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Figure S1. sSRANKL serum levels are associated with features of diabetes and
metabolic dysfunction. Correlation analyses of SRANKL serum levels with
features of metabolic dysregulation (Blood glucose, HbAlc, BMI, Cholesterol) as
well as adipokines (Leptin, Leptin receptor, Adiponectin) and growth factors
(Ghrelin, STH). All data are shown as available. * p < 0.05; ** p < 0.005.



