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Figure S1. Chromosome dynamics  in prophase  I of E.  tancrei  sterile F10 hybrid  (A‐L). Axial and  lateral 

elements of the SCs were identified using the anti‐SYCP3 antibody (green); kinetochores were detected 

by means of the anti‐CREST antibody (white) (exept for A and H); XX – male sex bivalent. Tr – SC trivalent. 

A – autosomal bivalent. The yellow arrow indicates the asynaptic regions of SC trivalent (F, G, H). A similar 

set of microphotos (with γH2AFX) is shown in the Figure 5. Scale bar (A) = 5 µm 

   



Table S1. Meiotic data in E. tancrei and hybrids 

 

1 2 3 4 5 6 7 8 9 10 11 12

Mole voles
Total number of
pachytene 
nuclei

Number of cells
with moved XX to
the periphery of the
nucleus, M±SD, % (n 
nuclei)

Open ХХ bivalents,
M±SD, % (n  nuclei)

Open trivalent
Tr(2.18), M±SD, % (n 
nuclei)

Open trivalent Tr(4.12),
M±SD, % (n  nuclei)

Open tetravalent
Tetra 95/5.9/9.13/130,
M±SD, % (n  nuclei)

Number of nuclei
with associations of
XX and SC trivalents/ 
SC tetravalent,
M±SD, % (n  nuclei)

Number of nuclei
with associations of
SC trivalents and
autosomes, M±SD, % 
(n  nuclei)

Number of nuclei
with associations of
SC tetravalent and
autosomes, M±SD, % 
(n  nuclei)

Number of nuclei with
associations of SC
trivalents each other
and/or with SC
tetravalent, M±SD, % (n 
nuclei)

Number of nuclei
with associations of 
XX and autosomes,
M±SD, % (n  nuclei)

Average number of
MLH1 foci per
nucleus, M±SD (n 
nuclei)

a E. tancrei , ♂,  2n=54, NF=56 (N=2)*
132

0.72±0.07,      
72.44% (n=132)

0.11±0.07,        
10.92% (n=132)

– – – – – – – 0.01±0.005,      
1.65% (n=132)

23.1±3.1                   
(n=99)

b Hybrid F1 E. tancrei  X  E. tancrei , ♂, 

2n=50, NF=56  (N=3)
87

0.51±0.13,      
51.64% (n=86)

0.39±0.07,        
39.53% (n=87)

0.89±0.06,          
89.4% (n=86)

0.76±0.12,            
76.13% (n=87)

100% (n=87) 0.24±0.09,       
23.67% (n=86)

0.006±0.01,       
0.68% (n=86)

0% (n =87) 0.27±0.12,              
26.94% (n=86)

0.02±0.03,        
2.24% (n=86)

21.66±3.7                
(n=100)

c Hybrid F10 E. tancrei X E. tancrei , 

fertile, ♂, 2n=50, NF=56  (N=1)
87

0.62±0.22,      
61.97% (n=83)

0.49±0.2,          
49.02% (n=80)

0.20±0.07,         
19.79% (n=87)

0.10±0.12,              
9.96% (n=85)

– 0.05±0.04,         
4.73% (n=87)

0.06±0.10,         
6.05% (n=87)

– 0.05±0.07,                
4.86% (n=86)

0.02±0.04,        
2.79% (n=86)

not calculated

d Hybrid F10 E. tancrei X E. tancrei , 

sterile, ♂, 2n=49, NF=56  (N=1)
151

0.58±0.13,      
58.38% (n=149)

0.48±0.05,          
47.9% (n=151)

– 0.18±0.05,           
17.85% (n=151)

– 0.11±0.18,       
11.09% (n=150)

0.05±0.01,         
5.41% (n=150)

– – 0.06±0.02,        
6.74%  (n=150)

21.62±5.7, 6.74%

(n=150)
a/b, a/d b/c b/c, b/d, b/c b/d b/c a/d a/b, a/c

a/b, a/c, a/d, b/c, b/d,
d/d

a/c, b/c, b/d, c/d c/d b/d, c/d b/c, c/d a/b, a/c, b/c, b/d, d/d b/d

* data from Matveevsky et al., 2020 Comments

Significant        (P < 0.05)

Not significant


