Table S1. Population structure group of accession based on Inferred ancestry values.

G. No. Genotypes Inferred ancestry Structure group
Q1 Q2 Q3
RG1 IRG1 0.004 0.301 0.695 AD
RG2 DRR44 0.004 0.695 0.3 AD
RG3 IR18A2044 0.006 0.362 0.631 AD
RG4 IR17A2832 0.025 0.704 0.272 AD
RGS5 IR18T1172 0.02 0.595 0.386 AD
RG6 BPT5204 0.01 0.964 0.026 SG2
RG7 IR15F1710 0.004 0.607 0.389 AD
RGS8 IR18A1231 0.006 0.981 0.012 SG2
RGY9 IR18A2011 0.028 0.887 0.085 SG2
RG10 IR17A3040 0.053 0.917 0.03 SG2
RG11 IR18T1340 0.003 0.993 0.003 SG2
RG12 IR17A3075 0.004 0.986 0.011 SG2
RG13 IR17A3101 0.005 0.991 0.004 SG2
RG14 IR18A1269 0.003 0.992 0.006 SG2
RG15 IR17A3046 0.015 0.975 0.01 SG2
RGl16 IR17A3050 0.005 0.99 0.005 SG2
RG17 IR18A1126 0.002 0.994 0.003 SG2
RG18 IR18A2139 0.003 0.995 0.002 SG2
RG19 IR117677-31 0.015 0.978 0.006 SG2
RG20 IR18A1558 0.004 0.974 0.021 SG2
RG21 IR18L1171 0.003 0.995 0.003 SG2
RG22 IR18A1768 0.014 0.865 0.122 SG2
RG23 IR16F1021 0.008 0.988 0.003 SG2
RG24 IR17A3036 0.015 0.977 0.007 SG2
RG25 IR15F1754 0.114 0.867 0.019 SG2
RG26 IR17A2942 0.031 0.964 0.005 SG2
RG27 IR18A1876 0.007 0.985 0.008 SG2
RG28 IR18A1607 0.006 0.986 0.008 SG2
RG29 IR18A2066 0.006 0.975 0.019 SG2
RG30 IR18A1726 0.027 0.927 0.046 SG2
RG31 IR18A1440 0.023 0.969 0.008 SG2
RG32 IR18A1715 0.168 0.805 0.027 SG2
RG33 IRRI154 0.018 0.964 0.018 SG2
RG34 1IR42 0.044 0.95 0.006 SG2
RG35 IR18A1051 0.024 0.915 0.061 SG2
RG36 IR17A2906 0.119 0.835 0.046 SG2
RG37 IR17A3038 0.096 0.837 0.068 SG2
RG38 IR17A3019 0.089 0.896 0.016 SG2
RG39 IR18A2022 0.165 0.634 0.2 AD
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