
Wellek’s R program

bi1st <- function(alpha,n,P1,P2) {

K <- trunc(n/2)

indiP1K <- 0

indiS6 <- 0

if (2*K >= n && P2 == (1-P1))

{ P1K <- pbinom(K,n,P1) - pbinom(K-1,n,P1)

if (P1K >= alpha)

{ C1 <- K

C2 <- K

gam1 <- alpha/P1K

gam2 <- gam1

POWNONRD <- 0

POK <- pbinom(K,n,.5) - pbinom(K-1,n,.5)

POW <- gam1 * POK

indiP1K <- 1 } }

if (indiP1K != 1)

{

P0 <- (P1+P2) / 2

K1 <- max(trunc(n*P1),1)

K2 <- max(trunc(n*P0)-2,K1-1)

repeat

{

FBINP1C1 <- pbinom(K1-1,n,P1)

alpha1 <- 0

FBINP2C1 <- pbinom(K1-1,n,P2)

alpha2 <- 0

while(max(alpha1,alpha2) <= alpha)

{ alpha1 <- pbinom(K2,n,P1) - FBINP1C1

alpha2 <- pbinom(K2,n,P2) - FBINP2C1

K2 <- K2 + 1 }
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K2 <- K2 - 2

if(K2 < K1)

{ INCL <- 1

INCR <- 1 } else

{ K1 <- K1 + 1

INCL <- 0

INCR <- 1 }

repeat

{

alpha1 <- pbinom(K2,n,P1) - pbinom(K1-1,n,P1)

alpha2 <- pbinom(K2,n,P2) - pbinom(K1-1,n,P2)

delalph1 <- alpha - alpha1

delalph2 <- alpha - alpha2

b11 <- pbinom(K1-1,n,P1) - pbinom(max(K1-2,0),n,P1) * sign(1+sign(K1-2))

b12 <- pbinom(K2+1,n,P1) - pbinom(K2,n,P1)

b21 <- pbinom(K1-1,n,P2) - pbinom(max(K1-2,0),n,P2) * sign(1+sign(K1-2))

b22 <- pbinom(K2+1,n,P2) - pbinom(K2,n,P2)

gam1 <- (b22*delalph1 - b12*delalph2) / (b11*b22 - b12*b21)

gam2 <- (b11*delalph2 - b21*delalph1) / (b11*b22 - b12*b21)

if ((min(gam1,gam2)<0 || max(gam1,gam2) >= 1) && INCL == 0 && INCR == 1)

{ K1 <- K1 - 1

K2 <- K2 - 1

INCL <- 1

INCR <- 0 } else

if ((min(gam1,gam2)<0 || max(gam1,gam2) >= 1) && INCL == 1 && INCR == 0)

{ K2 <- K2 +1

INCL <- 1

INCR <- 1 } else

if ((min(gam1,gam2)<0 || max(gam1,gam2) >= 1) && INCL == 1 && INCR == 1)

{ K1 <- K1 +1

break } else

{ indiS6 <- 1

break } }

if (indiS6 == 1)

break }
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C1 <- K1 - 1

C2 <- K2 + 1

fbinpoc1 <- pbinom(C1,n,P0)

BO1 <- fbinpoc1 - pbinom(max(C1-1,0),n,P0) * sign(1+sign(C1-1))

fbinpok2 <- pbinom(K2,n,P0)

BO2 <- pbinom(C2,n,P0) - fbinpok2

POWNONRD <- fbinpok2 - fbinpoc1

POW <- gam1*BO1 + POWNONRD + gam2*BO2

if (C1 == C2) POW <- POW/2 }

cat(" alpha =",alpha," n =",n," P1 =",P1," P2 =",P2," C1 =",C1,

" C2 =",C2,"\n","gam1 =",gam1," gam2 =",gam2," POWNONRD =",POWNONRD,

" POW =",POW) }

Try the EQUIVNONINF package in your browser

library(EQUIVNONINF)

help(bi1st)

Any scripts or data that you put into this service are public.
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