Supplementary Information

Peptide Analysis Data Sheet

Peptide Name : pepl
Peptide Lot Number : 15-41701

Sequence : G-R-A-L-A-R-G

Ordered by 3 A9

Quantity Ordered : 1 mg Quantity Delivered : 1.

HPLC Analysis

Instrument : SHIMADZU Prominence HPLC
Flow Rate : 1.0ml / min
Gradient 3%-10% B in 2 min

10%-40% B in 10 min

40%-60% B in 1 min

60%-3% B in 4 min

A;0.1%TFA water, B;0.1%TFA acetonitrile

Column : Shiseido capcell pak C18 Column (4.6 * 50mm)
Column temperature : room temperature
Detection : 220nm
Purity : 97%

Mass Analysis
Instrument : HP 1100 series LC/MSD

MS Expected : 699.41
MS Found H 699
Solubility

Soluble in water (10mg/ml)

Comment
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Shimadzu CLASS-VP V6.14 SP1
Page 1 of 1

Method Name: D:\Anal-1 Data & Method\Methods\ss510.met
Data Name: D:\Anal-1 Data & Method\Data\2015\p41701-11

User: System
Acquired:  2015-05-20 2§ 2:15:55
Printed: 2015-05-20 2 % 2:30:03

Area % Report
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Detector A - 1 (220nm)
Pk # Retention Time Area Area % Height Height %
1 5.500 50702 1.664 8657 2.767
2 5.775 15196 0.499 2055 0.657
3 6.000 2981597 97.838 302201 96.577
Totals
3047495 100.000 312913 100.000




Spectrum Deconvolution
Data File C:\HPCHEM\1\DATA\2015\0520KH-E.D

Injection Date : 5/20/2015 4:04:36 PM

Sample Name £ Location : FIA
Acq. Operator

Acqg. Instrument : Instrument 1 Inj Volume : 7 ul
Acqg. Method : C:\HPCHEM\ 1\METHODS\DIRECT.M

Last changed : 5/20/2015 4:03:13 PM

(modified after loading)
Analysis Method : C:\HPCHEM\1\METHODS\DIRECT.M
Last changed : 5/20/2015 4:16:34 PM
(modified after loading)
Flow Injections
Inj. InjTime Location FIA Sample Name Fragmentor

[min] vl
e e ] B S E ] EESERERECRY
1 0.000 Vial 21 p41704-11 50
2 1.104 Vial 22 pPp20101-21 80
3  2.118 Vvial 23 p41707-11 50
4 3.134 vial 24 p41701-11 50
S 4.147 vial 25 p41501-11 100
6 5.161 Vvial 25 p41601-11 120
7 6.175 Vial 25 d37301-11 150

Deconvolution Parameters

Adduct Ion(Positive): +H, 1.0079 Da
Adduct Ion(Negative): -H, -1.0079 Da

Low MW: 300
High MW: 1500
Maximum Charge: 50
Minimum Peaks in Set: 3
Retain Residual: No
Ion PWHH: 0.6 Da
MW Agreement : 0.05 &
Noise Cutoff: 1000 counts
Abundance Cutoff: 10 &
MW Assign: Curve fit
MW Assign Cutoff: 40 &
Envelope Cutoff: 50 %
Deconvolution of Spectrum # 1@ 3.472 min
*MSD1 SPC, time=3 472 of 2015\0520KH-ED APLES, Po: Components
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200000 ' z
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Component Molecular Absolute Relative
Weight Abundance  Abundance
A 699.38 546431 100.00
w#* End of Report #*##
Instrument 1 5/20/2015 4:16:34 PM Page 1 of 1

Figure S1.: Adhesive Pep 1 (GRALARG) Analysis Data Sheet.



Sequence

Peptide Analysis Data Sheet

Peptide Name : pep4
Peptide Lot Number : 15-41704

t A-K-P-T-¥Y-K

Ordered by A A ¥

Quantity

Ordered : 1 mg Quantity Delivered : 1.0

HPLC Analysis

Instrument : SHIMADZU Prominence HPLC
Flow Rate : 1.0ml / min
Gradient 3%-10% B in 2 min

10%-40% B in 10 min

40%-60% B in 1 min

60%-3% B in 4 min

A;0.1%TFA water, B;0.1%TFA acetonitrile

Column : Shiseido capcell pak C18 Column (4.6 * 50mm)
Column temperature : room temperature
Detection : 220nm
Purity : 96%

Mass Analysis

Instrument : HP 1100 series LC/MSD

MS Expected : 706.40
MS Found H 706
Solubility

Comment

Soluble in water (10mg/ml)

t Crystal form O|7| Uj20| captil MEZFol 20 U8 F+ USULCl.
centrifuge ¥, cap 7H&8l0o] AMEHSIA|Z|E vlZLICEH,
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Shimadzu CLASS-VP V6.14 SP1 Area % Report
Page 1 of 1

Method Name: D:\Anal-2 Data & Method\Methods\ssS10.met
Data Name: D:\Anal-2 Data & Method\data\2015\p41704-11-ss510
User: System

Acquired:  2015-05-20 2§ 12:32:07

Printed: 2015-05-20 2. 1:13:59
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Detector A - 1 (220nm)
Pk # Retention Time Area Area % Height Height %
1 4.517 19631 0.291 3402 0478
2 5.042 53132 0.786 5779 0812
3 5.308 175554 2,598 27604 3.880
4 5.633 6508160 96.325 674701 94 830

Totals

6756477 100.000 711486 100.000




Spectrum Deconvolution
Data File C:\HPCHEM\1\DATA\2015\0520KH-E.D

Injection Date : 5/20/2015 4:04:36 PM

Sample Name H Location : FIA
Acg. Operator

Acq. Instrument : Instrument 1 Inj Volume : 7 pl
Acg. Method : C:\HPCHEM\1\METHODS\DIRECT.M

Last changed : 5/20/2015 4:03:13 PM

(modified after loading)
Analysis Method : C:\HPCHEM\1\METHODS\DIRECT.M
Last changed : 5/20/2015 4:14:57 PM

(modified after loading)
Flow Injections

Inj. InjTime Location FIA Sample Name Fragmentor
[min] vl
o st [asistinins et |mmim e |
1 0.000 vial 21 p41704-11 50
2 1.104  Vvial 22 pp20101-21 80
3 2.118 vial 23 p41707-11 50
4 3.134 vial 24 p41701-11 50
5 4.147 vial 25 p41501-11 100
6 5.161 vial 25 p41601-11 120
7 €.175 vial 25 d37301-11 150

Adduct Ion(Positive): +H, 1.0079 Da

Adduct Ion(Negative): -H, -1.0072 Da
Low MW: 300
High MW: 1500
Maximum Charge: 50
Minimum Peaks in Set: 3
Retain Residual: No
lon PWHH: 0.6 Da
MW Agreement: 0.05 %
Noise Cutoff: 1000 counts
Abundance Cutoff: 10 %
MW Assign: Curve fit
MW Assign Cutoff: 40 %
Envelope Cutoff: 50 %
Deconvolution of Spectrum # 1@ 0.385 min )
*MSD1 SPC, time=0.385 of 2015\0520KH-E.D  API-ES, Pot  |7pp000  Components 8
: 3 ~
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Component Molecular Absoclute Relative
Weight Abundance Abundance
A 706.36 680009 100.00
*** End of Report **=*
Instrument 1 5/20/2015 4:14:58 PM Page 1 of 1

Figure S2. Adhesive Pep 2 (AKPTYK) Analysis Data Sheet.



224

Peptide Analysis Data Sheet

PEPTEon
Orderd by 4 Ef &
Peptide Name Pep11 Normal Peptide Lot. No. 24-61101
Sequence AYDPGYK
Quantity Ordered 10 mg Quantity Delivered 10 mg
Purity 97%
Molecular Weight 812.37 (Calculated) MS Found 812
Solubility DW (10mg/mil) Appearance White powder

HPLC Analysis

Mass Analysis

Storage

Peptide 1mg0| DW(10mg/ml) =& SsUASLICh

Instrument : SHIMADZU Prominence HPLC System
Column : Shiseido capcell pak C18, 5um, 120 A Column (4.6 * S50mm)

Detection : 220nm Column Temp. : Room temperature
Flow Rate : 1.0ml / min Gradient  3%-10% B in 2 min
Eluent : A;0.1%TFA water, B;0.1%TFA acetonitrile 10%-40% B in 10 min

40%-60% B in 1 min
60%-3% B in 4 min

Instrument : SHIMADZU LCMS-2020 System

Research Use Only
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Shimadzu CLASS-VP V6.14 SP1

Page 1 of 1

Method Name: D:\Anal-1 Data & Method\Methods\s500.met
Data Name: D:\Anal-1 Data & Method\Data\2024\p61101-s

User: System

Acquired:  2024-10-22 27 11:58:52
Printed: 2024-10-22 © % 12:23:41

_[).-.-lr:u;-‘n. A -1 (2200m)
pE1101-s

1 Retention Time

Area % Report
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Detector A - 1 (220nm)
Pk # Retention Time Area Area % Height Height %
1 6.467 12357 0.351 3307 0.755
2 6.575 58820 1.669 10205 2,328
3 6.758 3453171 97.980 424774 96.917
Totals
3524348 100.000 438286 100.000




=== PEPTRON MS Data Report ===

Sample Information

Date Acquired :2024-10-22 23 11:51:55
Vial# :
Injection Volume 47
Method File PP-1500-RF40-R20.lcm
Data File p61101-2.lcd
Date Processed 1 2024-10-22 23 11:53:14
Processed by System Administrator
Intensity R No:1
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No. | Name I R_Mass
1 p6l1101 812.48
MS Spectrum

Ling#:1 R.Time:0.583(Scan#:36)
MassPeaks:4
Spectrum Mode:Single 0.583(36) Base Peak:407(1626979)
BG Mode:None Segment | - Event 2
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Figure S3. Adhesive Pep 3 (AYDPGYK) Analysis Data Sheet.



