
Table S1 Information of microsatellite (i.e. simple sequence repeats, SSR) primers of Ceratophyllum demersum 

Locus Primer sequences (5′–3′) Repeat 

motif 

Allele 

size (bp) 

Ta 

(°C) 

Na* 

CdL024 F: ACCGTTCCAAAGACACCAAC 

R: TCCTTAATTCATTCGCATTCC 

(TG)23 141–149 60 5 

CdL034 F: GTCGGTTTGTCCGTAAGCAT 

R: TCTCCAAAGAATCGGCACTC 

(CT)15 277–299 60 5 

CdL041 F: TATGCAAAGGAACCAAGGGT 

R: TGGTGTAGCGAAACTGTGGT 

(AT)20 164–183 60 4 

CdL042 F: TCCCTAATTTTCTTCATCTTTT 

R: CAGCAGATATTGAAATTGGCA 

(AT)13 121–135 60 5 

CdL060 F: CCTTTGGTTGCTTGTGTCTG 

R: CTCTACCCGCAAACAACGAC 

(TTC)19 162–234 60 5 

CdL070 F: GACGTTGCAACTCCAACTCA 

R: CACTGTTAGCGTTGTGCAGG 

(TC)8 206–218 60 5 

CdL077 F: TTTTTGAGATTAAAAAGGGCA 

R: GCATGGATTTATTTAAAGATCT 

(AT)7 273–290 60 4 

CdL087 F: CCAATTTGATTTCCATTTCGAT 

R: GGGGGAAAATGTGAGACAAA 

(AT)14 227–237 60 5 

CdL093 F: CAAACAGGTATGGACAAAAC 

R: CACCAGCAATACGAAGCTGA 

(TC)14 186–266 60 6 

Na, number of different alleles; Ta, annealing temperature. *Na is calculated based on 187 

individuals of C. demersum used in this study. 

 


