
 

 

Figure S1. 50% Majority-rule consensus Bayesian phylogenetic tree based on ITS region. 

Bayesian posterior probability values and Maximum likelihood bootstrap values (BPP/ML BS) 

are provided above branches. Asterisk (*) indicates ML BS values < 50%. The species sampled in 

this study are in red color and provided with their voucher specimen number in the bracket after 

the species name. 


