCTTC————
GCCAAGGTTGGTCTGTCTGCCAAGACTCCTGATGACATCAAGAAGGCCTTTGCTGTCATTGACCAAGACAAGAGCGGCTTCATTGAG
GAGGATGAGCTGAA————- ACTGTTCCTGCAGAA-CTTCTCTGCTGGCG——————
CCAGGGCACTCACTGATGCAGAGACAAAGGCCTTCCTGAAAGCTGGAGACTCTGATGGTGATGGCAAGATTGGAGTTGAT
>Danio_rerio NC 007123 — pvalb3 CDS

TGACATCACTGCAGCCCTGCAGGCCTGCCAAG
CTGCTGACTCCTTCGA——-CTATAAGAGCTTCTTC———————
GCCAAGGTTGGGCTGTCCGCCAAGACTCCTGATGACATCAAGAAGGCTTTTGCTGTCATTGACCAGGACAAGAGCGGCTTCATTGAG




GAGGATGAGCTTAA———- ACTGTTCCTGCAGAA-TTTCTCTGCTGGTG———
CCAGGGCACTCACTGATGCAGAGACAAAGGCCTTCCTGAAAGCTGGAGACTCTGATGGTGACGGCAAGATTGGAGTTGAT
>Hypophthalmichthys molitrix FJ216937 clonel

UGACGUCACUGCAGCCCUGCAGGCCUGCCAAG
CUGCUGACUCCUUCAA———GUACAAGGACUUCUUC————————-
GCCAAGGUUGGCCUUUCCGCCAAGAGUCCUGAUGACAUCAAGAAGGCCUUUGCUGUCAUUGACCAGGACAAGAGCGGCUUCAUUGAG
GAGGAUGAGCUCAA————- ACUGUUCCUGCAGGA-CUUCUCUGCUGGUG——————
CCAGGGCACUCACUGAUGCAGAGACAAAGGCCUUCUUGAAAGCUGGAGACUCUGAUGGUGAUGGCAAGAUUGGAGUUGAU
>Epinephelus coioides HQ207649 — parvalbumin 1 CDS

UGACAUCACUGCAGCCCUUGCGGCUUGCCAAG
CUGCCGACUCUUUCAA——GCACACAGACUUCUUU——————-
GCCAAGGUCGGUCUUACUGGCAAGAGCGCCGAUGACAUCAAGAAGGCCUUUGCCGUGAUUGACCAGGACAAGAGUGGCUUCAUUGAG
GAGGAUGAGCUGAA———- GCUGUUCCUGCAGAA-CUUCUCUUCCUCUG————
CCAGAGCUCUGACCGAUGCUGAGACCAAGGCUUUCCUCAAGGCCGGUGACACUGAUGGUGACGGCAUGAUCGGAUGCGAA
>Fundulus grandis FJ696960
UGACAUUACUGCAGCCAUUGCAGCUUGCCAAG
CCGCUGACUCCUUCAA——-GCACAAGGAUUUCUUU————————=
GCCAAGGUCGGCCUGGCUGCCAAGUCUGCUGAUGACAUCAAGAAGGCCUUCGCCGUCAUUGACCAGGACAAGAGUGGCUUCAUUGAG
GAGGAUGAGCUGAA————- GCUGUUCCUGCAGAA-CUUCUCUGCCGGUG——————
CCAGAGCUCUGACCGAUGCUGAGACAAAGACCUUCCUGAAGGCUGGUGACUCUGAUGGUGACGGCAAGAUCGGAGUUGAU
>Fundulus_heteroclitus FJ696958
UGACAUUAGUGCAGCCAUUGCAGCUUGCCAAG
CCGCUGACUCCUUCAA——GCACAAGGAUUUCUUU——————-
GCCAAGGUCGGCCUGGCUGCCAAGUCUGCUGAUGACAUCAAGAAGGCCUUCGCCGUCAUUGACCAGGACAAGAGUGGCUUCAUUGAG
GAGGAUGAGCUGAA———- GCUGUUCCUGCAGAA-CUUCUCUGCCGGUG————
CCAGAGCUCUGACCGAUGCCGAGACAAAGACCUUCCUGAAGGCUGGUGACUCUGAUGGUGACGGCAAGAUCGGAGUUGAU
>Fundulus_similis FJ696959
UGACAUUAGUGCAGCCAUUGCAGCUUGCAAAG
CCGCUGACUCCUUCAA——-GCACAAGGAGUUCUUU————————=
GCCAAAGUCGGCCUGACAGCCAAGUCUGCUGAUGACAUCAAGAAGGCCUUCGCCGUCAUUGACCAGGACAAGAGUGGCUUCAUUGAG
GAGGAAGAGCUGAA————- GCUGUUCCUGCAGAA-CUUCUCUGCCGGCG——————
CAAGAGCUCUGACCGAUGCCGAGACAAAGACCUUCCUGAAGGCUGGUGACUCUGACGGUGACGGCAAGAUUGGAGUUGAU
>Rivulus marmoratus AY682950 — parvalbumin 2 CDS

UGACAUCACUGCAGCCCUCGCAGCCUGCCAAG
CUGCUGACUCUUUCAA———GCACAAGGAGUUCUUC—————-
GCCAAGGUCGGCCUGGCCGGCAAGUCUGCCGAUGACAUCAAGAAGGCCUUUGCUGUCAUUGACCAGGACAAGAGCGGCUUCAUUGAG
GAGGAUGAGCUGAA———— ACUGUUCCUGCAGAA-CUUCUCCGCCAGCG———
CCAGAGCUCUGACCGACGCUGAGACAAAGACCUUCCUGAAGGCCGGUGACUCUGAUGGUGACGGCAAGAUCGGAGUUGAU

>Lates calcarifer AY688372 — parvalbumin beta—-1 CDS

UGACAUCACUGCAGCCCUUGCAGCUUGCCAAG
CUGCCGACUCUUUCAA——-GCACAAGGACUUCUUU————————-
GUUAAGGUUGGCCUGGCUGGUAAGUCUGAUGAUGACGUCAAGAAGGCCUUUGCUGUCAUUGACCAGGACAAGAGUGGCUUCAUUGAG
GAGGAUGAGCUGAA————- GCUGUUCCUGCAGAA-CUUCUCUGCCAGUG——————
CCAGAGCUCUGACCGACGCUGAGACUAAGGAGUUUCUCAAAGCCGGUGACUCUGAUGGUGACGGCAAGAUCGGAGUUGAU




>NeoBri_NW_006272077_extraction_—_LOC102785235_CDS
TGACATCACTGCAGCCCTTGCAGCTTGCCAAG
CTGCCGACTCCTTCAA—GCACAAGGACTTCTTT—————
GCTAAGGTCGGCCTGGCAGCCAAGTCCGCCGATGAGATCAAGAAGGCCTTTGCCATCATTGACCAGGACAAGAGTGGCTTCATTGAG
GAGGATGAGCTGAA————- GCTGTTCCTGCAGAA-CTTCTCTGCCAGTG——————
CCAGAGCTCTGACTGATGCTGAGACAAAGGCATTTCTTCAGGCCGGTGACTCTGATGGTGATGGCAAGATCGGAGTTGAT
>Tilapia NC 031973 02 _LOC100707505 parvalbumin beta

TGACATCACTGCAGCCCTTGCAGCTTGCCAAG
CTGCCGACTCCTTCAA——GCACAAGGACTTCTTT———
GCTAAGGTCGGCCTGGCAGGCAAGTCCGCCGATGACATCAAGAAGGCCTTTGCCGTCATTGACCAGGACAAGAGTGGCTTCATTGAG
GAGGATGAGCTGAA———- GCTGTTCCTGCAGAA-CTTCTCTGCCAGTG————
CCAGAGCTCTGACTGATGCTGAGACAAAGACATTTCTTAAGGCCGGTGACTCTGATGGCGATGGCAAGATCGGAGTTGAT
>Sparus_aurata NC 044206 2nd LOC115570671

TGACATCACTGCAGCCCTCGCGGCTTGCCAAG
CTGCCGACTCTTTCAA—GCACAAGGATTTCTTC—————
GCCAAGGTCGGCCTGGCTGGCAAGTCCGCAGATGACATCAAGAAGGCCTTCGCTGTCATTGACCAGGACAAGAGTGGCTTCATTGAG
GAGGATGAGCTGAA————- GCTGTTCCTGCAGAA-CTTCTCTGCCTCTG——————
CCAGAGCTCTGACCGACGGTGAGACCAAGACGTTCCTCAAGGCCGGTGACTCTGATGGTGACGGCAAGATCGGAGTTGAT
>tuna_BKCK01000054 parv_cluster_2nd cDNA

TGACATCACTGCAGCCCTTGCTGCATGCCAAG
CTGCCGACTCTTTCAA——GTACAAAGACTTCTTC—————
ACTAAGGTCGGCCTGGCTGCCAAGACCCCTGAGGACATCAAGAAGGCCTTTGCCGTCATTGACCAGGACAAGAGTGGCTTCATTGAG
GAGGATGAGCTGAA———- GCTGTTCCTGCAGAA-CTTCTCCGCCGGTG—————
CCAGAGCTCTGACCGATGCTGAGACCAAGGCATTTCTCATGGCCGGTGACTCTGATGGCGACGGCAAGATCGGAATTGAT
>Paralichthys olivaceus AB375266 — Par o 1 CDS

UGACAUCACUGCAGCCCUCGCUGAAUGCCAAG
CUGCCGGCUCUUUCAA———CCACAAGAAAUUCUUC—————
GCAAAGGUCGGCCUGUCUGCCAAGUCUCCUGCUGACAUCAAGGCAGCCUUCGCAGUCAUUGACCAGGACAAGAGCGACUUUAUUGAG
GAGGAUGAGCUGAA————- GCUGUUCCUGCAGAA-CUUCUCCGCCAGUG——————
CCAGAGCUCUGACCGACGCUGAGACAAAGGAAUUUCUCAAGGCCGGUGACUCUGAUGGUGAUGGCAAGAUUGGAGUUGAU
>Lutjanus_argentimaculatus EF591789 — parvalbumin_ CDS

UGACAUCACUGCAGCCCUUGCGGCUUGCCAAG
CUGCCGACUCUUUCAA———GCACACAGACUUCUUU————————-
GCCAAGGUCGGUCUUACUGGCAAGAGCGCCGAUGACAUCAAGAAGGCCUUUGCCGUGAUUGACCAGGACAAGAGCGGUUUCAUUGAG
GAGGAUGAGCUCAA———- GCUGUUCCUGCAGAA-CUUCAAGGGUGGCG———
CACGUGCUCUGACGGACGACGAGACCAAGACUUUCCUCAAGGCCGGUGACACCGAUGGUGACGGCAAGAUUGGCGCUGAU
>Chaenodraco_wilsoni FJ696954
UGACAUCACUGCAGCCCUCGCAGCUUGCAAAG
CUGCUGAGUCUUUCAA———GCACAAGGAAUUCUUC—————-
GCUAAGGUCGGCCUGUCCGCCAAGAGCGCUGAUGACAUCAAGAAAGCUUUCGGGGUCAUUGACCAGGACCAGAGUGGCUUCAUUGAG
GAGGAGGAGCUGAA————- GCUGUUCCUGCAGAA-CUUCUCUGCCGGUG——————
CCAGAGCUCUGACUGAUGCUGAGACCAAGGCUUUCCUGAAGGCCGGUGACAUUGAUGGUGAUGGCAUGAUUGGAAUCGAU
>Gobionotothen gibberifrons FJ696944




UGACAUCACUGCAGCCCUCGCAGCUUGCAAAG
CUGCUGAGUCUUUCAA———GCACAAGGAAUUCUUC——————
GCUAAGGUCGGCCUGUCCGCCAAGAGCGCUGAUGACAUCAAGAAAGCUUUCGGGGUCAUUGACCAGGACCAGAGUGGCUUCAUUGAG
GAGGAGGAGCUUAA———- GCUGUUCCUGCAGAA-CUUCUCUGCCGGUG——————
CCAGGGCUCUGACUGACGGUGAGACCAAGGCUUUCCUGAAGGCUGGUGACAUCGAUGGUGAUGGCAUGAUUGGAAUCGAU
>Patagonotothen ramsayi FJ696946
UGACAUCACUGCAGCCCUCGCAGCUUGCACAG
CUGCUGAGUCUUUCAA——GCACAAGGAAUUCUUC———————
GCUAAGGUCGGCCUGUCCGCCAAGAGCGCUGAUGACAUCAAGAAAGCUUUCGGGGUCAUUGACCAGGACCAGAGUGGCUUCAUUGAG
GAGGAGGAGCUUAA———— GCUGUUCCUGCAGAA-CUUCUCUGCCGGUG——————
CCAGAGCACUGACCGUAGGUGAGACCAAGGCUUUCCUGAAGGCCGGUGACAUCGAUGGUGAUGGCAUGAUUGGAAUCGAU
>Trematomus_hansoni FJ696951
UGACAUCACUGCAGCCCUCGCAGCAUGCACAG
CUGCUGAGUCUUUCAA———ACACAAGGAAUUCUUC——————-
GCUAAGGUCGGCCUGUCCGCCAAGAGCGCUGAUGACAUCAAGAAAGCUUUCUUGGUCAUUGACCAGGACCAGAGUGGCUUCAUUGAG
GAGGAGGAGCUGAA————- GCUGUUCCUGCAGAA-CUUCGCUGCCGGUG——————
CCAGAGCUCUGACUGUUGCUGAGACCAAGGCUUUCCUGAAGGCCGGUGACAUCGAUGGUGAUGGCAUGAUCGGAAUCGAU
>Lepisosteus_oculatus PARV 21ike NC 023191 — L0C102692097
AGACGTCGCTGCAGCCCTGCAGGCTTGCCAAG
CCGCTGACTCTTTCAA——CTACAAGACCTTCTTC———
GCCAAGGTCGGCCTGGCTGGCAGGTCCGCCGAAGACGTCAAGAAGGCCTTCGCTGTCCTGGACCAGGACAAGAGCGGCTTCATTGAG
GAGGACGAGCTGAA———— GCTGTTCCTGCAGAA-CTTCAAGGCCGACG————
CCAGAGTCCTGACCGACGCCGAGACCAAGGCCTTCCTGGCCGCCGGGGACTCC
>Lepisosteus_oculatus PARV beta NC 023191 — L0C102697246
AGACATCGCTGCAGCCCTGCAGGCATGCCAAG
CCGCTGACTCTTTCAA—CTACAAGACCTTCTTC—————
GCCAAGGTCGGCCTGGCTGGCAGGTCCGCCGACGACGTCAAGAAGGCCTTCGCTGTCCTGGACCAGGACAAGAGCGGCTTCATTGAG
GAGGACGAGCTGAA———- GCTGTTCCTGCAGAA-CTTCAAGGCCGACG——————
CCAGAGTCCTGACCGACGCCGAGACCAAGGCCTTCCTGGCCGCCGGGGACTCCGACGGTGACGGCAAGATCGGAGTGGAT
>Acipenser_ruthenus PARV_NC 048335 4th 1.0C117418394

AGATATTACTGCAGCACTGCAGGCATGCCAAG
CCGCTGACTCCTTCAA——CTACAAGGTCTTCTTT———-
GCCAACGTCGGCCTGAGCGGCAAGTCTGCTGATGACGTGAAGAAAGCCTTCGAAATCCTGGATCAGGACCGGAGCGGTTTCATTGAG
GAGGATGAACTGAA————- GCTGTTTCTGCAGAA-CTTCGCCGCTGGAG————
CCAGAGTTCTTACTGACGCTGAGACCAAGGCCTTCCTGAACGCTGGTGACTCCGACGGTGACGGCAAAATCGGAGTTGAT
>Acipenser ruthenus PARV NC 048337 4th LOC117431614

AGACATTACTGCCGCCCTGCAGGCATGCCAAG
CCGCTGACTCATTCAA—CTACAAGGACTTCTTT—————
GCCAAGGTCGGTCTGAGCGGCAAGTCTGCTGATGACGTGAAGAAAGCCTTTGCAATCCTGGATCAGGACATGAGCGGCTTCATTGAG
GAGGATGAATTGAA————— GCTGTTTCTGCAGAA-CTTCGCCGCTAGCG————
CCAGAGTTCTGACTGACGCTGAGACCAAGGCTTTCCTGAACGCTGGCGACTCAGACGGTGACGGCAAAATCGGAATTGAT
>Acipenser_ruthenus PARV_NC 048335 3rd LOC117973481

AAACGTCACTGCAGCTCTGCAGGAGTGTCAAG
CCGCTGACTCCTTCAA——CTACAAGGCCTTCTTT————




GCTAAGGTCGGTCTGAGCGGCAAGTCTGCTGATGACGTGAAGAAAGCCTTCGAAATCCTGGATCAGGACAGGAGCGGTTTCATTGAG
GAGGATGAACTGAA————- ACTGTTTCTGCAGAATCTTCGCTGCAGGCG——————
CCAGAGTTCTTACTGACGCTGAGACCAAGGCATTCCTTGCCGCTGGTGACTCCGACGGTGACGGCAAAATCGGAGTTGAT
>Acipenser ruthenus PARV alpha like NC 048337 3rd LOC117431642
AGACATCACTGCAGCCTTGCAGGCGTGTCAAG
CCGCTGACTCATTCAA——CTACAAGGCCTTCTTT—————
GCCAAGGTTGGTCTGAGCGGCAAGTCTGGTGATGACGTGAAGAAAGCCTTTGCAATCCTAGATCAGGACATGAGCGGCTTCATTGAG
GAGGATGAATTGAA————— ACTGTTTCTGCAGAA-CTTCGCTGCAGGCG————
CCAGAGCTCTGACTGATAAAGAGACGAAGGACTTCCTTGCCGCTGGTGACTCCGACGGTGACGGCAAAATCGGAATTGAT
>Polypterus senegalus PARV 21like NC 053166 — L0OC120542990
AGACATTAAGGCAGCTCTGGAAGCTTGCAAAG
CTCCCGACTCTTTCAA——CTACAAGAACTTCTTC———
GCCAAGGTTGGTCTGACCGGCAGGTCTGCCGATGACGTGAAGAAGGCCTTCGCCGTCCTGGATCAGGACAAGAGCGGCTTCATTGAG
GAAGATGAGCTCAA————- GCTGTTCCTGCAGAA-CTTCTGCTCCGGTG—————
CCAGAGCTCTGACTGATGCAGAGACCAAAGCCTTCCTCGCTGCCGGCGACTCTGATGGTGACGGCAAAATCGGAGTTGAT
>Polypterus senegalus PARV alpha like NC 053166 — L0OC120542675
CGACATTAAAGCTGCTCTGCAGGCATGCCAAG
CACCTGACTCTTTCAA——CTACAAGACCTTCTTC———————
GCCAAGGTTGGTCTGACCGGAAGGTCTGCAGAAGACGTGAAGAAAGCCTTCGCTGTCCTGGATCAGGACAAGAGCGGCTTCATTGAG
GAAGATGAGCTGAA———— ACTGTTCCTGCAGAA-CTTCCAGTCCGGTG————
CAAGAGCTCTGACCGACAAGGAGACCAAGGCTTTCATGACCGCTGGGGATTCTGATGGTGACGGCAAAATCGGAGTTGAC
>Paramormyrops_kingsleyae PARV 21like NW 019713787 — LOC111856036 CDS
TGACATCACTGCAGCCATGAAGGACTGCCAAG
CCGCTGACTCCTTCAA——CTACAAGAGCTTCTTT——-
GCCAAGGTTGGACTGAGCAGCAAGTCCGCTGATGATGTCAAGAAGGCTTTCGCCATCATTGACCAGGACAACAGCGGCTTCATTGAG
GAGGATGAACTGAA—————- GCTGTTCCTGCAGAA-TTTCTCTGCTGGCG—————
CTCGTGTCCTGACAGACGGTGAGACGAAGACCTTCCTGGCCGCAGGAGACAGTGACGGTGATGGCAAAATTGGTGTGGAC
>Xenopus_laevis_MGC_NC_030740_-_MGC53003_CDS

TGACATCTCCTCTGCTCTGAAGAACTGCCAGG
CTGCTGACTCCTTCAA———CTACAAAACTTTCTTT———————
GCCCAGTCTGGTCTGAGCAGCAAGTCCGCTGATGATGTGCAGAAAGTCTTTGCCATCTTCGACCAGGACAAGAGCGGCTTCATTGAG
GAAGATGAACTGAA————- GCTGTTCCTCCAGAA-CTTCAACTCAGGTG—————
CCAGGGCATTGACCGATGCTGAGACCAAGACCTTCCTGGCAGCTGGAGACTCTGATGGTGATGGCAAAATTGGAGTTGAT
>Xenopus_laevis MGC NC 030741 — MGC80184 CDS

TGACATCTCTGCTGCTCTGCAGGCTTGCCAAG
CTGCTGACTCCTTCAA——CTACAAAGCCTTCTTT——-
GCCAAGTCTGGTCTGAGCAGCAAGTCCGCAGATGATGTGAAGAAAGTCTTTGCCATCATCGACCAGGACAAGAGCGGCTTCATTGAG
GAAGATGAACTGAA————- GCTGTTCCTCCAGAA-CTTCAGCTCCAGTG—————
CCAGAGCTTTAACTGATGCTGAGACCAAGGCTTTCCTGTCTGCTGGAGACTCCGATGGTGATGGCAAAATTGGAGTTGAT
>Xenopus_laevis_PARV_beta like NC_030741 - L0OC108703149_CDS
TGACATCTCTGCTGCTCTGCAGAACTGCCAGG
CTGCTGACTCCTTCAA——-TTACAAAAGTTTCTTT———————
GCCAAGTCTGGTCTGAGCAGCAAGTCCGCAGATGATGTGAAGAAAGTCTTTGCCATCATCGACCAGGACAAGAGCGGCTTCATTGAG




GAAGATGAACTGAA———- GCTGTTCCTCCAGAA-CTTCAGCTCCGGTG————
CCAGAGCTTTATCTGATGCTGAGACCAAGGCTTTCCTGTCTGCTGGAGACTCTGATGGTGATGGCAAAATTGGAGTTGAT
>Xenopus_laevis_PARV_beta_like NC_030740_-_1.0C108701584_CDS
TGACATCTCAGCTGCTCTGCAGGCTTGCCAAG
CTGCTGACTCCTTCAA——CTACAAAGCCTTCTTT—————
GCCAAGTCTGGTCTGAGCGGCAAGTCCGCAGATGATGTGAAGAAAGTCTTTGCCATCCTTGACCAGGACAAGAGCGGCTTCATTGAG
GAAGATGAACTGAA————- ACTCTTCCTCCAGAA-CTTCAACTCTGGTG————
CCAGGGCCTTAACTGATGCCGAGACCAAGGCTTTCCTGAAAGCTGGTGACTCCGATGGTGATGGCAAAATTGGAGTTGAT
>Xenopus_laevis MGC NC 030741 — MGC53763 CDS

TGACATCAACTCTGCTCTGCAGAACTGCCAAG
CTGCTGACTCCTTCAA——CTTCAAAACTTTCTTT——-
GCCCAGTCTGGTCTGAGCAGCAAGTCCGCAGATGATGTGAGAAAAGTCTTTGCCATCATCGACCAGGACCAGAGCGGCTTCGTTGAG
GAAGATGAACTGAA———- GCTGTTCCTCCAGAA-CTTCAAATCAGGTG—————
CCAGAGCTTTAACTGATGCTGAAACCAAGGCCTTCCTGTCAGCTGGAGACTCTGATGGTGATGGCAAAATTGGAGTTGAA
>Xenopus_laevis_MGC_NC_030741_— MGC82582_CDS

TGACATCAACTCTGCTCTGCAGAACTGCCAAG
CTGCTGACTCCTTCAA——CTTCAAAACTTTCTTT————
GCCCAGTCTGGTCTGAGCAGCAAGTCCGCAGATGATGTGAGAAAAGTCTTTGCCATCATCGACCAGGACCAGAGCGGCTTCGTTGAG
GAAGATGAACTGAA————- GCTGTTCCTCCAGAA-CTTCAAATCAGGTG——————
CCAGAGCTTTAACTGATGCTGAGACCAAGGCCTTCCTGTCAGCTGGAGACTCTGATGGTGATGGCAAAATTGGAGTTGAA
>Xenopus_laevis OCM_NC 030740 — ocm. 2. L CDS

TGACATCTCCTCTGCTCTGCAGAACTGCCAAG
CTGCTGACTCCTTCAA——CTTCAAAACTTTCTTT——-
GCCCAGTCTGGTCTGAGCAGCAAGTCTGCAGCTGATGTGAAAAACGTCTTTGCCATCCTTGACCAGGACCAGAGCGGCTTCATTGAG
GAAGATGAACTGAA———- GCTGTTCCTCCAGAA-CTTCAGCGCCGGTG————
CCAGAGCATTAACTGATGCTGAGACCAAGGCCTTCCTGTCAGCTGGAGACTCTGATGGTGATGGCAAAATTGGAGTTGAA
>Xenopus_laevis_PARV_beta_like NC_030740_-_1.0C108701579_CDS
TGACATCTCCTCTGCTCTGCAGAACTGCCAAG
CTGCTGACTCCTTCAA———CTTCAAAACTTTCTTT————
GCCCAGTCTGGTCTGAGCAGCAAGTCTGCAGCTGATGTGAAAAACGTCTTTGCCATCCTTGACCAGGACCAGAGCGGCTTCATTGAG
GAAGATGAACTGAA————- GCTGTTCCTCCAGAA-CTTCAGCGCCGGTG——————
CCAGGGCTTTAACTGATGCTGAGACCAAGGCCTTCCTGTCAGCTGGAGACTCTGATGGTGATGGCAAAATTGGAGTTGAA
>Xenopus_laevis PARV beta like NC 030740 — LOC108701582 CDS
TGACATCTCCTCTGCTCTGCAGAACTGCCAAG
CTGCTGACTCCTTCAA——CTTCAAAACTTTCTTT——-
GCCCAGTCTGGTCTGAGCAGCAAGTCTGCAGCTGATGTGAAAAACGTCTTTGCCATCCTTGACCAGGACCAGAGCGGCTTCATTGAG
GAAGATGAACTGAA———- GCTGTTCCTCCAGAA-CTTCAGCGCCGGTG————
CCAGAGCTTTAACTGATGCTGAGACCAAGGCCTTCCTGTCAGCTGGAGACTCTGATGGTGATGGCAAAATTGGAGTTGAA
>Xenopus_laevis_PARV_beta_like NC_030740_-_1.0C108701580_CDS
TGACATCTCCTCTGCTCTGCAGAACTGCCAAG
CTGCTGACTCCTTCAA———CTTCAAAACTTTCTTT-——————
GCCCAGTCTGGTCTGAGCAGCAAGTCTGCAGCTGATGTGAAAAACGTCTTTGCCATCCTTGACCAGGACCAGAGCGGCTTCATTGAG
GAAGATGAACTGAA————- GCTGTTCCTCCAGAA-CTTCAGCGCCGGTG——————
CCAGGGCTTTAACTGATGCTGAGACCAAGGCCTTCCTGTCAGCTGGTGACTCTGATGGTGATGGCAAAATTGGAGTTGAA




>Xenopus_laevis PARV beta like NC 030740 — LOC108701581 CDS
TGACATCTCCTCTGCTCTGCAGAACTGCCAAG
CTGCTGACTCCTTCAA—CTTCAAAACTTTCTTT—————
GCCCAGTCTGGTCTGAGCAGCAAGTCTGCAGCTGATGTGAAAAACGTCTTTGCCATCCTTGACCAGGACCAGAGCGGCTTCATTGAG
GAAGATGAACTGAA————- GCTGTTCCTCCAGAA-CTTCAGCGCCGGTG——————
CCAGGGCTTTAACTGATGCTGAGACCAAGGCCTTCCTGTCAGCTGGAGACTCTGATGGTGATGGCAAAATTGGTGTTGAA
>Xenopus laevis PARV pvalb2.L NC 030740 - CDS

TGACATCGCCTCTGCTCTGCAGAACTGCCAAG
CTGCTGACTCCTTCAA——CTTCAAAACTTTCTTT——-
GCCCAGTCTGGTCTGAGCAGCAAGTCTGCAGCTGATGTGAAAAACGTCTTTGCCATCCTTGATCAGGACCAGAGCGGCTTCATTGAG
GAAGATGAACTGAA———- GCTGTTCCTCCAGAA-CTTCAGCGCCGGTG————
CCAGAGCTTTAACTGATGCTGAGACCAAGGCCTTCCTGTCAGCTGGAGACTCTGATGGTGATGGCAAAATTGGAGTTGAA
>Xenopus_laevis MGC NC 030741 — MGC53945 CDS

TGACATCTCTGCTGCCCTGCAGAACTGCCAAG
CTGCTGACTCCTTCAA—CTTCAAAACTTTCTTT—————
GCCCAGTCTGGTCTGAGCAGCAAGTCTGCAGATGTTGTGAAAAACGTCTTTGCCATCATCGACCAGGACCAGAGCGGCTTCATTGAG
GAAGAGGAACTGAA————- GTTGTTCCTCCAGAA-CTTCAGCGCAAGTG——————
CCAGGGCATTGACTGATGCGGAAACCAAGGCCTTCCTGGCAGCTGGTGACGCTGATGGTGATGGCAAAATTGGAGTTGAC
>Xenopus_laevis OCM_NC 030740 — ocm_CDS

TGACATCTCTGCTGCCCTGCAGAACTGCCAAG
CTGCTGACTCCTTCAA——CTTCAAAACTTTCTTT———-
GCCCAGTCTGGTCTGAGCAGCAAGTCCGCAGATGATGTGAAAAACGTCTTTGCCATCCTCGACCAGGACAGGAGCGGCTTCATTGAG
GAAGAGGAACTGAA———- GTTGTTCCTCCAGAA-CTTCAGCGCAAGTG—————
CCAGGGCATTGACTGATGCTGAAACCAAGGCCTTCCTGGCAGCTGGTGACTCTGATGGTGATGGCAAAATTGGAGTTGAA
>Xenopus_laevis OCM_NC 030685 — ocm4.5 mRNA

TGACATCTCTGCTGCCCTGCAGAACTGCCAAG
CCCCTGACTCCTTCAA—CTTCAAAACTTTCTTT—————
GCCCAGTCTGGCCTGAGCAGCAGGTCTGCAGATGATGTGAAGAATGTCTTTGGCATCCTGGACCAGGACAGGAGTGGCTTCATTGAG
GAAGATGAACTGAA————- ACTGTTCCTCCAGAA-CTTCAGCGCAGGTG—————
CCAGGGCTTTAACTGATGCTGAGACCAAGGCCTTCCTGGCAGCTGGAGACTCTGATGGTGATGGCAAAATTGGAGTTGAA
>Xenopus laevis OCM NC 030685 — ocm4. 2 CDS

TGACGTCTCTGCTGCTCTGCAGAACTGCCAAG
CTCCTGAATCCTTCAA——CTTCAAAACTTTCTTT———-
GCCCAGTCTGGCCTGAGCAGCAAGTCCGACAATGATGTGAGGAACGTCTTTGCCATCCTTGACCAGGACAGGAGCGGCTTCATTGAG
GAAGATGAACTGAA———- ACTGTTCCTCCAGAA-CTTCAACGCAGGTG———
CCAGGGCTTTAACTGATGCTGAGACCAAGGCCTTCCTGAATGCTGGTGACTCTGATGGTGATGGCAAAATTGGAGTTGAT
>Xenopus_laevis OCM_NC 030685 — ocm4. 3 _mRNA

TGACATCTCTGCTGCTCTGAAGAACTGCCAAG
CTCCTGACTCCTTCAA—CTTCAAAACTTTCTTT—————
ACCCAGTCTGGCCTGAGCAGCAAGTCCGACAATGATGTGAGGAACGTCTTTGCCATCATTGACCAGGACAAGAGCGGCTTCATTGAG
GAAGATGAACTGAA————- ACTGTTCCTCCAGAA-CTTCAGCGCAGGTG—————
CCAGGGCTTTAACCGATGCTGAGACCAAGGCCTTCCTGAATGCTGGTGACTCTGATGGTGATGGCAAAATTGGAGTTGAT
>Xenopus laevis OCM NC 030685 — ocm4.4 CDS




TGACATCTCTGCTGCTCTGCAGGCTTGCCAAG
CCCCTGACTCCTTCAA——CTACAAATCCTTCTTT-——————-
GCCCAGTCTGGCCTGAGCAGCAAGTCCGTCGATGATGTGAGAAACGCCTTTGCCATCCTTGACCAGGACAAGAGCGGCTTCATTGAG
GAAGATGAATTGAA—————- ACTGTTCCTCCAGAA-CTTCAGCGCAGGTG——————
CCAGGGCTTTGACTGATGCTGAGACCAAGGCCTTCCTGAATGCTGGTGACTCTGATGGTGATGGCAAAATTGGAGTTGAT
>Xenopus_laevis PARV beta like NC 030740 — LOC108701583 CDS
TGACATTTCTGCTGCTCTGAATGACTGCCAAG
CTGCTGAATCCTTCAA——CTACAAAGCCTTTTTT——-
GCTAAGTCTGGTCTGAGCAGCAAGTCCGCTGAAGATGTGAGAAACGTCTTTGCCATCCTCGACCAGGACAGGAGTGGCTTCATTGAG
GAAGATGAACTGAA———— GCTGTTCCTCCAGAA-CTTCAGCGCCAGTG—————
CCAGGGCTTTAACTGATGCTGAAACCAAGGCCTTTCTGTCAGCTGGAGACTCTGATGGTGATGGCAAAATTGGAGTTGAT
>Xenopus_laevis OCM_NC 030685 — ocm4.1 CDS

TGATGTCAGCGCTGCTCTCCAGAGCGTCCAGG
CTGCCGACTCCTTCAA——CTACAAATCCTTCTTT-——————
GCCAAGTCTGGCCTGAGCAGCAAGTCCGCTGATGATGTAAAGAAAGTCTTTGCCATCCTTGACCAGGACAAGAGCGGCTTCATTGAG
GAAGATGAATTGAA————- ACTGTTCCTCCAGAA-CTTCAACTCAGGTG————
CCAGGGCACTGACTGATGCTGAGACCAAGGCCTTCCTGGCAGCTGGTGACTCTGATGGTGATGGCAAAATTGGAGTTGAT
>Anguilla anguilla NC 049202 - LOC118219560 CDS 2nd

TGACATCACTGCAGCCCTGCAGGCATGCCAAG
CTGCTGACAGTTTCAA——CTACAAGAGCTTCTTT——-
GCCAAGGTCGGCATTTCAGGCAAATCTGCCGATATTGTCAAGAAGGTTTTTGCCATCCTTGACCAGGACAAGAGTGGCTTCATTGAG
GAGGATGAGCTTAA———- ACTGTTCCTGCAGAA-CTTCTCTGGTAGTG————
CCAGAGCACTGACTGATGCTGAAACCTCAGCCTTCCTTAAAGCTGGGGACACTGATGGTGACGGCAAGATTGGAATTGAT
>Cyprinus_carpio PARV10 cluster 1st parv 21ike LOC109100277 cDNA
TGATGTGGCTGCAGCTCTTAAGGACTGCTCTG
CTGCTGACTCCTTCAA——CTACAAGAGCTTCTTC————————
GCCAAGGTCGGCCTGACCGCAAAGACTCCCGATGACATCAAGAAAGCCTTCTTCGTCATCGACCAGGACAAGAGCGGCTTCATTGAG
GAGGATGAGCTGAA————- ACTGTTCCTGCAGAA-CTTCGCCGCTGGCG————
CCAGGGCATTGACTGATGCTGAGACCAAGGCCTTCCTCTCAGCTGGTGACAGTGATGGTGACGGCAAAATCGGAGTTGAT
>Cyprinus_carpio PARV16 cluster 2nd parv_2 LOC109049716 cDNA
GGATGTGGCTGCAGCCCTTAAGGATTGCGCTG
CTGCTGACTCCTTCAA——CTACAAGACCTTTTTC————
GCCAAGGTTGGCCTGAGTGCAAAGACTCCCGATGACATCAAGAAGGCCTTCTTTGTCATTGACCAGGACAAGAGTGGCTTCATTGAG
GAGGATGAGCTGAA————— ACTGTTCCTGCAGAA-CTTCTCCGCTGGTG—————
CCAGGGCACTGACTGATGCTGAGACCAAGGCCTTCCTCTCAGCTGGTGACAGCGATGGTGACGGCAAAATTGGAGTTGAT

>Danio _rerio NC 007123 — pvalb2 CDS

GGATGTGGCTGCAGCCCTTAAGGATTGCGCTG
CTGCCGACTCTTTCAA——CTACAAGAACTTCTTC———————
GCCAAGGTTGGCCTGAGCGCTAAGTCTCCCGATGACATCAAGAAGGCCTTCTTCGTCATTGACCAGGACAAGAGCGGCTTCATTGAG
GAGGATGAGCTGAA————- ACTGTTCCTGCAGAA-CTTCTCCGCTGGTG——————
CCAGGGCATTGACCGATGCTGAGACCAAGGCTTTCCTCTCAGCTGGCGACAGTGATGGCGACGGCAAAATTGGAGTTGAT
>Paramormyrops_kingsleyae PARV 2 NW 019716143 - 1.0C111842483 CDS
GGATGTGGCTGCTGCCCTTAAGGACTGCGCAG
CCCCTGACTCTTTCAA——CCACAAGTCCTTCTTT—————-




GCTAAAGTTGGCCTGGCAAGCAAGTCTGCTGATGACGTCAAGAAGGCCTTTGCCGTCATTGACCAGGACAAAAGTGGCTTCATTGAG
GAGGATGAACTGAA————- GCTCTTCCTGCAGAA-CTTCTCTGCTAGTG————-
CCAGAGCTCTGACTGATGCAGAGACCAAGACCTTCCTTGCCGCCGGAGACAGCGACGGTGATGGCAAGATTGGAGCTGAT
>Esox_lucius NC 025972 L0OC105005800 2ndhalf parvalbumin
TGATGTGGCTGCAGCCCTCGCTGCATGCTCAG
CTGCTGACTCCTTCAA——ACACAAGGAGTTCTTC———————
GCCAAGGTTGGCCTGGCAAGCAAGTCCCTTGATGACGTGAAGAAGGCCTTCTACGTCATTGACCAGGACAAGAGTGGCTTCATTGAG
GAGGATGAGCTCAA—————— GCTGTTCCTGCAGAA-CTTCTCCCCATCTG—————
CCAGAGCCCTGACCGATGCTGAGACCAAGGCCTTCCTGGCTGATGGAGACAAGGACGGTGATGGCATGATCGGAGTTGAT
>Salmo_salar NC 027300 3rd LOC106609875

TGATGTTGCTGCAGCCCTCGCTGCTTGCACAG
CTGCTGACTCCTTCAA———CCACAAGGCGTTCTTT———————
GCCAAGGTTGGCCTGGCCAGCAAGTCCAGCGATGACGTGAAGAAGGCCTTCTACGTCATTGACCAGGACAAGAGTGGCTTCATTGAG
GAGGATGAGCTCAA—————— GCTGTTCCTGCAGAA-CTTCTCTGCTTCTG————-
CCAGAGCCCTGACTGACGCTGAGACCAAGGCTTTCCTGGCTGATGGGGACAAGGATGGTGATGGCATGATTGGAGTTGAT
>Salmo_salar NC 027327 3rd prvb
TGATGTTGCTGCAGCCCTCGCTGCTTGCACAG
CTGCTGACTCCTTCAA——CCACAAGGCTTTCTTT—————
GCCAAGGTTGGCCTGGCCAGCAAGTCCAGCGATGATGTGAAGAAGGCCTTCTACGTCATTGACCAGGACAAGAGTGGCTTCATTGAG
GAGGATGAGCTCAA————— GCTGTTCCTGCAGAA-CTTCTCTGCCTCTG—————
CCAGAGCCCTGACTGACGCTGAGACCAAGGCTTTCCTGGCTGACGGGGACAAAGATGGTGATGGCATGATTGGAGTTGAT
>Salvelinus alpinus AF538282 — parvalbumin beta 542 CDS
UGAUGUUGCUGCAGCCCUCGCUGCUUGCACAG
CUGCUGACUCCUUCAA——-CCACAAGGCUUUCUUU————————
GCCAAGGUUGGCCUGGCUGGCAAGUCCAACGAUGAUGUGAAGAAGGCCUUCUACGUCAUUGACCAGGACAAGAGUGGCUUCAUUGAG
GAGGAUGAGCUCAA—————— GCUGUUCCUGCAGAA-CUUCUCUGCCUCUG——————
CCAGAGCCCUGACUGACGCUGAGACCAAGGCUUUCCUGGCUGACGGGGACAAAGAUGGUGAUGGCAUGAUUGGAGUUGAU
>Gadus_morhua_NC_044065_3rd_LOC115531334_parv

TGACATCACTGCAGCCCTGGCGGCCTGCAAAG
CTGAGGGCTCCTTCGA——CCACAAGGCGTTCTTC———————
ACTAAAGTCGGCCTGGCCGCCAAGTCCCCCGCTGACATCAAGAAGGTGTTTGAGATCATTGACCAGGACAAGAGTGACTTTGTTGAG
GAGGATGAGCTGAA—————— GCTGTTCCTCCAGAA-CTTCAGCGCCGGTG—————
CCAGAGCTCTGAGTGACGCTGAGACCAAGGTTTTCCTGAAGGCCGGAGACTCTGACGGTGACGGCAAGATCGGAGTTGAT
>Gadus_morhua AY035585 clone2
UGACAUCACUGCAGCCCUGGCGGCCUGCAAAG
CUGAGGGCUCCUUCGA———CCACAAGGCGUUCUUC————————
ACUAAAGUCGGCCUGGCCGCCAAGUCCCCCGCUGACAUCAAGAAGGUGUUUGAGAUCAUUGACCAGGACAAGAGUGACUUUGUUGAG
GAGGAUGAGCUGAA—————— GCUGUUCCUCCAGAA-CUUCAGCGCCGGUG—————
CCAGAGCUCUGAGUGACGCUGAGACCAAGGUUUUCCUGAAGGCCGGAGACUCUGACGGUGACGGCAAGAUCGGAGUUGAU
>Cyprinus_carpio PARVO3 cluster 2nd parv betalike LOC109097013 cDNA
TGATGTGGATGCTGCTCTCGCTGCCTGCCAGG
CTGCTGACTCCTTCGA——CTACAAGACTTTCTTC———————
GCCAAGGTTGGTCTGTCCGCCAAGTCCGCTGATGACGTCAAGAAGGCTTTCGCCATCATTGACCAGGACAACAGCGGCTTCATTGAG




GAGGAGGAGCTGAA———- GCTGTTCCTGCAGAA-CTTCAAGGCCAGTG————
CCAGGGCTCTGACCGACAAAGAGACCAAGGCCTTCCTCTCTGCTGGTGACAGTGATGGTGATGGCAAGATTGGAGCTGAA
>Cyprinus_carpio PARVO7 cluster 6th _parv betalike LOC109096999 cDNA
TGATGTGGATGCTGCTCTTGCTGCCTGCCAGG
CTGCTGACTCCTTCGA———CTACAAGGCTTTCTTC——————
GCCAAGGTTGGCCTGTCCGCCAAGTCCGCCGATGACGTCAAGAAGGCTTTCGGCATCATTGACCAGGACAACAGCGGCTTCATTGAG
GAGGAGGAGCTGAA————- GCTGTTCCTGCAGAA-CTTCAAGGCTGATG——————
CCAGGGCTCTGACCGACAAAGAGACCAAGGCCTTCCTGTCTGCTGGTGACAGTGATGGTGATGGCAAGATTGGAGCTGAA

>Danio rerio NC 007114 - pvalbl CDS

TGATGTTGATGCTGCTCTCGCCGCCTGCCAGG
CTGCCGACTCCTTCGA——CTACAAGTCTTTCTTC————
GCCAAGGTCGGTCTGTCAGCCAAATCTGCCGATGAGGTGAAAAAGGCCTTCGCCATCATCGACCAGGACAACAGCGGCTTCATTGAG
GAGGAGGAGCTGAA———- GCTTTTCCTGCAGAA-CTTCAAGGCCAACG———
CCAGAGTTCTGACCGATAAAGAGACCAAAGCTTTCCTCTCCGCTGGAGACAGCGATGGTGATGGCAAGATCGGAGCTGAA
>Epinephelus _coioides GU933125 — parvalbumin 2 CDS

UGAUGUCAAAGCCGCUAUUGCCGGCUGCUCAG
CCGCCGACUCCUUCGA———CCACAAGAAGUUCUUC————————-
AAGGCAUGCGGCAUGUCCGGCAAGUCCGCUGAUGAGGUCAAGAAGGCCUUCGCCAUCAUUGACCAGGACAACAGUGGCUUCAUUGAG
GAGGAGGAGCUCAA————- GCUGUUCCUGCAGAA-CUUCUCUGCUGGAG—————
CCAGAGCCCUGACUGACAAGGAGACCAAGGCUUUCCUCGCCGCUGGUGACAGUGAUGGUGAUGGCAAGAUCGGAGUCGAA
>Sparus_aurata NC 044209 2nd LOC115575576

TGAGGTGAAAGCTGCCCTGGACGGCTGCTCAG
CTGCTGACTCCTTCAA——CTACAAGTCCTTCTTC—————
AAGGCATGCGGCCTGTCCGGCAAGTCCTCCGATGAGGTCAAGAAGGCCTTCGCCATCATTGACCAGGACAACAGTGGCTTCATTGAG
GAGGATGAGCTCAA———- GCTGTTCCTGCAGAA-CTTCGTTGCCTCCG————
CCAGAGCACTCACCGACAAGGAGACCAAGGCTTTCCTCGCCGCTGGTGACAGTGACGGTGACGGCAAGATCGGAGTCGAT
>NeoBri_NW_006272021_extraction_— LOC102780507_CDS

TGAGGTGAAAGCAGCTCTGGATGGCTGCGCAG
CTGCTGACTCCTTCGA———CTACAAGAAGTTCTTC———————
CAGGCCAGCGGCCTGGCTGCAAAAAGTGCCGATGATGTGAAGAACGCCTTCAAAATCATTGACCAGGACAACAGCGGCTTCATTGAG
GAGGAGGAGCTGAA————- GCTGTTCCTGCAGAA-CTTCTCTGCTACTG————-
CCAGAGCACTCACTGACAAGGAGACCAAGGCTTTCCTCAACGCTGGTGACAGTGATGGTGATGGCAAGATCGGAATTGAT
>Oreochromis mossambicus DQ124253 — parvalbumin CDS

UGAUGUGAAAGCAGCUCUGGAUGGCUGCGCAG
CUGCUGACUCCUUCGA———CUACAAGAGGUUCUUC—————-
AAGGCCAGCGGCCUGGCUGCAAAAACUGCCGAUGAUGUGAAGAAAGCCUUCAAAAUCAUUGACCAGGACAACAGCGGCUUCAUUGAG
GAGGAGGAGCUGAA———- ACUGUUCCUGCAGAA-CUUCUCUGCUGGUG————
CCAGAGCACUCACUGACAAGGAGACCAAGGCUUUCCUCUCCGCUGGUGACAGUGAUGGUGAUGGCAAGAUUGGAAUUGAU
>Tilapia_NC_031969 03_L0C100692910_parvalbumin_beta

TGATGTGAAAGCAGCTCTGGATGGCTGCGCAG
CTGCTGACTCCTTCGA———CTACAAGAAGTTCTTC———————
AAGGCCAGCGGCCTGGCTGCAAAAACTGCCGATGATGTGAAGAAAGCCTTCAAAATCATTGACCAGGACAACAGCGGCTTCATTGAG
GAGGAGGAGCTGAA————- GCTGTTCCTGCAGAA-CTTCTCTGCTGGTG—————
CCAGAGCACTCACTGACAAGGAGACCAAGGCTTTCCTCTCCGCTGGTGACAGTGATGGTGATGGCAAGATCGGAATTGAT




>tuna_BKCK01000006 parv cluster 2nd cDNA
TGACATGAAAGCAGCTCTGGATGGCTGCGCAA
GTGCTGACTCCTTTGA———CTACAAGAAGTTTTTC———————
AAGGCATGCGGACTGGCCGGCAAGTCTGCAGATGATGTCAAGAACGCCTTCAAAATCATTGACCAGGACAACAGCGGCTTCATTGAG
GAGGAGGAGCTGAA————- GCTCTTCCTGCAGAA-CTTCTCTGCTACCG——————
CCAGAGCACTCACTGACAAGGAGACCAAGGCTTTCCTCGCCGCTGGTGACAGTGATGGTGATGGCAAGATCGGAATCGAA
>Paralichthys _olivaceus AY953372 — parvalbumin_CDS

UCAGGUGAAAGCCGCUCUGGACGGCUGCGCAG
CUGCUGAUUCCUUCAA———UUACAAGAAUUUCUUC———————
GCCGCCUGUGGCCUGGCCGGCAAGAGCGCCGAUGAAGUCAAGGUAGCCUUCGGCGUCAUUGACCAGGACGGCAGUGGCUUCAUUGAG
GAGGAAGAGCUGAA———- GCUGUUCCUGCAGAA-CUUCUCUGCUGGUG————
CCAGAGCACUCACUGACAAGGAGACCAAGGAAUUCCUCGCCGCUGGUGACAGUGAUGGUGAUGGCAAGAUCGGAGUCGAG
>Gadus_morhua NC 044049 1st LOC115537300 parv

TGACGTCAAGGCCGCCCTCGCCGGCTGCGCAG
CTGCTGACTCCTTCAG——CTACAAGACCTTCTTC———————
AAGGCATGCGGTCTGGCCGCCAAGTCCCACGAGGAAGTCAAGAAGGCTTTCTTCGTCATTGACCAGGACCAGAGCGGCTTCATTGAG
GAGGATGAGCTTAA————- GCTCTTCCTGCAGAC-CTTCGGCGCCGGAG——————
CAAGGGAACTCACCGCTGCTGAGACCAAGGCCTTCCTCGCCGCTGGTGACGTTGATGGTGATGGCATGATCGGAGTTGAT
>Theragra_chalcogramma_clone 1 AY035586 - parvalbumin_CDS
UGACGUCAAGGCCGCCCUCGCCGGCUGCGCAG
CUGCUGACUCCUUCAA——CUACAAGACCUUCUUC———————
AAGGCAUGCGGUCUGGCCGCCAAGUCCCACGAGGAAGUCAAGAAGGCUUUCUUCGUCAUUGACCAGGACCAGAGCGGCUUCAUUGAG
GAGGAUGAGCUUAA——- GCUCUUCCUGCAGAC-CUUCGGCGCCGGAG————
CAAGGGAACUCACCGCUGCUGAGACCAAGGCCUUCCUCGCCGCUGGUGACGAGGAUGGUGAUGGCAUGAUCGGAGUUGAU
>Esox_lucius NC 025972 LOC105005800 1sthalf parvalbumin
GGATGTGGCAGCCGCCCTGCAGGCGTTCGCAG
CCGCCGACTCCTTCAA———CCACAAGCAGTTCTTC———————
GCCAAGGTTGGCCTGGCCGGTAAGTCCGATGAGGATTTGAAGAAGGCCTTCTACTTGGTTGACCAGGACAAGAGTGGCTTCATTGAG
GAGGAGGAGCTCAA————- GCTGTTCCTGCAGAC-CTTCTCTGCTGGAG——————
CCAGGGCTCTGACAGACACAGAGACCAAGGCCTTCCTTGCAGCTGGAGATGTTGATGGTGACGGCATGATCGGAGTCGAT
>Salmo_salar NC 027300 2nd LOC106609864

GGATATCGCTGCTGCCCTCAAGCATTGTGAAG
CTGCTGAGTCCTTCAA——CCACAAGGAGTTCTTC——————
GCCAAGGTTGGCCTGGCTGGCAAGTCTGCTGAGGATTTGAAGAAAGCCTTCTACTTCGTTGACCAGGACAAGAGTGGCTTCATTGAG
GAAGATGAGCTCAA———- GCTGTTCCTCCAGAC-CTTCTCTGCTGGTG————
CCAGAGCTCTGACAGATAAAGAGACCAAGGCCTTCCTTGCAGCAGGAGATGTTGATGGTGATGGCATGATCGGAGTAGAT
>Salmo_salar NC 027327 2nd pvalb2

GGACATCGCTGCTGCCCTCCAGCATTGCGCAG
CTGCTGACTCCTTCAA——CCACAAGGAGTTCTTC———————
GCCAAGGTTGGCCTGGCTGGCAAGTCTACTGAGGATTTGAAGAAAGCCTTCTACTTGGTTGACCAGGACAAGAGTGGCTTCATTGAG
GAGGATGAGCTCAA————- GCTGTTCCTCCAGAC-CTTCTCTGCTGGTG——————
CCAGAGCTCTGACAGATAAAGAGACCAAGGCCTTCCTTGCGGCAGGAGATGCTGATGGTGATGGCATGATTGGAGTGGAT
>Salvelinus_alpinus AF538283 — parvalbumin _beta 27 CDS




GGAUAUUGCUGCUGCCCUCCAGCAUUGCGCAG
CUGCUGAGUCCUUCAA———CCACAAGGAGUUCUUC—————-
GCCAAGGUUGGCCUGGCUGGCAAGUCUACUGAGGAUUUGAAGAAAGCCUUCUACUUUGUUGACCAGGACAAGAGUGGCUUCAUUGAG
GAGGAUGAGCUCAA———- GCUGUUCCUCCAGAC-CUUCUCUGCUGGUG——————
CCAGAGCUCUGACAGAUAAAGAGACCAAGGCCUUCCUUGCGGCAGGAGAUGCUGAUGGUGAUGGCAUGAUUGGAGUGGAU
>Anguilla anguilla NC 049217 - LOC118216204 CDS 2nd

TGACATCACCGCTGCTCTTGCAGCTTGCCAGG
GTGCTGACAGTTTCGA——CTACAAGAGCTTCTTC—————
GCCAAGGTCGGCTTGAGCGGCAAGACCCCCGACGAAATCAAGAAGGCTTTCTCCATCATTGACCAGGACAACAGTGGCTTCATTGAG
GAGGATGAGCTGAA————— GCTGTTCCTGCAGAA-CTTCTCCGCCGGTG—————
CCAGAGCGCTCACCGACAAAGAGACTAAAACCTTCTTGGCCGCAGGAGACACCGACGGCGACGGCAAGATCGGAATTGAT
>Anguilla anguilla NC 049217 - pvalb4 CDS 3rd

GGACATCACTGCAGCCCTCGAGGCATGCAAAG
CCGCCGACTCTTTCAA——CTACAAAGCATTCTTC———————
GCAAAGGTTGGCCTGGCCACAAAATCTGCTGATGACATCAAGAAGGCCTTCAACATCATTGACCAGGACAAGAGCGGCTTCATTGAG
GAGGATGAGCTGAA————— ACTGTTCCTGCAGAA-CTTCTCCAAAACTG————
CAAGAGCGCTGACTGACAAAGAGACAAAGGCTTTCCTCCACGCAGGCGACACCGACGGCGACGGCAAAATCGGCATAGAT
>Anguilla_japonica AB375263 - Ang j 1 CDS

GGACAUCACUGCAGCCCUCGAGGCAUGCAAAG
CCGCCGACUCUUUCAA——CUACAAAGCAUUCUUC——————
GCAAAGGUUGGCCUGUCCAAUAAAUCUCCUGAUGACAUCAAGAAGGCCUUCAGCAUCAUUGACCAGGACAAGAGCGGCUUCAUUGAG
GAGGAUGAGCUGAA———— ACUGUUCCUGCAGAA-CUUCUCCAAAGGUG————
CAAGAGCGCUGACUGACAAAGAGACAAAGGCUUUCCUCCAAGCAGGCGACACCGACGGCGACGGCAAAAUCGGCAUAGAU
>Lepisosteus oculatus PARV beta like NC 023191 — L0C102692297
AGACATTGCAGCTGCCCTCAAGACCTGTGAAG
CGGCGGGCTCTTTCAA—-TCACAAGACCTTCTTC———————
GCCGAAGTGGGGCTGGCCAGCAAGCCCGACTCCGAGGCAGAGAAAGTGTTCAAAATCCTGGACCAGGACCAGAGCGGATTCATTGAG
GAGGATGAGCTGAA—————— GCTGTTCCTGCAGAA-CTTCTCCGCCAGCG—————
CCAGAGTCCTGACCGACGCCGAGACCAAGACCTTCCTGGCCGCCGGAGACTCCGACGGTGACGGCAAGATCGGAGTGGAT
>Lepisosteus_oculatus PARV beta like NC 023191 — LOC102697638
GGACATCACGGCCGCGCTCCAGGCATGCCAAG
CGGCGGGCTCCTTTGA———TCACAAGGCCTTCTTC———————
GCCCAGGTGGGGCTGGCCAGCGATTCTGCCGTGGCCGCGGAGAAGGCCTTCAGGATCCTGGACCGGGACCAGAGCGGATTCATCGAG
GAGGAAGAGCTGAA———- GCTGTTCCTGCAGAA-CTTCAAGGCCGACG—————
CCAGAGTCCTGACGGACGCCGAGACCAAGGCCTTCCTGGCCGCCGCCGACCTGGACAGCGATGGCAAGATCGGCGCTCAA
>Polypterus_senegalus PARV beta NC 053166 — L0OC120543078
AGATATCGCTGCTGCAATCAAGAATTGCCAAG
CCGCTGATTCTTTCAA——CCACAAGACCTTCTTC———————
TCTCAGGTCGGCCTGGCCAACAAGTCTGCAGCCGACGTAGCAAAAGTCTTCAAGATCCTGGACCAGGACCACAGCGGCTTCATTGAG
GAGGATGAGCTTAA———- GCTGTTCCTCCAGAA-CTTCCAGTCCAGTG—————
CTCGAGCTCTAACTGATGCCGAGACTAAAACCTTCCTGGCTGCAGGCGATTCAGACGGTGACGGCAAAATCGGAGTAGAA
>Acipenser_ruthenus PARV_NC 048335 2nd LOC117973483

GGATATCGCCGCAGCCATCAAGGACTGCCAAG
CTCCGGAATCCTTCAA——TCACAAGGCATTCTTT————-




GCCAAGGTTGGTCTGGCTAGTAAGTCTGCTGCAGATACAGAAAAAGTTTTCAAAATCATTGACCAGGACCAGAGCGGATTCATTGAG
GAAGAAGAGCTGAA————- GCTGTTTCTGCAGAA-TTTCTCTGCTGGCG—————
CCAGAGCTCTGACTGATAAAGAGACCGCTGTGTTCCTCGCAGCTGGTGACTCCGACGGTGACGGCAAAATCGGAGTTGAT
>Acipenser_ruthenus_PARV_beta_like NC_048337_2nd_LOC117431643
GGATATCGACGCAGCCGTCAAGGACTGCCAAG
CTCCGGAATCCTTCAA——-TCACAAGGCATTCTTT——————
GCCAAGATTGGTCTGGCTAGCAAGTCTGCCGCAGATACAGAAAAAGTTTTCAAAATCATTGACCAGGACCAGAGCGGATTCATTGAG
GAAGAAGAGCTGAA———— GCTATTTCTGCAGAA-CTTCTCCGCTGCTG—————
CCAGATCTCTGACTGATAAAGAGACCGCTGTGTTCCTGGCAGCTGGCGATGCCGATGGTGATGGCAAAATCGGAATTGAT
>Gadus_morhua NC 044049 2nd LOC115537726 parv

GGAAGTTGCTGCAGCCCTGGAAGCCTGCAAAT
CGGCCGGCTCATTTGA——CCATACAAAGTTTTTC————=
AAATCCTGCGGTCTGGCCGGTAAGTCCTCCGATGACGTCAAGAAGGCCTTCGGCATCATTGACCAGGACCAGAGCGACTTCATTGAG
GAGGAGGAGCTGAA—————— GCTGTTCCTGCAGAA-CTTCAGCGCAAGTG—————
CACGCGCGCTGAGCGATGCTGAGACAAAGGCTTTCCTGAAGGCCGGAGACTCCGACGGGGACGGCAAGATAGGAGTTGAT
>Theragra chalcogramma_clone 2 AY035587 - parvalbumin_CDS
GGAAGUUGCUGCAGCCCUGGAAGCCUGCAAAU
CCGCCGGCUCAUUUGA———CCAUACAAAGUUUUUC————————-
AAAUCCUGCGGUCUGGCCGGAAAGUCCUCCGAUGACGUCAAGAAGGCCUUCGGCAUCAUUGACCAGGACCAGAGCGACUUCAUUGAG
GAGGAGGAGCUGAA————— GCUGUUCCUGCAGAA-CUUCAGCGCAAGUG————
CACGCGCGCUGAGCGAUGCUGAGACAAAGGCUUUCCUGAAGGCCGGAGACUCCGACGGGGACGGCAAGAUAGGAGUUGAU
>Epinephelus bruneus JF501970 — parvalbumin beta—2 subunit I CDS
UGACGUCGCUGCAGCCCUGGACGGAUGCAAAG
ACGCUGGCACAUUCGA—CCACAAGAAGUUCUUC—————
AAGACAUGCGGCAUGUCUGGCAAGUCCCCUGACGAUGUCAAGAAGGCCUUCGGCAUCAUCGACCAGGACAAGAGUGGUUUCAUUGAG
GAGGAGGAGCUGAA———— GCUGUUUCUGCAGAA-CUUCAAGGCUGAUG—————
CACGUGCGCUGACCGACGCCGAGACCAAGACUUUCCUCAAGGCCGGCGACACCGACGGUGACGGCAAGAUUGGCGCUGAU

>Lates calcarifer AY688373 — parvalbumin beta—-2 CDS

UGAUGUCGCUGCAGCCCUGGAUGGGUGCAAAG
ACGCUGGCACUUUCGA———CCACAAGAAGUUCUUC———————-
UCAGCUUGUGGUCUAUCCAACAAGACCUCCGACGACGUUAAGAAGGCCUUCGCCAUCAUCGACCAGGACAAGAGUGGUUUCAUUGAG
GAGGAGGAGCUGAA————— GCUGUUCCUGCAGAA-CUUCAAGGCAGAUG—————
CACGCGUGCUGACCGACGUCGAGACCUCGACUUUCCUCAAAGCCGGUGACACCGACGGUGACGGCAAGAUUGGCGCUGAC
>Katsuwonius pelamis AB375265
UGAGGUCGCUGCAGCCCUGGAUGCAUGCAAAG
ACGCUGGUUCAUUCGA———CCACAAGAAGUUUUUC——————
CACUCCUGUGGUCUGUCCGGCAAGUCCGCCGAUGACGUCAAGAAGGCCUUCGCCAUCAUCGACCAGGACAAGAGCGGUUUCAUUGAG
GAGGAGGAGCUGAA———— GCUGUUUCUGCAGAA-CUUCAAGUCAAGUG—————
CACGCGCACUGUCCGACGCCGAGACCAAGGCUUUCCUCUUGGCCGGUGACUCCGACGGUGACGGCAAGAUUGGCGUUGAC
>tuna_BKCK01000006 parv_cluster_ 3rd cDNA

TGAGATCGCTGCAGCCCTGGATGCGTGCAAAG
ACGCTGGTACATTCGA———CCACAAGAAGTTCTTC———————-
CACTCCTGCGGTCTGTCCGGCAAGTCCTCCGATGACGTCAAGAAGGCCTTCGCCATCATTGACCAGGATAAGAGCGGTTTCATTGAG




GAGGAGGAGCTGAA———— ACTGTTTCTGCAGAA-CTTCAAGGCAGGTG———
CACGCGCACTGTCCGACGCCGAGACCAAGGCTTTTCTCAAGGCCGGTGACACCGACGGTGACGGCAAGATTGGCGTTGAC
>Rastrelliger kanagurta KX527884
UGAGAUCACUGCAGCCCUGGAUGGGUGCAAAG
CCGAUGGUAGCUUCGA———CCACAAGAAGUUCUUC————————-
AAGGCAUGCGGUCUGGCCGGUAAGUCCGGUGACGACGUCAAGAAGGCCUUCGCCAUCAUUGACCAGGACAAGAGCGGUUUCAUUGAG
GAGGAAGAGCUGAA————- GCUGUUCCUGCAGAA-CUUCAAGGCAGGUG——————
CACGCACACUGUCCGACGCCGAGACCAAGGCUUUCCUCAAGGCCGGUGACACCGACGGUGACGGCAAGAUCGGCGUUGAU
>Scomber_japonicus EF016113 — parvalbumin CDS

TGAGGTCACTGCAGCCCTGGATGGGTGCAAAG
CCGCTGGTAGTTTCGA——CCACAAAAAGTTCTTC————
AAGGCATGCGGTCTGTCCGGCAAGTCCACCGATGAAGTCAAGAAGGCTTTCGCCATCATTGACCAGGACAAGAGCGGCTTCATTGAG
GAGGAGGAGCTGAA———- GCTGTTCCTGCAGAA-CTTCAAGGCAGGTG————
CACGCGCACTCTCCGACGCCGAGACCAAGGCTTTCCTCAAGGCCGGTGACAGCGACGGTGATGGCAAGATCGGTATTGAT
>Trachurus japonicus AB211365 — aji—DPA CDS

UGACGUCACUGCAGCCCUGGACGGGUGCAAA
AGUGCAUUCGA——-CCACAAGGCAUUCUUC———————-
AAAGCCUGCGGUCUGGCCGCCAAGUCCGCCGACGACAUCAAGAAGGCCUUCGCAAUCAUCGACCAGGACAAGAGCGGCUUCAUUGAG
GAGGAUGAGCUGAA————- GCUGUUCCUGCAGAA-CUUCUGCGCAGGUG——————
CACGCGCACUGUCCGACGCCGAGACCAAGGCUUUCCUCAAGGCCGGUGACAGCGAUGGUGACGGCAAGAUUGGAGUUGAU
>NeoBri NW 006272021 extraction — LOC102780780 CDS

TAACATCACTTCAGCCCTGGATGCGTGCAAAG
ACGCCGGCACATTCGA——ACACAAGAAGTTCTTC——————
AAGTCCTGCGGCCTTCATGACAAGTCCGCAGATGACATCAAGAAGGCCTTCGCCATCATTGACCAGGACAAGAGCGGTTTCATTGAG
GAGGACGAGCTTAA———- GCTGTTCCTCCAGAA-CTTCAAGTCAGATG————
CACGCGTCCTGAACGACGCCGAGACCAAGGCTTTCCTCGGTGCCGGTGACACTGACGGTGACGGCAAGATTGGCGCTGAT
>Tilapia_NC_031969 02_1.0C100692640_parvalbumin_beta

TGACATCGCTGCAGCCCTGGATGCGTCCAAAG
ACGCTGGCACATTCGA———TCACAAGAAGTTCTTC————————
AAGTCCTGCGGCCTTCATGGCAAGTCCGCAGATGACATCAAGAAGGCCTTCGCCATCATTGACCAGGACAAGAGCGGTTTCATTGAG
GAGGACGAGCTTAA———- GCTGTTCCTCCAGAA-CTTCAAGTCAGGGG—————-
CACGCGTCCTGAACGACGCCGAGACCAAGGCTTTCCTCGGTGCCGGTGACACCGACGGTGACGGCAAGATTGGCGCTGAT
>Sparus_aurata NC 044209 3rd LOC115574776

TGACGTCGCTGCAGCCCTGGACGGGTGCAAAG
ACGCTGGATCATTCGA——CCACAAGAAGTTCTTC—————
GCCGCCTGCGGGCTGTCCAAAAAGTCCGGCGACGACGTGAAGAAGGCCTTTGCCGTCATCGACCAGGACAAGAGTGGTTTCATTGAG
GAGGAGGAGCTCAA———- GCTGTTCCTGCAGAA-CTTCAAGGCAGGTG————
CACGCGCACTGACAGACGATGAGACCAAGAAATTCCTCAAGGCCGGAGACACCGACGGTGACGGCAAGATTGGCGTTGAT
>Rivulus_marmoratus AY682949 - parvalbumin 1 CDS

UGACAUCACCAAAGCCCUGGAUGAGUGCAAAG
GCGCUGACUCAUUCGA———CUACAAGAAGUUCUUC———————-
AAGACAUGCGGUCUGGCCGGAAAGAGCGCCGAUGAUGUCAAGAAGGCCUUCGCCAUCAUUGACCAGGACAAGAGUGGCUUCAUUGAG
GAGGAUGAGCUGAA————- GCUGUUCCUGCAGAA-CUUCAGUGGAGGUG—————-—
CUCGCGCCCUGACCGACGCUGAGACCAAGGCUUUCCUGAAGGCCGGCGACAGCGACGGUGAUGGCAAAAUUGGAGCUGAU




>Campylomormyrus_compressirostris KF860176 — parvalbumin isoform 4a CDS
UGACAUYACUAAAGCCCUGGAUGCCUGCAAAG
CUGCUGACAGUUUCAG——CCACAAGGCCUUCUUU———————-
GAUAUGGUGGGCCUGAARGCCAAGUCNGCCGACGAUGUCAAGAAGGCCUUCAAAGCUCUGGAUCAGGACAAGAGYGGCUUCAUUGAG
GAGGAAGAGCUGAA————- GCUGUUUCUGCAGGG-CUUCAGCGGAGGUG——————
CCCGUGCACUGACCGACGGUGAGACCAAGGUUUUCCUCAAAGCCGGUGACAGCGACGGAGAUGGCAAGAUUGGCGCUGAU
>Sardinops_melanostictus_AB375262 - Sar m 1 CDS

GGACAUCACUGCAGCACUGGAGGCCUGCAAAG
CUGCUGACUCAUUCGA———CCACAAGGCUUUUUUC———————
CACAAGGUUGGAAUGUCAGGAAAAUCUGCUGAUGAGCUGAAGAAGUCCUUUGCCAUCAUUGAUCAGGACAAGAGUGGCUUCAUUGAG
GAGGAGGAGUUGAA———— ACUGUUCCUUCAGAA-CUUCUGCAAGAAGG———
CAAGGGCACUGACUGAUGGCGAGACCAAAAAUUUUUUGAAAGCUGGCGACACUGAUGGCGAUGGCAAAAUUGGAAUUGAC
>Gadus_morhua NC 044065 2nd LOC115531333 parv

TGACTGCGCCGCAGCCGTCAAGGCTTGCGAAG
CTGCTGAGTCCTTCAG——CTACAAGGCCTTCTTC——————-
GCCAAGTGCGGCCTGTCCGGCAAGTCCGCTGACGACATCAAGAAGGCTTTCTTCGTGATTGACCAGGACAAGAGTGGATTCATTGAG
GAGGATGAGCTCAA————- GCTCTTCCTCCAGGT-CTTCAAGGCTGGAG—————
CCAGAGCTCTTACAGATGCTGAGACCAAGGCCTTCCTGAAAGCCGGTGACAGCGACGGTGATGGTGCTATTGGAGTTGAT
>Gadus_morhua_AY035584 clonel
UGACUGCGCCGCAGCCGUCAAGGCUUGCGAAG
CUGCUGAGUCCUUCAG——CUACAAGGCCUUCUUC———————
GCCAAGUGCGGCCUGUCCGGCAAGUCCGCUGACGACAUCAAGAAGGCUUUCUUCGUGAUUGACCAGGACAAGAGUGGAUUCAUUGAG
GAGGAUGAGCUCAA———- GCUCUUCCUCCAGGU-CUUCAAGGCUGGAG———
CCAGAGCUCUUACAGAUGCUGAGACCAAGGCCUUCCUGAAAGCCGGUGACAGCGACGGUGAUGGUGCUAUUGGAGUUGAU
>Gallus_gallus_OCM_NC_052545_—_0CM4_CDS

TGAAATTGCTGCTGGCCTACAGAGTTGCCAAG
CTGCTGATTCATTCAA—-TTACAAAACCTTTTTT-——————
GTCAAAGTGGGTCTGAACTCCAAGTCCAAAGACCAGCTGGCCAAAGTCTTCGGGATTCTCGATCAGGACAGGAGTGGTTTTATTGAG
GAAGATGAACTGAA————- ACTATTCCTGCAGAA-CTTCTCAGCCAGTG————
CCAGAGCTCTGACTGATGCTGAGACCAAGGCGTTCCTGGCAGCAGGAGACAGTGATGGAGATGGTAAAATTGGAGTGGAT
>Acipenser ruthenus PARV thymic like NC 048337 1st LOC117431613
TGACATCACCGCTGCTCTGAGCGGCTGCCAGG
CTGCTGACTCCTTTAA——CTACAAGACCTTCTTCG——————
GCTGCCGTTGGGCTTCACAAGAAATCCGCGGGTGATATTGCTAAAGTTTTCGGAATCATTGACCAGGATAACAGCGGCTTCATTGAG
GAGGAAGAGCTGCA———— GCTGTTTCTGCAGAA-CTTCTCAAAAGATG—————
CCAGAGTCCTGACAGCTGCTGAGACCAAGGCCTTCCTTGCCGCTGGTGACTCCGACGGTGACGGCAAAATCGGAGTTGAT
>Acipenser ruthenus PARV thymic like NC 048335 1st LOC117418243
TGACATCAGCGCTGCTCTGAGCGGCTGCCAGG
CTGCTGACTCCTTCAA—CTACAAGACCTTCTTC——————
GCTGCCGTTGGTCTTGCCAAGAAGTCCGCGGGAGATATTTCTAAGGTTTTCGGAATCATTGACCAGGATAACAGCGGCTTCATTGAA
GAGGAAGAACTCCA—————- ACTGTTTCTGCAGAA-TTTCTCCAAAGGCG—————
CCAGAGCCCTGACAGCTGCTGAGACCAAGGCCTTCCTTAGCGCTGGTGATGCCGACGGTGACGGCAAAATCGGAGTTGAT
>Gadus_morhua NC 044065 1st LOC115531721 parv




GGACATCACCTCCGCCATCAGCGCTTGCAAAG
CGAAAGATTCGTTTAG—-TGCAAAGATGTTTTTC———————
AAAACAGTGGGCTTGTCCAAGAAGACAGCGGCCGAGGTGGAGAAAGTTTTCAAGATCCTGGACCAAGACAAGAGTGGCTTCATCGAA
CAAGATGAGCTGCA—————- ACTGTTCCTGCAGAA-CTTCTCCAAAGGAG————
CGAGGAATCTGACCGCGGCTGAAACCAGGGCGTTCCTCCTGGCCGGCGACTCTGACGGCGATGGGAAGATCGGCTGGGAA
>Sparus_aurata NC 044206 1st LOC115570754

AGACATCACTTCAGCCATTAACGCTTGTAAAG
GTAAGGATTCCTTCAG——CCCCAAGATGTTTTTC—————
AAAACAGTGGGTTTATCGAAGAAAACTCCGACAGAGATCGAGGGGGTCTTTAAGATTTTGGACCAGGACAAGAGCGGCTTCATAGAA
CAGGATGAGTTACA———- GCTGTTTCTGCAGAA-CTTCTCCAAAGGAG————
CGAGGACCCTGACGGCCGCCGAGACCAGAGCTTTCCTGCTGGAGGGAGACTCGGATGGAGACGGAAAGATCGGATGGGAA
>Cyprinus_carpio PARV15 cluster lst parv thymic like LOC109050191 cDNA
TGATATTTCAACTGCCATCAATGCATGTAAAG
CAAAGGATTCTTTCAG——CCCAAAGACATTTTTT-——————
GCAACAGTAGGCTTGTCAAAGAAGTCTCCTCCTGAGATAGAGAAGGTCTTTAAAATGTTGGACCAGGACAAGAGTGGGTTCATTGAA
CAGGATGAGCTACA————- GTTGTTTCTGCAGAA-CTTCTCTAAAGGGG—————~
CTCGTGCACTAACAGCAGCTGAAACCAAGGCCTTCCTCATGGCTGGAGACATGGATGGGGATGGGAAGATCGGCTGGGAA
>Salmo_salar NC 027300 1st LOC106609854 parv

AGATATTGCTTCAGCTATCAACGCTTGCAGGG
CAAACGACTCCTTCAG——CCCAAAGAAGTTTTTT———-
GCGATGGTGGGATTGTCCAAGAAGTCTCCCCCTGAGATTGAGAAGATCTTCATGATCCTGGACCAGGACAAGAGTGGCTACATCGAA
CAGGACGAGCTACA———- GCTTTTCCTCCAGAA-CTTCTCCAAGGGGG————
CTCGTCCCCTGACAACGGCTGAGACAAGAGCCTTCCTCCTGGCTGGGGACAAGGACGGGAATGGAAAGATAGGCTGGGAC
>Salmo_salar NC 027327 1st prvt
AGATATTACTTCAGCTATCAATGCTTGCAGAG
CAAACGACTCCTTCAG——CCCAAAGAAGTTTTTT——————-
GCGATGGTGGGCTTGTCCAAGAAGTCTCCTCCTGAGATTGAGAAGATCTTCATGATCCTGGACCAGGACAAGAGTGGCTACATCGAA
CAGGACGAGCTACA—————— GCTTTTCCTCCAGAA-CTTCTCCAAGGGGG—————
CTCGTCCCCTGACAGCGGCCGAGACCAGAGCCTTTCTCCTAGCTGGGGACAAGGACGGGGACGGAAAGATAGGCTGGGAC
>Anguilla anguilla NC 049202 - L0OC118219894 CDS 1st

TGACATAACCTCTGCTATCACTGCTTGCCAAG
ATGCTGATTCTTTCAA——CCTCAAGGCCTTTTTC—————
AGAGATGTGGGTTTGTCTAAGAAGTCACCATTGGATATTGAGAAAGTCTTTAAAATCCTGGACCAGGACAAGAGTGGCTTTATTGAG
CACGATGAGCTTCA————- GCTGTTCCTTCAGAA-CTTCTCTAAGGGAG————
CACGGTCTCTGACAGCTGCAGAGACCAAGGCATTCCTCCAGGCAGGGGACATGGATGGGGATGGCAAGATCGGACTGGAA
>Lepisosteus_oculatus PARV beta like NC 023191 - L0C102697446
CGCCGTCGCCGCGGCCCTGACGGCCTGCCAAG
CCACTGGCTCCTTCGA———CCACAAGGCGTTCTTC———————
GCGGCGGTGGGTCTGTCCAAGAAGTCGCCGGCGGACGTCGAGAAAGTGTTCAAGGTCCTGGACCAGAACAACAGCGGCTTCATCGAG
GAAGACGAGCTGCA—————— GTTGTTTCTGCAGAG-CTTCTCCAAAGGAG—————
CGCGGGTCCTGACGGCTGCCGAGACCAGGGCGTTCCTGTTGGCCGGAGACTCCGACGGGGACGGGAAAATCGGAGTAGAA
>Polypterus_senegalus PARV thymic_like NC 053166 — L0C120542892
GGACATTGCGGCAGCGTTAAATGCTTGTCAAG
ATGTCGGCTCCTTCAA——CTACAAGTCTTTCTTC——————




GCCACGGTTGGGCTGTCCAGGAAGTCACCAGCAGATGTCCAAAGAGTCTTTGATATCATTGATCAGGACAGAAGCGGCTTCATCGAA
GAAGAGGAGCTGCA—————— GTTGTTCCTACAAAA-TTTCTCTAAGAACG—————-
CAAGAGTGCTGACAGTTGCCGAGACCAGAGCTTTCCTCAAAGCCGGTGACTTGGACAACGACGGAAAACTCGGGGCAGAA
>Esox_lucius_NC_025978_2nd_L0OC105013010_parv

TGACATCAAAACTGCATTGGAAGCATGCAAAG
CCCCCGAGTCTTTCAA——CTTTACTGCCTTCTTC————————
AAAGCAGTTGGCTTTGCCAGCAAGACCGCTGATGAGGTCAAGAAGGCCTTCCAGGTCATTGATCAGGATGCAAGTGGCTTTATTGAG
GAGGAGGAACTGAA—————— GTTGTTCCTTCAGAA-CTTCTGCCCCAATG—————
CCAGGACACTGACTGACGCTGAGACAAAGGCTTTCCTCAAGGCTGGTGATGTGGATGGTGATGGCATGATTGGAATTGAT
>Salmo_salar NC 027302 1st LOC106601825

TGACATCAAAACCGCATTGGAAGCGTGCAAAG
CCGCCGACACCTTCAA———CTTCAAGACCTTCTTC——————
CACACGATTGGCTTTGCCTCGAAGTCCGCCGACGACGTCAAGAAGGCTTTCAAGGTCATTGACCAGGATGCAAGTGGCTTTATTGAG
GTGGAGGAGCTGAA—————— GCTGTTCCTTCAGAA-CTTTTGCCCCAAGG—————
CCAGGGAACTTACCGATGCAGAGACAAAGGCTTTCCTCAAGGCTGGTGATGCCGATGGTGATGGCATGATTGGAATTGAT
>Salmo_salar NC_027302_3rd_L0OC106601823

TGACATCAAAACCGCATTGGAAGCGTGCAAAG
CCGCCGACACCTTCAA——CTTCAAGACCTTCTTC———————
CACACGATTGGCTTTGCCTCGAAGTCCGCCGACGACGTCAAGAAGGCTTTCAAGGTCATTGACCAGGATGCAAGTGGCTTTATTGAG
GTGGAGGAGCTGAA—————— GCTGTTCCTTCAGAA-CTTTTGCCCCAAGG—————
CCAGGGAACTTACCGATGCAGAGACAAAGGCTTTCCTCAAGGCTGGTGATGCCGATGGTGATGGCATGATTGGAATTGAT

>Salmo salar NC 027302 4th aftergap LOC106601787

TGACATCAAAACCGCATTGGAAGCGTGCAAAG
CCGCCGACACCTTCAA———-CTTCAAGACCTTCTTC——————
CACACGATTGGCTTTGCCTCGAAGTCCGCCGACGACGTCAAGAAGGCTTTCAAGGTCATTGACCAGGATGCAAGTGGCTTTATTGAG
GTGGAGGAGCTGAA—————— GCTGTTCCTTCAGAA-CTTTTGCCCCAAGG—————
CCAGGGAACTTACCGATGCAGAGACAAAGGCTTTCCTCAAGGCTGGTGATGCCGATGGTGATGGCATGATTGGAATTGAT
>Salmo_salar NC_027305_2nd_LOC100137051

TGACATCAAAACCGCATTGGAAGCATGCAAAG
CCGCCGACACCTTCAA——CTTCAAGACCTTCTTC———————
CACACGATTGGCTTTGCCTCGAAGTCCGCCGACGACGTCAAGAAGGCTTTCAAGGTCATTGACCAGGATGCAAGTGGCTTTATTGAG
GTGGAGGAGCTGAA—————— GCTGTTCCTTCAGAA-CTTTTGCCCCAAGG—————
CCAGGGAACTTACCGATGCAGAGACAAAGGCTTTCCTCAAGGCTGGTGATGCCGATGGTGATGGCATGATTGGAATTGAT
>Salmo_salar NC 027305 _4th LOC106606665

TGACATCAAAACCGCATTGGAAGCATGCAAAG
CCGCCGACACCTTCAA—-CTTCAAGACCTTCTTC———————
CACACGATTGGCTTTGCCTCGAAGTCCGCCGACGACGTCAAGAAGGCTTTCAAGGTCATTGACCAGGATGCAAGTGGCTTTATTGAG
GTGGAGGAGCTGAA—————— GCTGTTCCTTCAGAA-CTTTTGCCCCAAGG————
CCAGGGAACTTACCGATGCAGAGACAAAGGCTTTCCTCAAGGCTGGTGATGCCGATGGTGATGGCATGATTGGAATTGAT
>Gallus_gallus_OCM_NC_052545_ - 0CM3_CDS

AGATATTGAATCTGCTCTCTCCAGCTGCCAGG
CTGCGGATTCCTTCAA——TTATAAGTCTTTCTTC———————
TCCACGGTGGGCTTATCCAGCAAAACTCCTGATCAGATAAAGAAAGTTTTTGGAATCCTTGATCAGGACAAGAGCGGCTTCATTGAA




GAAGAAGAGCTTCA—————— GCTGTTTCTGAAGAA-CTTCTCTTCGAGTG—————
CCAGAGTCCTCACCTCTGCGGAGACCAAAGCTTTCCTGGCTGCAGGTGACACCGACGGCGACGGCAAAATTGGAGTAGAA
>Xenopus_laevis OCM_NC 030685 — ocm3_CDS

GGACATCGACGCTGCCTTGAGCAGTGTTTCAG
CTGCCGAGTCATTTCA——GCACAAGTCCTTCTTC———————
GACAAATGTGGTCTGACAGGCAAATCCAATGACCAAGTCAGGAAGGTCTTTGAAATCCTTGACAGAGACAAGAGTGGATTTATTGAG
GAAGATGAACTCCA————— GCTCTTCCTGCAGAA-CTTTAAGTCTAATG—————
CCAGAGCTCTCAGTGCTGCAGAGACCAAGGCTTTTCTGAAAGCTGGTGACTCTGATGGTGACGGCAAGATTGGAGTAGAT
>Xenopus_laevis PARV 1.S NC 030741 — pvalb.1.S CDS

GGACATTGACGCTGCTCTGAGCAGTGTTTCAG
CTGCCGAGTCATTTCA——-GCACAAGACCTTCTTC——————
AGCAAAGTTGGTCTGGCAGGCAAAACCAATGATCAAGTCAAGAAGGTCTTTGAAATCATTGACAGAGACAAGAGTGGATTTATTGAG
GAGGATGAACTCCA—————— GCTCTTCCTGCAGAA-CTTTAAGTCTAATG—————
CCAGAGCTCTCAGTGCTGCAGAGACCAAGGCTTTTCTGAAAGCTGGTGACTCTGATGGTGATGGCAAGATCGGAGTCGAT
>Anguilla anguilla NC 049217 - LOC118216236 CDS 1st

GGACATCAAGGCTGCGGTGCTGGCGTGTGAAG
CTCCAGGCACATTTGA——TTATAAGTTGTTCTTC——————
ACTCAAGTGGGTCTGTTGAGCCAGCAGGACGTGGAGGGAAAGACGGTGTTTAATGTTCTGGACCGAGACCAGAGTGGCTTCATCGAA
GAAGCGGAACTGAA————— GTTTTTCCTGCAGAA-TTTCTGCTTGGGAG—————
CCAGGGAGCTAACTGAGGCAGAGACCAAGGCTTTCATAAGTGCTGTGGATAGAGATGGCGATGGAAAGATTGGGGTTGAA
>Anoplopoma_fimbria BT082747 — PRVB CDS

GGACAUCAAGGCUGCAGUUCAGGCUUGUCAAG
UUCCAGGCACAUUCGA-——CUUCAAGUCGUUCUUU—————————
GCACAUGUGGGACUGUCCAGCUCAUCUGAGGCAGAUAGAAAUAAAGUGUUUACAGUCUUGGACCAAGACAAGAGUGGAUACAUUGAG
GAGGAGGAGCUCAA—————— GCUGUUCCUUCAGAA-UUUCUCUCCGGGGG—————
CGAGGGAGCUGACUUUGGCUGAGACCAAGGCUCUGAUGGCUGCUGUCGAUAAGGAUGGUGAUGGCAAGAUUGGGAGAGAA
>tuna_BKCK01000006 parv _cluster_ 1lst cDNA

GGACATCAAGACTGCGGTCCAGGCTTGTCAAG
CTCCAGGCACATTCAA——CCACAAGTCATTCTTT——————
GCGCAAGTGGGACTGGCCAGCTTATCTGAAGTAGAGGGGAGAAAAGTGTTTACAGTCCTGGACCAGGACAAGAGTGGATACATTGAG
GAGGAGGAGCTAAA————— GCGGTTCCTTCAGAA-TTTCTCTCCAGGGG————
CGAGGGAGCTGACTGTGGCTGAGACCAAGGCTCTGATGGCTGCAGGAGATAAAGATGGTGATGGCAAGATTGGGATGGAA
>NeoBri NW 006272021 extraction_—_L0C102780222 CDS

GGACATACAGGCTGCGGTCCAGGCTTGTCAAG
CTCCAGGCACATTCAA———-CTTCAAGTCATTCTTT—————
GAACAAGTTGGACTGACTGGCTTATCTGAAGCAGACAGGAGAAAAGTGTTTACAGTCCTGGACCAAGACAAGAGTGGATACATCGAA
GAGGAGGAGCTCAA————— ACTATTTCTTCAGAA-TTTCTCTCCAGGGG——————
CCAGAGAGCTGACTGTGGCTGAAACCAAAGCTCTGATGGCGTCTGGGGATAAAGACGGTGATGGCAAGATTGGAATAGAA
>Tilapia NC_031969_04_L0C100693182_parvalbumin_beta

GGACATACAGGCTGCGGTCCAGGCTTGTCAAG
CTCCAGGCACATTCAA——CTTCAAGTCATTCTTT———————
GAACAAGTTGGACTGACTGGCTTATCTGAAGCAGACAGGAGAAAAGTGTTTACAGTCCTGGACCAAGACAAGAGCGGATACATCGAA
GAGGAGGAGCTCAA————— ACTATTTCTTCAGAA-TTTCTCTCCGGGGG—————
CCAGAGAGCTGACTGTGGCTGAAACCAAAGCTCTGATGGCTGCTGGGGATAAAGACAGTGATGGCAAGATTGGAATAGAA




>Sparus_aurata NC 044209 1st LOC115575577
GGACGTCAAGGCTGCGGTCCAGGCTTGTCAAA
CCCCAGGCACATTCGA—CTTCAAGACATTCTTT—————
GCACGAGTGGGACTGACCGGCTCCTCTGAGGCAGATGGGAAAAGAGTGTTTACAATTCTGGACCAAGACAGGAGTGGCTACATCGAG
GAGGAGGAGCTCAA————- GCTGTTCCTGCAGAA-TTTCTCTCCGGAGG——————
CGAGGGAGCTGACCGTGGCTGAGACCAAGGCTCTGATGGCCGCCGGCGATAAAGACGGGGACGGCAAGATCGGGCTGGAA
>Salmo_salar NC 027302 5th LOC106601789

GGACATCAGGGCTGCTGTCAAGGCTTGTCAAG
CTCCAAGCACATTCAA—CTTCAAGTTGTTCTTT—-
GCACAAGTGGGACTGACCGGCAAGCCAGAGGCAGAGGGCCAACGAGTGTTCAGAGTCCTGGACCAAGACCAGAGTGGATACATAGAG
GAGGAGGAGCTGAA———- ATTATTCCTGCAGAA-CTTCTCCTCAGGGG———
CCAGGGAGCTGACTGATGCTGAGACCAGAACTCTCCTAGCGGCAGGAGACAGAGATGGGGATGGCAAGATAGGGATGGAA
>Salmo_salar _NC_027305_1st_L0OC106606661

CTCCAGGCACATTCAA—CTTCAAGTTGTTCTTT—————
GCACAAGTGGGACTGACCGGAAAGCCAGAGGCAGAGGGCCAACGGGTGTTCAGAGTCCTGGACCAAGACCAGAGTGGATACATAGAG
GAGGAGGAGCTGAA————— ATTATTCCTGCAGAA-CTTCTCCTCAGGGG—————
CCAGGGAGTTGACTGATGCTGAGACCAGAACTCTCCTAGCGGCAGGAGACAGAGATGGGGATGGCAAGATAGGGATGGAA
>Cyprinus_carpio PARVOZ2 cluster_ lst parv betalike LOC109096495 cDNA

CCCCAGGGACTTTCAA——CTACATGATGTTCTTT——-
GAACACGTGGGGCTGATAGGTAAAGCTACTTCAACTGGGGAGAAGGTGTTCAAGGCCCTGGACCA—
GACAAGAGTGGATTTATTGAAAAAGGGGAGCTGAA————- ACGCTTCCTCCAGAA-CTTCTGCTCAAAGG———
CCAGAGAGCTCACAGAGGCCGAGACCAACACTCTGTTGGCAGCTGGGGACAGTGATGGAGATGGCAAAATTGGGATGGAA
>Cyprinus_carpio PARV0O6 cluster 5th parv betalike LOC109096491 cDNA
GGATATGCAACATGTTGCACCGACCCGTGAACACATCC
CCCCAGGGACTTTCAA——CTACCAGACGTTCTTT-——————
GAACATGTGGGCCTGATAGGTAAAGCTGCTTCAGATGGGGAGAAGGTGTTCAAGGCCCTGGACCAGGACAAGAGTGGATTCATTGAA
AAAGAGGAGCTGAA———— ACGCTTCCTCCAGAA-CTTCTGCCCGAAGG—————
CCAGAGAGCTCACAGAGGCCGAGACCAACACTCTCCTGGCAGCTGGCGACGGTGATGGAGACGGCAAAATCGGCATGGAA
>Cyprinus_carpio PARV14 3like iso2a_LOC109087200 cDNA
TAATATTCTATTTTGTTTATCATATTTTTGTCGTTCAG
CCCCAGGGACTTTCAA——CTACCAGACGTTCTTT————-
GAACATGTGGGCCTGATAGGTAAAGCTGCTTCAGATGGGGAGAAGGTGTTCAAGGCCCTGGACCAGGACAAGAGTGGATTCATTGAA
AAAGAGGAGCTGAA———— ACGCTTCCTCCAGAA-CTTCTGCCCGAAGG———
CCAGAGAGCTCACAGAGGCCGAGACCAACACTCTCCTGGCAGCTGGCGACGGTGATGGAGACGGCAAAATCGGCATGGAA
>Cyprinus_carpio PARV14 3like iso2a nostopcodon cDNA identical to NW017545308
TAATATTCTATTTTGTTTATCATATTTTTGTCGTTCAG
CCCCAGGGACTTTCAA——CTACCAGACGTTCTTT-———————
GAACATGTGGGCCTGATAGGTAAAGCTGCTTCAGATGGGGAGAAGGTGTTCAAGGCCCTGGACCAGGACAAGAGTGGATTCATTGAA
AAAGAGGAGCTGAA—————— ACGCTTCCTCCAGAA-CTTCTGCCCGAAGG—————
CCAGAGAGCTCACAGAGGCCGAGACCAACACTCTCCTGGCAGCTGGCGACGGTGATGGAGACGGCAAAATCGGCATGGAA
>Danio_rerio NC 007114 — pvalb5 CDS




CGACATCGCAGCAGCCATGCAGGCTTGTCAAG
CGCAAGGATCTTTCAA——CCACGAGTCGTTCTTT-——————
GAACAAGTGGGTCTGATCGGTAGAGCCTCTTCAGACGGGGAGAAGGTGTTCAAGGCCCTGGACCAGGACAAGAGCGGATACATCGAA
AAAGAGGAGCTGAA————— ACGCTTCCTCCAGAA-CTTCTGCTCGAAGG————
CCAGAGAGCTCACAGAGGCCGAGACCAACACTCTTCTGGCAGCCGGAGACAAAGATGGAGATGGAAAAATTGGGATCGAA
>Polypterus_senegalus NC 053163 LOC120536197 parv

AGATATTGAAACAGCCATAGAAACTTGCCAGG
CTCCTGACACATTTGA——CCACAAGGCTTTCTTT——-
GCCCAGGTGGGTCTGACTACCAAACCTGCTGAAGAACTGAAGAAAATCTTTGCTGTTCTGGATCAGGATAAGAGTGGCTACATCGAG
GAGACCGAACTCAA—- ATTTTTCCTGCAGAA-CTTTCAAGCTGGAG————
CCAGAGTTCTGACTGACAAAGAGAACAAGACTCTCTTGACTGCGGGAGATGCTGACGCTGATGGAAAAATGGGACCCGAT
>Polypterus_senegalus NC 053163 LOC120536869 parv

TGATATTAAGGCAGCAGTGCAGGCGTTCCAAG
CACCCGACTCTTTTGA——-TCACAAGGCTTTCTTC————————
TCGAAGGTTGGTATGACTGACAAATCACCTGATGACGTGAAGAAAATTTTCGCTATTCTGGATCAGGACAAGAGCGGCTTCATCGAG
GAGGCGGAACTGAA————— GTTTTTCATGCAAAA-CTTTGAGGCTGGAG——————
CTCGTGTTCTGACCGAAAAGGAGAACAAGGCTCTGCTGGCCGCAATCGATAAGGATGGTGACGGCAAAATCGGCTGTGAA
>Esox_lucius NC 025976 L0C105012079 parv

TGATATCAAGAAGGCTCTTGATGCCGTCAAAG
CCGAGGGCTCCTTCGA———TCATAAGAAGTTCTTT——-
GCTCTGGTCGGTCTGAAGGCCATGTCTGCTGATAATGTCAAGAAGGTGTTCAAGGCCATTGATGCTGATGCAAGTGGCTTCATTGAG
GAGGAGGAGCTCAA———- GTTTGTACTCAAGAG-CTTCGCTGCGGACG—————
GCAGAGACCTGACCGACGCGGAGACCAAAGCATTCCTCAAGGCCGCCGACAAGGATGGAGATGGCAAGATCGGCATCGAC
>Salmo_salar NC 027301 L0C106591443 parv

TGATATTCAGAAGGCCCTTGATGCAGTCAAAG
CGGAGGGTTCCTTCGA———CCATAAGAAGTTCTTT-——————
GCTCTGGTGGGCCTGAAGGCCATGACTCCCGACAACGTCAAGAAGGTGTTCCAGGCTATTGATGCTGACCAGAGTGGATTCATTGAG
GAGGAGGAGCTCAA——- GTTTGTGCTGAAGAG-TTTCGCTGAGGACG——————
GCAGAGACCTGACCGACGCCGAGACCAAAGCCTTCCTTAATGCCGCCGACAAGGACGGTGATGGAAAGATTGGCATCGAC
>Salmo_salar NC 027311 LOC106564386 parv

TGATATTCAGAAGGCCCTTGATGCAGTCAAAG
CGGAGGGTTCCTTCGA———CCATAAGAAGTTCTTT————
GCTCTGGTGGGCCTGAAGGCCATGACTCCCGACAACGTCAAGAAGGTGTTCCAGGCTATTGATGCTGACCAGAGTGGATTCATTGAG
GAGGAGGAGCTCAA———- GTTTGTGCTGAAGAG-TTTCGCTGAGGACG——————
GCAGAGACCTGACCGACGCCGAGACCAAAGCCTTCCTTAATGCCGCCGACAAGGACGGTGATGGAAAGATTGGCATCGAC
>Cyprinus_carpio PARV13 parv7like isod4a LOC109100551 cDNA
TGATATCAAGAAAGCCCTTGATCAGTTCAAAG
CTGTGGACAGCTTCGA———CCACAAGAAGTTTTTT-——————
GACGTGGTGGGACTGAAGGCTCTGTCTGCTGAAAACGTGAAGTTGGTCTTCAAAGCTCTGGACGTGGACGCCAGTGGCTTCATCGAG
GAAGAGGAGCTAAA————- GTTTGTGCTGAAGGG-CTTTTCTGCAGATG—————
GCAGAGATCTCACTGATAATGAGACCAAAGCATTCCTCACTGCTGCTGACAAGGATGGAGATGGGAAAATTGGCATAGAT
>Cyprinus_carpio PARV19 7 isoX3 2isomorphs LOC109063140 longer cDNA
TGATATCAAGAAAGCCATTGACCAGTTCAATG
CTGCAGACAGCTTCGA———CCACAAGAAGTTCTTT————




GACGTGGTGGGACTGAAGGCTCTGTCTGCAGAAAACGTGAAGTTGGTCTTCAAAGCTCTGGATGTGGATGCCAGCGGCTTCATTGAG
GAGGAGGAGCTAAA————— GTTTGTGCTGAAGGG-CTTTTCTGCAGATG——————
GCAGAGATCTCACCGATAAGGAGACCAAAGCATTCCTCGCTGCTGCCGACAAGGATGGAGATGGGAAAATTGGCATAGAT
>Danio_rerio NC 007133 — pvalb7_CDS

CGATATCAAGAAAGCCCTTGATCAATTCAAAG
CTGCTGACAGTTTCGA———CCACAAGAAGTTCTTC———————
GATGTGGTGGGACTGAAGGCTCTGTCTGCTGACAACGTGAAGTTGGTCTTCAAAGCTCTGGATGTGGACGCCAGCGGCTTCATCGAG
GAGGAAGAGCTTAA———- GTTTGTGCTGAAGGG-CTTTTCTGCAGATG—————
GCAGAGATCTTACCGATAAGGAGACCAAAGCATTCCTCGCTGCTGCTGATAAGGATGGAGATGGAAAAATTGGCATAGAT
>NeoBri NW 006272110 extraction — LOC102781695 CDS

GGAGATCAAGAAAGCTCTTGATGCCTTC——G
CAGCAGAAACATTTGA——CCCTAAAAAGTTCTTT———-
GAAATGGTGGGAATGAAGGCCATGTCGGCTGAAAACGTCAAGAAGGTCTTTCAGGTTCTGGATGTGGATGGTAGCGGATTTATAGAA
GAAGAAGAGCTAAA————- GTTTGTACTGAAGGG-CTTTTCCAAGGATG—————-
GCAGAGATCTGACTGACGCTGAGACTAAAGCATTTCTCACAGCTGCAGACAAAGATGGAGATGGCAAGATCGGCATTGAT
>Tilapia NC_031971_LOC100710987_parvalbumin_7_isoform X1
GGAGATCAAGAAAGCTCTTGATGCCTTC—-G
CAGCAGAAACATTTGA———CCCTAAAAAGTTCTTT—————
GAAATGGTGGGAATGAAGGCCATGTCGGCTGAAAACGTCAAGAAGGTCTTTCAGGTTCTGGATGTGGATGGTAGTGGATTTATAGAA
GAAGAAGAGCTAAA——- GTTTGTACTGAAGGG-CTTTTCCAAGGATG—————
GCAGAGATCTGACTGACGCTGAGACTAAAGCATTTCTCACAGCTGCAGACAAAGATGGAGATGGCAAGATCGGCATTGAT
>tuna_BKCK01000006 parv placed alone cDNA

GGAGATCAAGAAAGCTCTTGATGCCTTT—G
CAGCAGAAACATTCGA——CCCTAAAAAGTTCTTT——-
GAAATGGTGGGAATGAAGGCCATGTCTGCCGAAAACGTCAAGAAGGTCTTCCAGGTTCTGGATGTGGACGGTAGTGGATTCATAGAA
GAGGGCGAGCTCAA————— GTTCGTACTGAAGGG-CTTTTCCCAGGAGG—————
GCAGAGATCTGACTGACGCCGAGACATCAGCATTCCTTAAAGCTGCAGACAAAGATGGAGACGGAAAAATCGGCATTGAC
>Sparus_aurata_NC_044187_10C115581494_parv7

GGAGATCAAGAAAGCTCTTGATGCCTTT——G
CAGCAGAAACATTCGA———CCCCAAAAAGTTCTTC———————
GAGATGGTGGGATTGAAGGCCATGACAGCTGAAAACGTCAAGAGGGTCTTCAAGGTTCTGGACGTGGACGGTAGCGGCTTCATAGAG
GAGGAAGAACTCAA——- GTATGTACTGAAGGG-CTTTTCCCAGGAGG—————
GCAGAGATCTGACTGACGACGAGACAAGAGCATTCCTCAAAGCCGCAGACAAAGACGGAGATGGCAAGATCGGGATTGAC
>Esox_lucius NC 025978 1st LOC105031166 parv

CGACATCAAGAAAGCCCTAGATGCATTCGCAG
CGGAGGGGTCGTTTGA———CCATAAGAAGTTTTTC————
GAGATGGTTGGTCTGAAGGCCAAGTCCGCTGAGGATGTGAAGAAAGCCTTCCTGGTGTTGGACGCAGACGCCAGCGGATTCATAGAG
GAGGAGGAGCTCAA—————— GTTCGTCCTGAAGGG-ATTTGCCTCAGACG—————
GCAGAGATCTGACCGACAAAGAAACCAAAGCATTTTTAAACGAAGCTGACAAGGATGGAGACGGCATGATCGGCATTGAC
>Salmo_salar NC 027302 6th aftergap prva

CGATATCAAGAAAGCCCTAGACGCATTTGCAG
CGGCTGACTCGTTTGA———CCATAAGAAGTTCTTT———————
GAGATGGTGGGTCTGAAGGCCAAGTCAGCTGAGGATGTGAAGAAAGCCTTCCTGGTGCTGGACGCTGATGCCAGCGGATTCATAGAG




GAGGAGGAGCTCAA——- GTTCGTACTGAAGGG-ATTTGCCTCAGACG———
GCAGGGACCTGACCGACAAAGAAACCAAAGCGTTCTTAAACGAAGCCGACAAGGACGGAGACGGCATGATCGGCATCGAC
>Salmo_salar NC 027305 6th aftergap LOC106607439
CGACATCAAGAAAGCCCTAGAGGCATTCGCAG
CGGCTGACTCTTTTGA———CCATAAGAAATTCTTT—————
GAGATGGTGGGTCTGAAGGCCAAGTCAGCTGAGGATGTGAAGAAAGCCTTCCTGGTGCTGGACGCTGACGCCAGCGGATTCATAGAG
GAGGAGGAGCTCAA————- GTTTGTACTGAAGGG-ATTTGCCTCAGACG——————
GCAGGGACCTGACCGACAAAGAAACCAAAGCATTCTTAAACGAAGCTGACAAGGATGGAGACGGCATGATCGGCATCGAG
>NeoBri NW 006272055 extraction — LOC102791720 CDS

TGACATCAAGAAAGCTCTAGATGCATTTGCAG
TTGCTGACTCTTTTGA——CCACAAGAAGTTTTTT——-
GAGCTGGTGGGTCTGAAGTCCAAGTCTGCCGACGATGTGAAGAAGGTCTTCACGGTGCTGGACGCGGACAACAGCGGCTTCATAGAG
GAGGAAGAACTCAA—- ATTCGTCCTGAAGGG—CTTTGCCAAAGATG————
GCAGAGACCTGACAGACAAAGAAACCAAAGCATTTTTAAAAGCAGCTGACAAGGATGGAGACGGCAAGATTGGAGTCGAT
>Tilapia NC_ 031969 _05_L0C100701083_parvalbumin_7

TGACATCAAGAAAGCTCTAGATGCATTTGCAG
TTGCTGATTCTTTTGA———CCATAAGAAGTTTTTT—————
GAGATGGTGGGTCTGAAGTCCAAGTCTGCCGACGATGTGAAGAAGGTCTTCACGGTGCTGGACGCGGACAACAGCGGCTTCATAGAG
GAGGAAGAACTCAA————- ATTCGTCCTGAAGGG-CTTTGCCAAAGATG—————
GCAGGGACCTGACAGACAAAGAAACCAAAGCATTTTTAAAAGCAGCTGACAAGGATGGAGACGGCAAGATTGGAGTCGAT
>tuna_BKCK01000027 parv cDNA
TGACATCAAGAAAGCTCTGGATGCATTTGCAG
TTGCTGACTCTTTTGA——TCATAGGAAGTTTTTT———-
GAGATGATCGGTCTGAAGGCCAAGTCTTCTGATGATGTGAAGAAGGTCTTCACGGTGCTGGACGCCGACAACAGCGGCTTCATAGAG
GAGGAGGAGCTCAA———- ATTCGTCCTGAAGGG-TTTTGCCAAAGATG————
GCAGGGACCTGACAGACAAAGAAACCAAAGCATTTTTAAAAGCAGCCGACAAGGATGGAGATGGCAAGATTGGAATCGAT
>Sparus_aurata NC 044209 5th afterbreak LOC115576380

TGACATCAAGAAAGCTCTAGATGCATTTGCAG
CTGCAGACTCCTTTGA——-TTATAGGAAGTTTTTC——————
GACATGGTGGGTCTGAAGGCCAAGTCTTCTGACGACGTGAAGAAGGTTTTCAAGGTGCTGGACGCCGACAACAGCGGCTTCATAGAG
GAGGAGGAGCTCAA————- ATTCGTCCTGAAGGG-TTTCGCCAAAGATG—————
GCCGGGACCTGACGGACAAAGAAACCAAAGCATTTTTAAACGCAGCCGACAAGGATGGAGACGGCAAGATTGGAGTCGAT
>Anguilla anguilla NC 049202 - pvalb7 CDS 4th after break
TGAGATCAAGAAGGCCCTTGATGCTTTCAAAG
CTGCAGAGTCCTTCAA——CCATATGAAGTTTTTT———-
GAGATGATTGGTCTTAAAGCGAAGTCAGCTGAAGATGTGAAGAAGGTTTTCAAAGTTCTCGATGTGGACAACAGCGGCTTCATTGAG
GAGGAGGAACTCAA—- ATTCGTCCTGAAAGG-TTTCGCCTCCGACG————
GCAGGGACCTCACAGACAAAGAGACCAAAGCGTTCCTGGAGGCGGCAGACAGGGATGGAGACGGGAAAATCGGGGTCGAC
>Paramormyrops kingsleyae PARV 7like NW 019712022 - LOC111845247 CDS
AGACATTAAGAAGGCTCTGGATGCCTTCAAGG
CTGCCGATACCTTTGA——-CCCTCTGAAGTTCTTC———————
GACATGGTGGGTCTGAAGGCCAAGTCATCTGAGGACGTGAAGAAGGCCTTCAAAGCTCTGGACGTGGACAACAGCGGCTTCATCGAG
GAGGAGGAGCTGAA————- GTTCGTGCTGAAAGG-TTTCGCCTCAGATG—————-—
GCAGGGACCTGACCGACAAAGAAACCAAAGCATTCCTGGCCTTGGCGGACAAGGATGGAGACGGGAAGATCGGCGCTGAA




>Anguilla anguilla NC 049217 - pvalb6 CDS 5th after break
GGACATCAAGAAGGCGATGGATGCGTGTAAAG
TGGCAGACACTTTTGA———CCATAAGAAGTTCTTT-——————
GAGATGGTGGGTCTGAAGACTAGGTCTACCGATGACCTGAAGAAGGCCTTTCTAGCTCTGGATGTGGACAACAGCGGCTTCATAGAG
GAGGAGGAGCTTAA————- GTTTTTCCTGAAAGG-GTTCGCCACAGACG——————
GTCGAGACCTGACCGACAAAGAAACGAAAGCATTCCTACGTGCAGCGGACAAGGACGGAGACGGAAAAATCGGCATGGAA
>Paramormyrops_kingsleyae PARV 7like NW 019712188 — LOC111846438 CDS
GGACATTAAGAAGGCCCTTGATGCATTCAAAG
CTGCAGACACCTTTGA———CCACAAGAAGTTCTTC————
GAGATGGTGGGTCTGAAGAACAAATCTACCGACGACGTGAAGAAAGCCTTCCTGGCCCTGGATGTGGACAACAGTGGATTTATCGAA
GAGGAGGAGCTCAA——- GTTTGTGCTGAAGGG-TTTCTCCACGGACG———
GCAGGGACCTGACTGACAAAGAAACCAAAGCCTTCTTGCAAGCAGCCGACAAGGACGGAGATGGGAAGATCGGGATGGAA
>Gadus_morhua NC 044049 4rd aftergap LOC115532480 parv

TGACATCAAGAAGGCCCTGAATGCGTTCGCAG
CGGCGGACTCCTTCGA———CCATAAGAAGTTCTTT-——————
GAGGTGGTTGGTCTGAAGGCGCTGTCAGCAGAAGAGGTGAAGAAGGCCTTCCTGGTGCTGGATGCCGACAACAGCGGATTTATAGAG
GAGGAGGAGCTCAA————— GTTCATGCTGAAGGG-TTTCTCCTCCAGTG——————
GGCGGGACCTGACAGACCAGGAGACCAAAGCCTTCCTCAATGCCGCCGACAAGGACGGAGATGGCAAAATAGGCGTGGAG
>Cyprinus_carpio PARVO1 7X1 iso4b LOC109095329 cDNA

TGACATTAAGAAAGCCCTGGATGTATTTAAAG
CTGTCGACTCATTCGA——CCACAAGAGGTTTTTT———-
GAGATGGTTGGACTGAAGGTGAAGTCAGCTGATGATGTGAAGAAGGCTTTCCACATCCTGGATGCAGACAATAGCGGCTTTATAGAG
GAAGAGGAACTTAA———- GTGTGTTTTGAAGCA-TTTTGCTACAGACG————
GGAGAGACCTGACTGATAAGGAGACCAAAGCATTCCTGCAGGCTGCGGACAAAGATGGAGATGGAAAGATTGGAGCAGAA
>Cyprinus_carpio PARV18 muscle iso4b LOC109060208 cDNA

TGACATTAAGAAAGCCCTGGATGCCTTTCAAG
CCGTCGACTCATTTGA———CCCCAAGAGGTTTTTT———————-
GAGATGGTTGGACTGAAGGCTAAGTCGGCTGAAGATGTGAAGAAGGCTTTCCACATCCTGGATGCAGACAGTAGTGGCTTTATAGAG
GAGGAGGAACTTAA————- GTTTGTTTTCAAGCA-TTTCGCTACAGACG——————
GGAGAGACCTGAGTGATAAGGAGACCAAAGCATTCCTGCAGGCTGCGGACAAAGATGGAGATGGAAAGATTGGAGCAGAA
>Danio_rerio NC 007114 — pvalb6_CDS

TGATATTAAGAAAGCCCTGGACGCATGTAAAG
CTCCCGACTCATTCAA——CCACAAGAGTTTTTTT———-
GAGATGGTCGGACTTAAGGCGAAGGCATCTGACGATGTGAAGAAGGCTTTCCACCTCCTGGATGCCGACAATAGCGGGTTTATTGAG
GAAGAAGAACTTAA—- GTTTGTTCTGAAGGC-CTTTGCCACAGACG———
GGAGAGACCTGACCGATAAGGAGACCAAAGCATTCCTGCAGGCTGCGGACAAAGATGGAGATGGAAAGATTGGAGCGGAA
>Lepisosteus oculatus PARV alpha like NW 006271352 - LOC102696689
GGACATCAAGGCGGCTATGGACGCTTTCAAGG
CTGCCGAGTCCTTCGA———CCACAAGAAGTTCTTC———————
AAGATGGTGGGTCTGAAGGCCAAGTCGGCCGAGGATGTGAAGAAGGCCTTCAAAGTGCTGGACGTAGATCAGAGTGGCTTCATTGAG
GAGGATGAGCTCAA GTAA

>Lepisosteus_oculatus PARV alpha like NW 006271359 - L0OC102697080



GGACATCAAGGCGGCTATGGACGCTTTCAAGG
CTGCCGAGTCCTTCGA———CCACAAGAAGTTCTTC—————

AAGATGGTGGGTCTGAAGGCCAAGTCGGCCGAGGATGTGAAGAAGGCCTTCAAAGTGCTGGACGTAGATCAGAGTGGCTTCATTGAG
GAGGATGAGCTCAA GTAA

>Gadus_morhua_NC 044050 single LOC115541112 parv
GGATATCAAGAAGGCTCTGGATGCCTTTGCAG
TGGCGGACTCGTTTGA———CCACAGGAAGTTCTTT————
GAGCTGGTGGGGATGCGGGCCATGGAGGCGGACAGCGTGAACAAGGTGTTCCAGGCCCTGGACGTGGACGCCAGCGGCTATATCGAG
GAGGAGGAGCTGAA———— GTTCGTCCTGAAGGG-GTTCTCCGAAGAGG—————
GCAGGGACCTGACCGACGCGGAGACCAAGAAGTTCCTTGACGCTGCCGACAAGGACGGCGACGGGAAGATCGGCATGGAT
>Acipenser ruthenus PARV 7 NC 048357 — pvalb7

TGATATCACCAAGGCCCTGGCTGCCTTCAAGG
CCGCTGAATCGTTCGA———CCACAAGAAATTTTTC———————
CAGATGATCGGTCTGAAGAGCAAGTCTTCTGAAGATGTCAAGAAGGTGTTCAAGATCCTGGACCAGGATGCGAGTGGCTTCATTGAG
GAGGATGAGCTTAA———— ACACGTGCTCAAGGG—CTTCGACAAGGCGG——————
GCAGAGACCTGTCTGACAAGGAAACCAAAACTTTCCTAAAAGCGGCAGACAAGGACGGCGACGGCATGATTGGGATAGAT
>Polypterus_senegalus NC 053163 pvalb7

TGACATCTCTAAGGCTGTGGGAGCATTCAAGG
CTGCAGAGTCCTTTGA———CCACAAAAAGTTTTTT——-
GAGATGGTTGGTCTAAAGAAGAAAACTCCAGATGAGGTCAAAAAGGTCTTTCAGATTCTGGATCAGGACCACAGTGGCTTCATTGAG
GAAGAGGAACTCAA———- GTTTGTGATGAAGGG-TTTTTCTAAAGATG—————
GCAGAGACCTGTCTGATGCTGAAACCAAAAAATTTATGAAAGCGGGTGACAAGGACGGAGATGGCAAAATCGGCATTGAT
>Gallus gallus PARV muscle NC 052532 — PVALB CDS

GGATATCAAGAAGGCTGTGGGAGCCTTTTCAG
CAGCTGAATCTTTTAA——CTACAAGAAGTTCTTT-——————
GAGATGGTGGGGTTGAAAAAGAAGAGCCCAGAAGACGTGAAGAAGGTTTTCCATATCCTTGATAAAGACCGGAGCGGCTTCATCGAA
GAGGAAGAGCTAAA————- GTTTGTACTGAAGGG-CTTTACCCCAGATG——————
GCAGAGACCTATCAGACAAAGAGACAAAGGCTCTTCTGGCTGCTGGAGATAAGGACGGTGATGGTAAAATTGGCGCTGAT
>Homo_sapiens PARV__X63578 — PVALB CDS

GGACATCAAGAAGGCGGTGGGAGCCTTTAGCG
CTACCGACTCCTTCGA———CCACAAAAAGTTCTTC—————
CAAATGGTCGGCCTGAAGAAAAAGAGTGCGGATGATGTGAAGAAGGTGTTTCACATGCTGGACAAGGACAAAAGTGGCTTCATCGAG
GAGGATGAGCTGGG————— ATTCATCCTAAAAGG-CTTCTCCCCAGATG—————
CCAGAGACCTGTCTGCTAAAGAAACCAAGATGCTGATGGCTGCTGGAGACAAAGATGGGGACGGCAAAATTG—————— AC
>Mus_musculus PARV_NC 000081 - Pvalb CDS

GGACATCAAGAAGGCGATAGGAGCCTTTGCTG
CTGCAGACTCCTTCGA———CCACAAAAAGTTCTTC———————
CAGATGGTGGGCCTGAAGAAAAAGAACCCGGATGAGGTGAAGAAGGTGTTCCATATTCTGGACAAAGACAAAAGTGGCTTCATTGAG
GAGGATGAGCTGGG—————— GTCCATTCTGAAGGG-CTTCTCCTCAGATG—————
CCAGAGACTTGTCTGCTAAAGAAACAAAGACGCTTCTGGCCGCTGGAGACAAGGATGGGGACGGCAAGATTGGGGTTGAA
>rattus_norvegicus_RATPALB - parvalbumin_CDS

GGACAUCAAGAAGGCGAUAGGAGCCUUUACUG
CUGCAGACUCCUUCGA———CCACAAAAAGUUCUUC———————




CAGAUGGUGGGCCUGAAGAAAAAGAGUGCGGAUGAUGUGAAGAAGGUGUUCCACAUUCUGGACAAAGACAAAAGUGGCUUCAUUGAG
GAGGAUGAGCUGGG—————— GUCCAUUCUGAAGGG—-CUUCUCCUCAGAUG—————
CCAGAGACUUGUCUGCUAAGGAAACAAAGACGCUGAUGGCUGCUGGAGACAAGGACGGGGACGGCAAGAUUGGGGUUGAA
>Xenopus_laevis_PARV_pvalb_NC_030680_-—_CDS

TGACATCAAAAATGCTTTGGGGGCCTTTGGAG
CCCCTGACTCATTTAA——CCACAAGAAATTCTTT———————
GAGTTGTGTGGCCTGAAGAAAAAGAGCCCTGACGACGTCAAGAAAGTCTTCCACATTCTCGACAAGGATCGAAGTGGATTCATAGAA
GAGGATGAACTCAA—————— GCTCTTATTACAAGG-ATTTGCCACAGATG—————
GCCGTGCTCTCTCTGATAAGGAAACCAAGGCGCTCCTTGCCGCAGGTGACAAAGATGGAGATGGCAAAATCGGAGTAGAT
>Xenopus_laevis PARV pvalbL NC 030730 — LOC100036820 CDS
TGACATCAAAAATGCCGTGGGGGCCTTTGCAG
CCGCTGACTCATTTAA———CCACAAGAAATTCTTT—————
GAGTTGGTCGGCCTGAAGAAAAAGAGTATGGATGACGTCAAGAAAGTCTTTCACATTCTCGACCAGGATCGAAGTGGATTCATAGAA
GAAGATGAACTCAA———- GCTTGTATTAAAAGG-ATTCACCCCAGATG——————
GCCGTGCTCTCTCCGATAAGGAAACCAAGACGCTCCTCGCCGCAGGTGACAAAGATGGAGATGGCAAAATCGGAGTAGAT
>Xenopus_laevis_PARV_pvalbS_NC_030731_—_CDS

TGACATCAAAAATGCTGTGGGGGCCTTTGCAG
CCGCTGACTCATTTAA——CCACAAGAAATTCTTC———————
GAGTTGGTCGGCCTGAAGAAAAAGAGCGTCGATGACGTCAAAAAAGTCTTCCACATTCTCGACCAGGATCGAAGTGGATTCATAGAA
GAGGATGAACTCAA—————— GCTTGTATTAAAAGG-ATTCACCCCAGATG—————
GCCGCGCTCTCTCTGATAAGGAAACCAAGACACTCCTCGCCGCAGGTGACAAAGATGGAGACGGCAAAATCGGAGTAGAT
>Callorhinchus milii PARV alpha NW 006891462

TGACATCACCAAAGCCCTCGGTGAATTCAAAG
GTGCTGACAGCTTTGA———CCACAAGAAGTTCTTT—————
CATATGATCGGGCTGAAGAAGAAGAATGCCAAGGATGTGGAGGCAGTCTTCTACATCCTTGATAAGGACAAGAGTGGCTTCATTGAG
GAAGACGAGCTGAA————- GTCTGTGCTCAAATG-CTTTGCTCCCGAAG—————
GCAGAGACCTGTCTGAAAAAGAAACCAAGGAATTACTCACTGCTGGGGATGAGGACGGTGACGGCAAAATTGGCGTTTCC
>Esox_lucius_NC_025972_3rd_L0OC105031387_parv

GGCTATAGAGAACGCCGTCAAGGAGTTCCAAG
CCCCAGAGTCTTTCAG——CTTCAAGAAGTTTTTC——————
CAGCTGTGTGGCCTGTCCTCCAAGTCTCCCAAGGAAGTCAAAGATGTCTTCCAGATCCTTGACAGCGACAATAGTGGTTACATCGAG
GAGGCTGAGCTCAA—————— GTTCTTCTTGCAGCG-GTTTGTCCCAGGGG—————
CACGGACGCTGACTGACACTGAATGCAAAGGCTTCCTGTCTGCGGCCGATGACGACAACGATGGCAAGATCGGAGTAGAA
>Salmo_salar NC 027300_4th LOC106610070

GGATATTGAGAATGCCGTCAAGGAGTTCCAAG
CCCCAGACTCCTTCAG—-CTTCAAGAAGTTTTTC——————
CAGCTGTGTGGCCTGACCTCCAAGTCTCCCAAAGAAGTCAAAGATGTCTTCCAGATCCTTGACGACGACAACAGTGGCTACATCGAG
GAGTCAGAGCTCAA————- GTTCTTCCTGCAACG-GTTTGTTCCCGGGG——————
CGCGGACACTGACAGACGCTGAATGCAAAGGCTTCCTGTCTGCAGCCGATGATGACAACGACGGCAAGATCGGAGTAGAA
>Salmo_salar NC_027327_4th_L0OC106589582

GGCTATTGAGAATGCCGTCAAGGAGTTCCAAG
CCCCAGACTCCTTCAG——CTTTAAGAAGTTTTCC————————
CAGCTGTGTGGCCTGACCTCCAAGTCTCCCAAAGAAGTCAAAGATGTCTTCCAGATCCTTGACGATGACAACAGTGGCTTCCTCGAG




GAGTCAGAGCTCAA——- GTTCTTCCTGCAACG-GTTTGTCCCCGGGG—————
CGCGGACGCTGACGGACGCTGAGTGCAAAGGCTTCCTGTCTGCAGCTGATGATGACAACGATGGCAAGATCGGAGTAGAA
>NeoBri_NW_006272077_extraction_—_10C102785521_CDS
CGACATCCAAAATGCCATTAAGGACTGTGAAG
CTCCGGACACTTTCTG——CTACAAGAAGTTCTTT——————
AAGCTGTGCGGCCTGTCCTCAAAGACACCCAAGGAGGTCAAAGATGTGTTCCAGATCCTCGACGAGGACAACAGCGGCTACATCGAG
CACTCTGAGCTCAA————- GTTTTTTCTGCAGCG-GTTTATCCCCAGTG——————
CACGGACACTGACTGACGCAGAAACCAAGAGCTTCATCTCAGCAGCTGATGATGACAGCGATGGCAAAATTGGAGTAGAG
>Tilapia NC 031973 01 LOC100707774 parvalbumin thymic

CGACATCCAAAATGCCATCAAGGACTGTGAAG
CTCCGGACACTTTCTG——CTACAAGAAGTTCTTT——-
AAGCTGTGCGGCCTGTCCTCAAAGACACCCAAGGAGGTCAAAGATGTGTTCCAGATCCTCGACGAGGACAACAGCGGCTACATCGAG
CACTCTGAGCTCAA——- GTTTTTTCTGCAGCG-GTTTATCCCCAGTG————
CACGGACACTGACTGACGCAGAAACCAAGAGCTTCATCTCAGCAGCTGATGATGACAGCGATGGCAAAATTGGAGTAGAG
>Sparus_aurata NC 044206 3rd LOC115570800 parv

GGCCATTGAAAAAGCAGTCAAGGACTGTCAAG
CTCCGGACACATTCTG——CTACAAAAAGTTCTTC———————
CAGCTGTGTGGCCTGTCCTCGAAGTCGCCAAAGGAAATCAAAGATGTCTTCCAGATCCTCGATGAGGACAACAGCGGCTTCATCGAG
GAGTCTGAGCTCAA————- GTACTTCCTGCAGCG-GTTCGTCCCCGGGG——————
CACGAACACTGACTGAGGCAGAAACCAAGAGATTCATCTCAGCAGCTGATGATGACAGTGATGGCAGAATTGGAGCGGAG
>tuna_BKCK01000054 parv cluster 3rd cDNA

GGCCATTGAAAATGCTATCAAGGACTGTCAAG
CTCCGGACACATTCTG——CTACAAGAAGTTCTTC———
AAGCTGTGTGGACTCTCGTCAAAGACGCCCAAGGAGGTCAAAGATGTCTTCCAGATCCTTGATGATGACAACAGCGGCTACATCGAG
GAGTCTGAGCTCAA———- GTTCTTCCTACAGCG-GTTTGTCCCCGGGG————
CACGAACACTGACTGAGGCAGAAACCAAGAGCTTCATCTCAGCAGCTGATGATGATAGTGATGGCAAAATTGGAGCAGAG
>Gadus_morhua_NC_044065_4th_L0C115531335_parv

GGCCATTGAAAGCGCTGTCAAGGACTGTCAAG
AACCAAACTCCTTCTG———CTACAAGAAGTTCTTC———————
AAGTTGTGCGGACTCACTTCGAAGAGCCCCCAAGAGGTGAAAGATGTCTTCAGCATCCTTGATGAAGACAACAGCGGCTACATCGAA
GAGTCTGAACTAAA———— ATTCTTCCTGCAGCG-GTTCGTCCCCGGGG——————
CCCGCACGCTGACCGAAGCCGAGGCAAAGAGCTTCGTCTCGGCCGCCGACGATGACAACGACGGCAAGATTGGCGTGGAG
>Cyprinus_carpio PARV12 cluster 3rd parv thymic CPV3like LOC109100279 cDNA
TGCCATTGAAAATGCTGTCAAAGACTGCCAAG
CTCCAGACTCCTTCTG——TTATAAAAAGTTCTTC———
CAACTTTGTGGCCTGAGCCAGAAAAGTCCCCAAGAGGTGAAGGATGTCTTCCGCATCATAGATGATGATGACAGTGGATTTATTGAG
GAGGCTGAGCTCAA———- GTTCTTTCTCCAGCG-ATTTTTCCCAGGGG———
CACGAACTCTGACAGAAAAGGAGATTAAGAGCCTCCTTACAGCTGCAGATGATGATAGCGATGGCCGAATTGGAGTAGAT
>Cyprinus_carpio PARV12 cluster 4th parv_thymic CPV3like LOC109100350 cDNA
TGCCATTGAAAATGCTGTCAAAGACTGCCAAG
CTCCAGACTCCTTCTG—-TTATAAAAAGTTCTTC———————
CAACTTTGTGGCCTGAGCCAGAAAAGTCCCCAAGAGGTGAAGGATGTCTTCCGCATCATAGATGATGATGACAGTGGATTTATTGAG
GAGGCTGAGCTCAA————- GTTCTTTCTCCAGCG-ATTTTTCCCAGGGG——————
CACGAACTCTGACAGAAAAGGAGATTAAGAGCCTCCTTACAGCTGCAGATGATGATAGCGATGGCCGAATTGGAGTAGAT




>Danio _rerio NC 007123 — pvalb9 CDS
AGCCATTGAAAATGCTGTCAAAGACTGCCAAG
CTCCGGACTCCTTTTG—-TTACAAAAAGTTCTTC———————
CAGCTTTGTGGCCTGAGCCAGAAAACTCCTCAGGAGGTGAAGGATGTCTTCCGTATCATAGATGAGGATAACAGTGGATTTATCGAG
GAGGCTGAGCTCAA————— GTTCTTTCTCCAGCG-GTTTTTCCCGGGGG——————
CACGAACCCTGACAGAAAAGGAGATTAAGAGCCTCCTCACAGCTGCAGATGATGATAGTGATGGCCGAATTGGAGTAGAT
>Esox_lucius NC 025978 3rd LOC105013011 parv

TGCAATCGAAACAGCTCTAAAGGAATGCCTGG
CACCGGACTCCTTCAA——CTGCAGGAAATTCTTT——-
CAACAATGTGGTCTGTCCAAGAAGAGCCCTGCGGAAGTGAAGACTGTCTTTAAAATTCTGGACAATGACAACAGTGGATACATTGAG
GAGGAGGAACTCAA——- GTACATCCTGCAGAG-GTTCTCCCTTGGGG————
CTCGTGTCCTGACTGACAAAGAGACCAAGGCCTTCATGTCCGCTTGTGACGATGACAGCGATGGCATGATTGGGGCAGAT
>Salmo_salar NC_027302_2nd_L0C106601824

TGCAATAGACGCTGCTATGAAGGACTGCCAAG
CACCGGACTCCTTTAA———CTGCAAGAAGTTCTTC————————
CAGCAGTGTGGCTTGACCAAAAAGAGTCCCGCGGAGGTGAAGAAAGTCTTCGGGATCCTGGACAACGATGCCAGCGGCTTCATTGAG
GAGGAGGAACTCAA————- ATTCTTCCTCCAGCG-GTTCAACCCCGGGG—————
CCCGTGTCCTGACTGAAAAAGAGACCAAGGCCTTCATGTCTGCTGCTGATGATGACAGCGACGGCATGATTGGAGCAGAT
>Salmo_salar NC 027305 3rd LOC106606664

TGCAATAGACGCTGCTATGAAGGACTGCCAAG
CACCGGACTCCTTCAA——CTGCAAGAAGTTCTTC————
CAGCAGTGTGGCTTGACCAAAAAGAGTCCCGCGGAGGTGAAGAAAGTCTTCGGGATCCTGGACAACGACGCCAGCGGCTTCATTGAG
GAGGAGGAACTCAA———- ATTCTTCCTCCAGAG-GTTCAACCCCGGGG———
CCCGTGTCCTGACTGAAAAAGAGACCAAGGCCTTCATGTCTGCTGCTGATGATGACAGCGACGGCATGATTGGAGCAGAT
>NeoBri_NW_006272021_extraction_—_LOC102781067_CDS

TGCCATCGACAGTGCTATCAAGGACTGCCAAG
CTCCAGACTCCTTCTC—-TGCTAAGAAGTTTTTC———————
CAGATATGTGGCCTCACCAAGAAGAGCCCTCAGGATATAAAGAAGGTTTTTGGGATTCTGGACAACGACGCCAGTGGCTTTATCGAG
GAAGAAGAGCTCAA————— GTTTTTCCTCCAGAG-GTTTTGTCCCGGGG——————
CTCGTGTTCTGACAGATAAGGAGACCAAGGCTTTCCTGAGTGCTGCTGATGATGATAGCGATGGTATGATTGGAGCAGAT
>Tilapia NC 031969 01 LOC100692367 parvalbumin_ thymic CPV3
TGCCATCGACAGTGCTATCAAGGACTGCCAAG
CTCCAGACTCCTTCTG——TGCTAAGAAGTTTTTC————
CAGATGTGTGGCCTCACCAAGAAGAGCCCTCAGGATATAAAGAAAGTTTTTGGGATCCTGGACAATGATGCCAGTGGCTTTATTGAG
GAAGAAGAGCTCAA—- GTTTTTCCTCCAGAG-GTTTTGTCCCGGGG—————
CTCGTGTTCTGACAGATAAGGAGACCAAGGCCTTCCTGAGTGCTGCTGATGATGATAGCGACGGCATGATTGGAGCAGAT
>tuna_BKCK01000006 parv _cluster 4th cDNA

TGCCATCGACAGTGCTATCAAGGACTGCCAAG
CACCAGACTCCTTCTG——CCCCAAGAAGTTCTTC———————
CAGATGTGTGGCCTCACCAAGAAGACCCCCCAGGACGTGAAGAAAGTTTTTGCGATCCTGGACAATGATGGCAGTGGTTTCATTGAG
GAGGAAGAGCTGAA————- GTTTTTCCTCCAGAG-GTTTAATCCTGGGG——————
CTCGCGTTCTGACAGACACAGAGACCAAAGCCTTCCTGTGTGCTGCTGATGACGATAGTGATGGCCGGATTGGAGCAGAG
>Sparus_aurata NC 044209 4th LOC115574991




TGCCATCGACAGTGCTATCAAGGACTGCCAAG
CACCAGACACCTTCTG———CCCCAAGAAGTTCTTC———————
CAGGCTTGTGGCCTCACCCAGAAGAGCCCCCAGGATGTGAAGAAGGCCTTCGCCATCCTGGACAACGATGGCAGCGGTTTTATCGAG
GAGGAAGAGCTCAA————- GTTTTTCCTCCAGAG-GTTTTCTCCTGGTG—————
CTCGCGTCCTGACAGATAAGGAGACCAAGGGCTTCCTGGCCGCTGCTGATGACGACAGTGATGGTCGGATTGGAGCAGAA
>Anguilla anguilla NC 049217 - LOC118216345 CDS 4th

CGCCATCGACAGTGCCATCAAGGATTGTTCAG
CCCCGGATTCCTTCTG——TTCTAAGAAGTTCTTC————
CAGATATGTGGTTTGACCAAGAAAAGCCCACAGGAAGTGAAGGAGGTGTTCCGCGTTCTGGACAACGATGACAGCGGTTACATTGAG
GAGGAGGAGCTCAA———- GTTCTTCCTGCAGCG-ATTCTCTTCTGGGG—————
CTCGTGTGCTGACTGAGAAGGAGACCAAGGCCTTCCTGGTTGCTGCTGATGGCGACAGTGACGGGAAGATTGGAGTGCAA
>Gadus_morhua NC 044049 3rd LOC115536242 parv

TGCCATCGACAACGCTATCAAGGACTGCCAAG
CTCCGGATTCCTTCTG—-TCCCAAGAAGTTCTTT-———————
CAGATCTGTGGTCTTTCCAAGAAGAGTCCAGCAGAGGTGAAAAAAGCGTTCGCCATTATGGACAATGATGCCAGCGGCTTCATCGAG
GAAGAAGAGCTCAA————- GTTTTTCCTCCAGAG-GTTTTCTCCTGGAG—————
CACGTGTGTTGACCGCCGCAGAGACCAAGAACTTCCTGTCTGCTGCCGACGACGACAGTGACGGCAAAATCGGTGCTGAT
>Cyprinus_carpio PARVO5 cluster_ 4th parv_thymic CPV3like LOC109097138 cDNA
TGCCATCGACTGTGCACTCAAGGACTGTCAAG
CTCCTGACTCCTTCAA——CCCCAGAAAGTTCTTC—————
CAGCTGTGTGGTCTGACAAAGAAAAGCCCTCAGGAAGTGAAGAATGTCTTTAACATCTTGGACAACGATGCCAGCGGATTCATCGAG
GAGGAAGAGCTCAA———- GTTTTTCTTGCAGCG-GTTCTCAGCTGGAG————
CTCGTGTACTGACCGACAAAGAGACAAAGGCTTTCCTATCAGCAGCTGACGATGACAGCGATGGCAAGATTGGAGTGGAT
>Cyprinus_carpio PARV0O9 cluster 8th parv thymic CPV3 LOC109097136 cDNA
TGCCATCGACTGTGCACTCAAGGACTGTCAAG
CTCCTGACTCCTTCAAC——CCCCAAAAAGTTCTTC———————
CAGCTGTGTGGTCTGACAAAGAAGAGCCCTCAGGAAGTGAAGAATGTCTTTAACATCTTGGACAACGATGCCAGCGGATTCATCGAA
GAGGAAGAACTCAA————- GTTTTTCCTGCAGCG-GTTCTCACCTGGAG—————
CTCGTGTACTGACCGATAAAGAGACAAAGGGTTTCCTGTCGGCAGCTGACGATGACAGCGATGGCAAGATTGGAGCAGAA
>Danio_rerio NC 007114 — pvalb8
TGCCATCGACTGTGCACTCAAGGACTGTCAAG
CTCCAGACTCATTCAG——CCCCAAAAAGTTCTTC——————
CAGCTGTGTGGGATGACCAAGAAAAGCCCTCAGGATGTGAAGAACATCTTCAACATCCTGGACAACGACGCCAGTGGCTTCATCGAG
GAGGACGAACTCAA——- GTTTTTCCTGCAGCG-GTTCTCCGGCGGCG——————
CTCGCGTGCTGACCGATAAAGAGACAAAGGCTTTCCTAGCAGCAGCCGACGACGACAGCGATGGCAAGATTGGAGCAGAA
>Anguilla anguilla NC 049202 - pvalb9 CDS 3rd

TGCCATCGAGAATGCTATCAAGGATTGCCAAG
CTCCAGACTCCTTCAA—-TTCCAAAAAGTTTTTC———————
CAGTTGAGTGGCCTTACCAAAAAGAGTCCTCAAGAAGTGAAGGATGTCTTCTGTATCCTGGATAACGATGGTAGTGGCTTCATTGAA
GAAGAAGAGCTAAA———— ATTCTTCCTGCAGCG—GTTCTCCCCAGGGG——————
CTCGGTTGTTGACTGATAAGGAGACAAAGTCATTCCTCTCAGATGCTGATGATGACAGTGATGGCAAAATTGGAGCAGAA
>Paramormyrops_kingsleyae PARV thymiclike isoformX1 NW 019716143 — LOC111842548 CDS
TGCCATTGAAAATGCTATCAAGGACTGTCAAG
CTCCTGACTCTTTCTG——TTACAAAAAGTTTTTC————




CAGCTGTGTGGCTTGAGCTCAAAAACCCCCCAGGAAGTGAAAGACGTCTTCCGTTGCATTGATGATGACGACAGCGGTTTCATTGAG
GATGAAGAGCTCAA————- GTTCTTCCTCCAGAA-ATTCAGCCCTAGTG—————-
CTCGCCTGCTGACCGAGAAAGAGACCCAGGCTATACTGAATGCCTGCGATGATGACGGCGATGGGAAGATTGGAGTAGAC
>Acipenser ruthenus PARV _NC 048335 5th pvalb8

TGACATCGCTAATGCCCTGAAAGACTGTCAAG
CTCCAGACAGCTTCAG—-TCCAAAAAAATTCTTC———————
CAGCTCTGCGGGCTGCGCAAGAAAACCCCCAAAGAGGTGACAGAAGTCTTCTATATCCTGGACAACGACCAGAGTGGCTTCATCGAG
GAAGATGAATTGAA———— GTTTTTTCTTCAGAG-GTTCTCCCCTTCTG—————
CACGAGTGCTGACTGCAGCTGAGACCAAGGCATTCCTTAAAGCTGCAGACGACGATGACGATGGCAAGATCGGAGCTGAA
>Acipenser ruthenus PARV thymic CPV3 isoform X1 NC 048337 5th LOC117431669
TGACATCGCTAATGCCCTGAAAGACTGTCAAG
CTCCAGACAGCTTCGG——TCAAAAAAAATTCTTC———
CAGATCTGCGGACTGTGCAAGAAAACCCCCAAAGAGGTGACGGAAGTCTTCCATATCCTGGACAACGACCAGAGTGGCTTCATCGAG
GAAGAAGAATTGAA—————- GTTTTTTCTTCAGAG-GTTCTCCCCTTCTG————-
CACGAGTGCTGACTGCAGCCGAGACCAAGGCATTCCTAAAAGCTGCAGACGATGATGATGATGGCAAGATCGGAGCTGAA
>Acipenser_ruthenus_PARV_NC_048337_6th_aftergap LOC117962754
TGACATCGCTAATGCCCTGAAAGACTGTCAAG
CTCCAGACAGCTTCGG——-TCAAAAAAAATTCTTC———————
CAGATCTGCGGACTGTGCAAGAAAACCCCCAAAGAGGTGACGGAAGTCTTCCATATCCTGGACAACGACCAGAGTGGCTTCATCGAG
GAAGAAGAATTGAA———— GTTTTTTCTTCAGAG-GTTCTCCCCTTCTG—————
CACGAGTGCTGACTGCAGCCGAGACCAAGGCATTCCTAAAAGCTGCAGACGATGATGATGATGGCAAGATCGGAGCTGAA
>Polypterus senegalus PARV thymic like NC 053166 — 1L.0C120543080
TGACATCGCCAATGCCCTGAAGGACTGCCAAG
CTGAAAACAGCTTCAA——TCACAAAAAGTTCTTC———
CAGCTATGTGGTATGACAAAGAAGAGTCCCAAAGAGATTAAGGAAGCGTTCGCCATCCTGGACAATGACAGGAGTGGCTTCATTGAA
GAGGAAGAATTGAA————- GTTTTTCCTACAAAG-GTTTTCCCCTGGCG—————
CCCGAGTGCTGACTGAAGCGGAGACTAAATCCTTCCTGGCTGCTGCTGACGATGACAATGATGGCAAGATTGGAGCTGCA
>Gallus_gallus_OCM_NC_052545 - 0CM1_CDS

TGATATTGCTGCTGCTCTGCGGGACTGCCAAG
CTCCAGATTCCTTTAG—-TCCCAAAAAATTCTTT——————
CAGATCAGTGGGATGTCCAAAAAGAGTAGTAGCCAGCTCAAGGAGATCTTCCGGATTCTCGACAATGATCAAAGTGGCTTTATTGAG
GAAGATGAGCTCAA———— GTATTTCCTTCAGAG-GTTTGAGTGTGGAG——————
CCAGAGTGCTAACTGCCTCCGAAACCAAGACCTTCCTGGCAGCTGCAGACCACGACGGGGATGGCAAAATTGGGGCTGAA
>Paramormyrops_kingsleyae PARV thymic CPV3 like NW 019713787 — LOC111855909 CDS
TGCGATTGCTAATGCTTTGAAGGAGTGCAAAG
CACCAGACACCTTCTG——TCATAAGAAGTTCTTC—————
CAAACATGTGGACTGACCAAGAAGACTTCCCAGGAAGTGAAGAACGTGTTCCGCATCCTCGACGATGATGGGAGCGAGTTTATTGAG
GAGGACGAGCTCCA—————— ATTCTTCCTGCAGCG-ATTCTCTCCCAGCG——————
CACGCGTGCTCACGGAAAGTGAGACGAAGAAGTTCATGCTTGCCCTAGATGAAGATAACGATGGCAAGATAGGCATTGAC
>Xenopus_laevis OCM_NC 030685 — ocml CDS

TGATATAGCTGCTGCTCTGAGGGAGTGCCAAG
CTCCTGACACTTTCAA——-TTACAAGAAATTCTTC———————
AAGACTTGTGGTCTAACTAAAAAATCCCCTAATGAAGTGAAACAAGTTTTCGGAGTAATGGATAACGATGAGAGTGGCTATGTTGAA




GAAGATGAACTTAA———- GTATATTCTTCAGCG-CTTTGATCCCTCAG———
CCAGAGTGCTAACATCCTCTGAGGCAAAGGATTTCATGGCTGGAGTCGATCATGATGGAGATGGGAAAATTGGAGTTGAA
>Xenopus_laevis_PARV_NC_030741_-_L0OC108703150_CDS
TGATATAGCTGCTGCTATGAGGGAGTGCCAAG
CTCCTGACACTTTCAG—-TTACAAGAAATTCTTC———————
AAGACCTGTGGTCTAACTAAAAAGTCACCTAACGAAATGAAACAAGTTTTTGGAGTGATGGATAATGATGAGAGTGGCTATGTTGAA
GAACACGAACTTAA——— GTTTTTTCTTCAGCG-TTTTGATTCTTCAG————~
CCAGAGTGCTAACATCCTCTGAGACAAAAGATTTCATGGCTGGAGCCGATCATGATGGAGATGGGAAAATTGGATTTGAA
>Xenopus_laevis PARV thymic CPV3 like NC 030740 — LOC108701585 CDS
TGATATAGCTGCTGCCCTGAGGGAGTGCCAAG
CTCCTGATACTTTCAA——TTACAAGAAATTCTTC———
AAGACCTGTGGTATAACTAAAAAGACACCTAATGAAGTCAAACAAGTTTTCGGTGTAATGGATAATGACGAGAGTGGCTACGTTGAA
GAAGACGAACTTAG—- GTTTTTTCTTCAACG-ATTTGATCCCTCTG————
CCAGAGTGCTAACATCCTCTGAGACTAAGGATTTCATGGCTGGAGCTGATCATGATGGAGATGGGAAAATTGGAGTTGAT
>Homo_sapiens OCM_NC 000007 - OCM2_CDS

TGACATTGCAGCAGCGCTCCAGGAATGCCAAG
ACCCAGACACTTTTGA———ACCCCAAAAATTCTTC————————
CAGACGTCAGGCCTCTCCAAGATGTCAGCCAGTCAGGTGAAGGATGTTTTCCGGTTCATAGACAACGACCAGAGCGGGTATCTGGAT
GAAGAAGAGCTTAA————- GTTTTTCCTCCAGAA-GTTTGAGAGTGGTG——————
CCAGAGAACTGACCGAGTCAGAAACCAAGTCCTTGATGGCTGCGGCGGATAATGATGGAGATGGGAAAATTGGAGCAGAG

>Homo sapiens OCM _NC 000007 - OCM_CDS

CGACATTGCAGCAGCGCTCCAGGAATGCCGAG
ACCCAGACACTTTTGA——ACCCCAAAAATTCTTC—————
CAGACATCAGGCCTCTCCAAGATGTCAGCCAATCAGGTGAAGGATGTTTTCCGGTTCATAGACAACGACCAGAGCGGGTACCTGGAT
GAAGAAGAGCTTAA———- GTTTTTCCTCCAGAA-GTTTGAGAGTGGTG————
CCAGAGAACTGACCGAGTCAGAAACCAAGTCCTTGATGGCTGCGGCGGATAATGATGGAGATGGGAAAATTGGAGCAGAG
>Mus_musculus_ OCM_NC 000071 - Ocm_CDS

TGACATTGCAGCGGCCCTGCAGGAATGCCAAG
ACCCAGACACCTTTGA———ACCACAAAAGTTCTTC———————
CAGACATCGGGCCTCTCCAAGATGTCTGCCAGCCAATTGAAGGATATCTTCCAGTTCATAGACAACGACCAGAGTGGATACCTGGAT
GAAGATGAGCTCAA————- GTATTTCCTACAGAG-GTTCCAGAGCGACG—————-—
CTAGAGAACTGACCGAGTCAGAGACCAAGTCCTTGATGGATGCAGCGGACAACGATGGAGATGGGAAGATTGGGGCTGAT
>Callorhinchus milii_PARV_thymic_like NW_006890083 — L0C103178700
TGACATTAGCAACGCCATTAAAGAATGCCAGG
CACTTGAATCCTTCGA———TTTCAAGAAATTCTTT———-
CAGACTTCTGGTCTATCTCGAAAGTCTGCAGACGAAATCAAAAATGTTTTCCTGGCCATGGACGATGACGACAGTGGCTACATAGAA
CTGGACGAGTTGAA———— GTTCTTCCTGCAGAG-GTTCTCTCCAATTG—————
CTAGGGTGCTGACTGAGGCTGAGACTGAGGCATTCCTTAAAGCTGCAGACACCGATGGTGATGAGAGGATTGGCACTCAG
>Callorhinchus_milii_OCM_2_NW_006890083

AGACATCGCCTCTGCTGTGTCCCAGTGCTCTG
CCGTCAATTCTTTCTG——CCACAAGAAATTTTTC———————
ACAACCTGTGGTCTCTCCAAGAAGAGTGAGACTGATGTCAAAAAGGTTTTCAAGGTGCTTGATCAAGATCAAAGTGGGTACATTGAG
GATGCTGAGCTCAA————- GCTGTTCCTCCAGAG-CTTCTCCACAGGTG—————-
CCAGAGAACTGACTGAAGCTGAGACCGCAGCTTTCCTGAAAGCTGGAGATGAAGATGGTGATGGCATGATTGGAGCTGAT




>Callorhinchus_milii_ PARV_thymic_like NW_006890083_— LOC103178699
TGACATCGATTCTGCTATCTCGCAATTTAGTG
CTCCTGATTCACTCAA——CTTGAAGAAGTTTTTT-———————
GAGGCATCTGGTCTCTCCAGGAAATCTGCAGACGAGGTGGCAAAGGTCTTCGAGATAATGGACCAGGATAACAATGGCTTCATCGAG
AAGGAGGAGATCAA————— GAAGTTCCTTCAGTT-TTTCTCCTCTCGTG—————
CCAGAACACTGACCGAAGCTGAGATCCAGATTTTTATTGCAGCCGGAGACAAGGACAGCGATGGCAAAATTGGGATAACT
>Callorhinchus milii PARV thymic like NW 006890324 — L0C103189414
CGATGTGGCTGCTGCTTTAGCCCAGTGCAAGG
CCGCAGACTCCTTCAG——CTTCAAGCAGTTCTGT——————
GCAACGTCCGGTTTGGCGAAGAAATCTTCCGATACAGTCAACAAAATCTTTAACATCATTGACGAAGATGGCAGTGGTTACATCGAG
GCCAAGGAGCTCAA—————— GTTCTTCCTTCAGAA-TTTCTCCTCCGACG—————
CCAGGGAGCTGGGCGACTCCGAGATCAAGACTGTCCTCTCGGCCATGGGCATGAGCGACGATGGGAAAATGAATGCCACC
>Paramormyrops_kingsleyae PARV beta like NW 019713787 — LOC111856009 CDS

TCATCCAATCATTCGGC—ACGCATGGAGTCCTGGGTGTTGGC—
AAGCAGGCAGGCCTGTCTAACAGGTCATGCGCAGATGGACGGAGTGTCTCCTCAGTGCTGGAGCAGGGCTGCAGTGGCTTCACCCAG
GCGGAGGAACTTAAGTGCAGGCTTTTTCTGCAGAG-CTTCTCGTCTGGGG————=
CCAGAAAGCTCACTGAGGCTGATACCAAAGATCTTCTCCGCACTGGGGACCAAGACGGTGACAGCAAGATAGGAATGGAA
>Anguilla anguilla NC 049202 - LO0C118221233 CDS_very_ las 5tht
GGACATCGACCGCATTCCGCGCGAGATGAGAA

TGCAAGGGAACTTCAA—
CTACTCAAAGTTCTTTGAATACATGCGGCAATACAAGACCTCAGATCAGCAAGAGGAAGTCATCAAGAAAGCCTTCCAGGTCTTGGA
CAAAGATGGCAGTGGATACATCGAGTGGAATGAGATCAA——~ GTATATCCTGTCCAC—

CGTCCCGAGCTCAGTGCCCATTGTTCCCCTGTCTGATGAGGAGGCGGAGGCAGTTATACAGGCGGCTGACGCTGACGGGGATGGGAG
GATCGATTTCAGA

>Lepisosteus NC 023188 - 1.0C102691822 calmoparv_ EF

GGATATCAACCGCATGCCCAGAGAAATGAGGC

TCCAAGGAAACTTTAA——
CTACAGTAAGTTCTTTGAGTACATGCAACAATTTACGACATCAGAGCAGCAGGAGGAATCTATCAAGAAGGCCTTTAAGATGCTGGA
CAAAGACAACAGTGGCTACATTGAATGGAATGAGATCAA———- GTACATCCTGTCGAC—

AGTGCCCAGCTCCATGCCCGTGATGCCCCTGTCAGATGAGGAGGCTGAGGCCATGCTACAGGCTGCAGATGTGGATGGCGATGGGAG
GATTGATTTCAGA

>Paramormyrops NW 019712221 LOC111846579 calmodulin parv
GGACATCGAGCGCATTCCCAGGGAGATGCGGC

TGCAAGGGAACTTCAA—
CTACAGCTTATTCTTGGAGTACATGCGACAGTTCAAGACCTCGGAGGAGAAGGAAGAGATGATCGGGAAGGCCTTCCGCACGCTGGA
CAAAGATGGCAGCGGCTACATCGAGTGGAACGAGATCAA———~ GTACATCCTGTCCAC—

CATTCCCAGCTCGGTACCCTTGGCGCCGCTGTCGGACGATGAGGCAGAAGCGATAATGCAGGCCGCAGACGTCGATGGCGATGGCCG
AATCAACTTCAAG

>Sparus_aurata NC 044206 4th afterbreak pvalef calmo

GGATATCGACCACATGCCTCCGGGGATGACAT
CACAGGGAATCTTCCA——
CTACAGCCGGTTTCTGGAGTACATGAGGCAGTTCAAGACCTCCGAGCAGCGAGAGGAGGCCATCAAGAAGGCCTTCGTGATGCTCGA
CAAAGATGCCAGCGGCTACATAGAGTGGAATGAAATCAA—————— ATACATTCTGTCAAC-




TGTGCCAACTGCAACCCCATCAGCTCCCCTCTCCGATGAGGAGGTGGAGGCCATGATCCAGGCTGTTGACACTGACGGAGACGGACG
CATCAGCTATAGA

>Homo_sapeins PARV_NC 000017 - PVALEF CDS

GGACATTGAGCTGCTGCCCACAGACATGAGAC

ACCACGGGTCCTTCAA——
CTACCTCAAGTTCTTCAAGCACATCCGCAAGCTCCACGCCTCGGGCCAGCTGGACGACGCCATCCACACGGCCTTCCAGTCCCTGGA
CAAGGACAAGAGTGGCTTCATTGAGTGGAACGAGATCAA—— GTACATCCTGTCCAT—

CATCCCCAGCAGCGGGCCCACCACCCCGCTGACAGACGAGGAGGCCGAGGCCATGATCCAGGCGGCAGACACACACGGGGACGGGAG
GATCAACTACGAA

>Petromyzon marinus NC 046071 LOC116954295

CGCTAATTTCGACGCAATTGACGTGGACGACG

ACGGCTTCATTTCGTTTAACGAATACCGGGACTTCTTG———————~ GAAATGAACGGT—————
————————————— GTGGATCAAGACTGCAGCAGTGTGGACACAAACAAAGATGGCAAGATCTCTTTCGAAGAGTTC—————
TCTGAATTCTACAAGA AGGACTCTGAC
AAGCAGAAGGAGAAACTGAAGCTGAAAAAGT ———- GA

>Petromyzon marinus NC 046071 LOC116954385
CGCTAATTTCGACGCAATTGACGTGGACGACG

ACGGCTTCATTTCGTTTAACGAATACCGGGACTTCTTG——————— GAAATGAACGGT————
————————————— GTGGATCAAGACTGCAGCAGTGTGGACACAAACAAAGATGGCAAGATCTCTTTCGAAGAGTTC—————
TCTGAATTCTACAAGA AGGACTCTGAC
AAGCAGAAGGAGAAGCTGAAGCTGAAAAAGT —————~ GA

>Petromyzon marinus NC 046071 LOC116954337
CGCTAATTTCGACGCAATTGACGTGGACGATG

ACGGCTTCATTTCGTTTAACGAATACCGGGACTTCTTG—————~ GAAATGAACGGT————
————————————— GTGGATCAAGACTGCAGCAGTGTGGACACAAACAAAGATGGCAAGATCTCTTTCGAAGAGTTC—————
TCTGAATTCTACAAGA AGGACTCTGAC
AAGCAGAAGGAGAAGCTGAAGCTGAAAAAGT ———- GA

>Petromyzon marinus NC 046071 LOC116954369
CGCTAATTTCGACGCAATTGACGTGGACGATG

ACGGCTTCATTTCGTTTAACGAATACCGGGACTTCTTG——————— GAAATGAACGGT———
————————————— GTGGATCAAGACTGCAGCAGTGTGGACACAAACAAAGATGGCAAGATCTCTTTCGAAGAGTTC————
TCTGATTTCTACAAGA AGGACTCTGAC
AAGCAGAAGGAGAAGCTGAAGCTGAAAAAGT—————~ GA

>Petromyzon marinus NC 046071 LOC116954311
CGCTAATTTCGACGCAATTGACGTGGACGACG

ACGGCTTCATTTCGTTTAACGACTACCGGGACTTCTTG————————~ GAAATGAACGGT—————
————————————— GTGGATCAAGACTGCAGCAGTGTGGACACAAACAAAGATGGCAAGATCTCTTTCGAAGAGTTC—————
TCTGATTTCTACAAGA AGGACTCTGAC
AAGCAGAAGGAGAAGCTGAAGCTGAAAAAGT —————- GA

>Petromyzon marinus NC 046071 LOC116954353
CGCCATTTTCGACGCAATTGACTTGGACAACG
ACGGCTTCATTTCGTTTAACGACTACCAGGACTTCTTG——————— GAAATGAACGGT————




TCTGATTTCTACAAGA AGGACTCTGAC
AAGCAGAAGGAGAAGCTGAAGCTGAAAAAGT—————~ GA




