Table S5. Microbial community composition of the reactor sediment and coupon samples. Relative
abundance (%) of taxa within 16S rRNA. R1, R2: petro-F76 fuel. R3, R4: FT-F76 fuel. R5, R6: mix of petro-
and FT-F76 fuel. R7, R8: no fuel added. The R5sed sample had less than the threshold number of reads
so was not analyzed. Green cells indicates relative abundance of at least 5%.

A. Sediments. Phylum level taxa, with the exception of Alphaproteobacteria and

Gammaproteobacteria (Class level).

Taxon Rilsed R2sed R3sed R4sed R6sed R7sed R8sed

Acetothermia 0.0 0.0 0.0 0.0 0.0 0.2 0.2
Actinobacteriota 4.0 2.8 2.0 3.2 0.4 2.6 0.8
Bacteroidota 3.9 3.4 7.7 2.6 11.3 9.7 7.3
Campylobacterota 10.0 2.8 4.7 2.3 6.9 3.8 1.8
Chloroflexi 0.6 0.9 0.7 3.3 0.7 1.6 2.2
Cyanobacteria 1.0 1.0 1.1 6.8 19.4 1.0 6.0
Deferribacterota 7.5 0.3 0.0 0.0 0.0 0.0 0.0
Desulfobacterota 29.4 45.9 43.3 30.2 21.6 36.7 27.5
Elusimicrobiota 0.0 0.1 0.0 0.0 0.0 1.3 0.0
Firmicutes 11.8 21.5 6.8 7.3 19.9 6.3 10.2
*Alpha Proteobacteria 6.1 12.3 8.1 27.5 6.8 8.7 25.6
* Gamma Proteobacterig 17.4 4.5 14.5 13.4 10.8 14.9 16.2
Spirochaetota 1.9 0.3 1.8 0.2 0.5 5.8 0.1
Synergistota 0.1 0.6 0.1 0.2 0.0 0.0 0.0
Thermotogota 0.3 1.9 0.4 0.3 0.3 0.1 0.1




B.

Sediments. Genus level taxa.

Phylum Class Order Family Genus Rised [R2sed [R3sed Rased [Résed R7sed [R8sed
Acetothermiia Acetothermiia 0.0] 0.0] 0.0] 0.0 0.0] 0.3] 0.2|
Actinomarinales Actinomarinales 16 00 07 11 02 15 04
Actinobacteriota |Actinobacteria Corynebacteriales Dietziaceae Dietzia 0.2] 0.3] 0.1} 0.1] 0.0] 0.0 0.0|
i i i Cellulomonadaceae Actinotalea 00 00 00 0| 00| 0] 0.0
i Ormithini 01 07 01 01 0| 04 0.1]
Micrococcaceae Nesterenkonia 19 08 08 0.4] 02 0.4] 03
Bacteroidota Bacteroidetes BD2-2 Bacteroidetes BD2-2 05 03 15 03 02 31 25
Bacteroidota Prolixibacteraceae Draconibacterium 05 02 01 08 5.9 00| 00
Bacteroidota Prolixibacteraceae Prolixibacteraceae 0.0 02 05 02 19 0.4 0.1
Flavobacteriaceae Lutibacter 0.3] 1.2 15 0.3] 0.4] 0.7] 3.3
Bacteroidota L Lentimicrobiaceae 01 06 25 05| 02| 3.9 13
C: C: C: |Arcobacteraceae 0.9] 0.7] 0.2] 0.3] 0.8 0.4] 0.2|
c c c Arcobacteraceae Halarcobacter 21 05 0.4] 03 09 00| 00
Campylobacterota |C: C: Poseidonibacter 1.8 15 0.5] 13 2.6| 0.5] 0.4
c c c 5.7 03 23 01 2.0 12 12
c c c Sulfurovum 23 00 22 0.6] 11 25 0.2,
Chloroflexi Anaerolineaceae ADurb.Bin120 05 06 02 3.4 00| 0.1 19
Chioroflexi Anaerolineaceae Ornatilinea 0.0 01 01 00| 07 05 0.1
Chloroflexi Anaerolineaceae pelolinea 02| 02 04 00| 00| 03 04
Chioroflexi Chioroflexia Thermomicrobiales 1G30-KF-CM45 1630-KF-CMi45 0.0 07 00 01 00| 00| 00
Cyanobacteria Cyanobacteriia Chloroplast Chloroplast Chloroplast 13| 1.1 1.3 7.5] 211 1.2 6.4
Deferribacterota |Deferri Deferri D Deni 7.6 02 00 00| 0.0 0] 0.0
D D D D D 3.6 7.8 3.9 17.1] 0.9] 11 0.8|
D D D D D 01 03 09 0.4] 2.8 00| 3.9
Desulfobacterota |Desulfobacteria Desulfobacterales D D 0.0] 0.2] 0.0] 0.0 0.0 0.0 0.0|
D D D D D 0.0 00 03 00| 01 07 0.1
D D D D 11 06 03 00| 0. 0] 0.4
D D D Desulfolunaceae Desulfoluna 00 04 00 00| 3.4 00| 00
D D D D D 02| 02 00 00| 0| 0] 0.0)
D D D D D ter 0.2] 0.9] 13.1] 0.2] 0.0 2.2 0.0|
D D D D D ina 08 00 16 01 02 2.6 0.1
D D D D D 0.2 1.7] 1.9] 0.4] 4.1 13 0.0|
D D D Desulfosarcinaceae 5va0081 sediment group 01 01 03 01 05 13 0.1
D D D D eae D 1.3 0.6 23 13 0.1] 2.7 0.0|
D D D Desulfocapsaceae Desulfopila 1.0 12 05 06 02 0.4] 02
D D D Desulfocapsaceae Desulfotalea 0.8] 1.2 0.2] 0.9] 0.6| 0.4] 0.4
D D D Desulfurivibrionaceae MSBL7 34 00 24 02 02| 2.2 056
D D D i D 03| 13 05 01 05| 05| 03]
D D D D D 1.0 3.6 2.5] 11 0.6 1.9 0.5]
D D D D D 04| 27 06 06 03] 03] 0.4
D D D D D 9.0 22.0 11.9] 9.2| 5.2 18.4] 20.5
D D D 02 00 00 00| 01 00| 00
D D D Sva1033 Sval033 1.8 0.0] 0.9] 0.0] 0.2] 0.9] 0.1]
D D D 43 26 2.1 06 13 25 03
@ E Lineage IV Lineage IV Lineage IV 0.0] 0.1} 0.0] 0.0] 0.0] 1.6 0.0
Firmicutes Bacilli Acholeplasmatales 02 02 03 02 19 02 00
Firmicutes Bacilli Bacillales Bacillaceae Bacillaceae 19 33 10 19 16 09 13
Firmicutes Bacilli Bacillales Bacillaceae Bacillus 13 13 04 1.0 05 0.6] 056
Firmicutes Bacilli Caldalkalibacillales i 25 16 13 15 05 0.| 02
Firmicutes Bacilli Erysipelotrichales 02 00 00 00| 00| 00| 00
Firmicutes Bacilli Izemoplasmatales 05 03 03 03 93 0.4 26
Firmicutes Bacilli Izemoplasmatales 1.4 0.7] 13 0.9] 3.8 0.8 3.9
Firmicutes Clostridia Clostridia vadinBB60 group Clostridia vadinBB60 group Clostridia vadinBB60 group 0.0 00 01 00| 00| 03 02
Firmicutes Clostridia Clostridiales Clostridiaceae Clostridium sensu stricto 18 1.0 2.6 0.5] 0.5] 0.2] 0.4] 0.4
Firmicutes Clostridia Eubacteriales Garciellaceae Garciella 21 5.7 1.0 06 13 13 07,
Firmicutes Clostridia Oscillospirales Hungateiclostridiaceae Ercella 0.1} 0.0] 0.0] 0.0 0.0] 0.0] 0.0|
Firmicutes Clostridia i Dethi i D 04 01 00 01 00| 00| 00
Firmicutes Clostridia Peptostreptococcales-Tissierellales  [)TB215 1TB215 02 00 00 00| 05 00| 00
Firmicutes Clostridia Thermincolales Thermincolaceae Thermincola 01 11 01 00| 02 0.1 04
Firmicutes D D D Incertae Sedis |Desulfall 03 13 03 0.1] 0.1] 03] 0.0
i Firmicutes Firmicutes 01 03 00 00| 02 00| 00
Firmicutes Incertae Sedis Thermolithobacterales u u 0.0 07 00 01 00| 0.1 00
Firmicutes Moorellia D D D 0.3] 1.2 0.3] 0.2] 15 0.3] 0.1]
Firmicutes u u u u 01 06 00 02 00| 02 0.1
P teria (SR1) (SR1) (SR1) 0.0] 0.1] 0.0| 0.0| 0.0| 17| 0.0
P c 0.0 01 00 2.1 00| 0.0) 0.0
C: 0.0] 0.1} 0.4] 0.3] 0.5] 0.3] 0.1]
Pani Parvibaculaceae MF105b01 0.0 02 02 13 00| 0.0 0.2
Pani Parvibaculaceae Parvibaculum 01 07 01 01 00| 00| 00
i Rhizobiaceae Cohaesibacter 01 02 02 11 02| 0] 0.1
P Rhodobacteraceae Paracoccus 06 28 06 06 03 00| 04
0.6 2.5] 3.0] 6.6| 17 2.4 3.3
P Rhodobacteraceae Ruegeria 0.0 00 00 00| 00| 02 00
[AEGEAN-169 marine group AEGEAN-169 marine group 0.0] 0.4] 0.0] 0.0] 0.1] 0.0 0.1]
P Magnetospiraceae Magnetovibrio 11 46 24 134 0.4] 25 19.0
Terasakiellaceae | Terasakiella 0.0] 0.1} 0.0] 0.0 0.5] 0.0 0.0|
P Thalassospiraceae Thalassospira 05 01 00 00| 0.1 00| 0.1
i 0.0 05 02 01 0.1 13 07,
U Thalassobaculales Thalassobaculales 0.0 00 01 2.0 00| 0.6 0.4
CH2bs6 CH2bs6 CH2bs6 0.0 00 04 00| 00| 0.1 15
Cl Sedimenticolaceae Candidatus Thiodiazotropha 0.0] 0.2] 0.0] 0.2] 17 0.5] 0.1
P i Thi 1.0 04 06 52 09 05 02
1.9 0.0] 0.0] 0.0] 0.1] 0.0 0.0|
P Shewanellaceae Shewanella 05 02 00 00| 00| 00| 00
Vibrionaceae Vibrio 0.3] 0.2] 0.0] 0.1] 0.2] 0.2] 0.0|
P Incertae Sedis |Unknown Family Unknown Family 05 11 35 38 15 103 109
teria isolil lisoli 0.0 0.3 0.0] 0.0 0.0] 0.0 0.0|
P Halomonadaceae Halomonas 05 04 02 02 00| 03 0.1
i il 3.2 11 15 2.6 11 0.4/ 03
Moraxellaceae Acinetobacter 01 03 18 00| 00| 00| 0.2
P Nitrincolaceae Amphritea 0.2 03 00 06 0.4] 00| 0.1
Nitrincolaceae Marinobacterium 08 00 00 00| 02 00| 00
P Nitrincolaceae Neptunomonas 0.0 00 00 00| 02 00| 00
Nitrincolaceae Nitrincola 0.6 0.1} 0.0] 0.0 0.0 0.0 0.0|
P Woeseiaceae Woeseia 33 00 30 0.4] 12 17 05
|Th Thiotrichaceae | Thiotrichaceae 3.2 0.0] 3.0] 0.2] 1.8 13 0.9|
Spirochaetota i Spirochaetaceae Alkalispirochaeta 05 01 14 00| 00| 1.0 00
i Spirochaetaceae Sediminispirochaeta 0.6 0.2] 0.0] 0.0 0.5] 1.2 0.1]
Spirochaetota pir Spirochaetaceae Spirochaeta 2 1.0 01 06 02 00| 43 0.1
T 03 1.6 04 02 02 0.1 0.1




Coupons. Phylum level taxa, with the exception of Alphaproteobacteria and
Gammaproteobacteria (Class level).

Taxon R1c2 |R1c3|R2c1|R2c2 |R2c3 |R3c1 [R3c2 [R3c3 [R4cl |R4c2 |R4c3 |R5cl |R5c2 |R5c3 [R6c1 [R6c2 [R6c3 [R7c1 |R7c2 |R7c3 |R8c1 |R8c2 [R8c3
Acetothermia 0.0/ 0.0f 0.00 0.0] 0.0f 0.1} 0.2 0.0f 0.0 00f 0.0f 0.0/ 0.2 0.00 0.0] 0.0f 0.00 0.8 0.7/ 0.5] 0.7[ 0.9 0.7
Actinobacteriota 0.7] 1.0{ 4.1] 44| 50 07 10[ 2.7/ 09| 04 05] 11| 3.8 24| 23| 32| 17| 03] 04| 1.0/ 0.5 0.5 0.6
Bacteroidota 0.5| 05 53| 15| 3.4 13| 12| 2.1 03| 04 04| 08| 3.8 1.4) 22| 29/ 22| 18| 1.0/ 0.8] 09 1.2| 1.6
Campylobacterota 7.0 55(14.00 42| 116 1.4] 10{ 13| 2.0} 1.7[ 1.1] 3.6/ 48 3.3] 69| 53 50 13| 16/ 15| 06/ 0.9 0.9
Chloroflexi 0.1] 03[ 0.1) 1.0[ 0.2 09| 04| 06| 74| 65 7.1 04| 08 05] 19| 09 13| 10f 04| 05| 06 0.5 04
Cyanobacteria 09| 10f 0.8 42| 0.7f 04] 07/ 0.7/ 05| 0.1f 0.8 03| 26/ 0.8 45/ 00 2.0/ 01 04| 02| 0.1f 0.4 03
Deferribacterota 1.7( 2.2) 0.0/ 0.2 0.00 0.0f O0.1f 0.0/ 00f 0.0f 0.0]f O.1f 0.2) 0.1 0.0f 0.0f 0.1 0.0f 0.1 0.0f 0.0 0.0 0.0
Desulfobacterota 66.0[ 63.3] 53.8)| 42.2| 41.8| 82.6| 82.7| 76.0( 71.7| 75.4| 76.1| 76.2| 41.7| 64.2| 40.7( 57.7| 50.9] 77.6] 79.4| 81.3| 85.6| 83.5| 84.9
Elusimicrobiota 0.0 00/ 0.0] 0.1 0.0f 0.1 0.0/ 0.0f 0.0f 00/ 0.0 0.0] 02| 01| 0.1 0.0f 0.1f 2.4/ 25 1.3] 0.0] 0.0 0.0
Firmicutes 12.3]1 14.8| 5.8| 242 82 62| 6.7 86| 49| 3.7 3.1] 8.7( 200 14.1] 21.5| 16.0| 23.3| 4.5 4.7 4.0 50 59 43
* Alpha Proteobacteria 3.1 43| 86| 11.9|23.3] 23| 29| 3.1 46/ 54| 47 28)106| 52| 7.0 46| 55 16/ 15 28] 25| 24| 2.4
* Gamma Proteobacteria | 5.8 4.8 6.8| 3.2| 4.2| 3.0/ 18| 28| 69) 56| 4.8/ 48| 50| 56| 9.1 7.0 49 52| 49| 40| 23| 22| 28
Spirochaetota 0.3 02| 0.1) 0.0/ 0.0 0.0f 01 0.1f 00f 00f 00 0.1) 05| 01| 16| 1.2 12 02 02 0.2 0.1] 0.6/ 0.3
Synergistota 02 0.1 0.1) 03] 0.0 0.0/ 0.1 0.4 00f 00/ 0.1 0.0] 09| 03| 0.1 0.1 0.0f 0.1f 0.0/ 0.0 0.0] 0.0] 0.
Thermotogota 03| 06 02 09] 04| 05/ 04 07 01f 02/ 03] 06] 19| 09| 04| 04 05 01/ 04 03] 02| 0.1] 0.2




D. Coupons. Genus level.

Phylum Class Order Family Genus Ric2 R1c3 R2cl R2c2 R2c3 R3cl R3c2 R3c3 Rdcl R4c2 R4c3 RScl RSc2 RSc3 R6cl R6c2 R6c3 R7cl R7c2 R7c3 R8cl R8c2 R8c3
A Acetothermiia Acetothermiia 00 00 00 00 00 02 02 00 00 00 00 00 03 00 00 00 00 08 07 05 08 09 0.7

A Actinomarinales Actinomarinales 01 01 01 00 00 02 02 03 00 01 01 00 02 00 04 00 02 00 00 00 00 01 0.1

Cor Dietziaceae Dietzia 00 01 02 14 00 00 02 03 02 02 01 02 07 03 00 00 01 01 00 01 00 02 0.1

Cellulomonadaceae Actinotalea 02 02 23 00 29 00 00 00 00 00 00 00 02 00 00 00 00 00 00 00 00 00 0.0

Intrasporangiaceae Ornithinicoccus 00 00 01 11 01 00 00 07 02 00 00 05 04 05 01 02 03 00 02 01 01 00 0.1

Micrococcaceae Nesterenkonia 04 06 16 13 19 05 07 08 03 01 04 04 06 07 13 32 10 02 01 06 03 02 04

Bacteroidota Bacteroidia Bacteroidales Bacteroidetes BD2-2 Bacteroidetes BD2-2 00 00 00 00 00 05 05 04 00 00 00 02 06 01 00 03 01 10 03 02 06 07 0.6
Bacteroidota Bacteroidia Bacteroidales Prolixibacteraceae Draconibacterium 00 01 07 00 07 00 00 00 01 01 01 01 03 01 03 15 06 00 00 00 00 00 0.0
Bacteroidota Bacteroidia Bacteroidales Prolixibacteraceae Prolixibacteraceae 01 01 00 00 00 02 02 02 00 00 00 01 01 01 08 07 10 04 02 01 00 01 02|
Bacteroidota Bacteroidia Flavobacteriales Flavobacteriaceae Lutibacter 00 01472 02 27 04 03 04 00 01 01 01 09 03 01 01 00 00 02 02 02 02 03
Bacteroidota Bacteroidia Sphingobacteriales Lentimicrobiaceae Lentimicrobiaceae 02 00 00 07 01 02 02 06 00 00 00 01 07 03 01 01 01 05 02 02 01 01 0.1
[¢ Arcobacteraceae Arcobacteraceae 15 08 44 00 44 01 00 02 04 04 03 03 11 06 17 11 11 05 06 03 03 03 02

C: & [¢ Arcobacteraceae Halarcobacter 24 15 30 06 44 04 04 01 03 02 01 09 16 06 14 03 13 01 02 02 00 00 0.1
c: [& [¢ Arcobacteraceae Poseidonibacter 28 30 66 29 34 08 06 08 12 10 07 23 18 19 31 41 23 06 07 11 03 05 0.5
C: C: C: Sulfurimonadaceae Sulfurimonas 01 01 01 05 00 02 00 01 00 01 00 01 04 01 01 00 00 00 01 00 00 00 0.0
C: C: C: Sulfurovaceae Sulfurovum 05 04 03 03 01 01 00 01 01 02 00 01 03 02 11 00 05 01 01 00 01 01 0.1
Chlorofl Anaerolineaceae ADurb.Bin120 01 01 00 08 01 04 02 02 74 65 72 05 04 04 01 01 00 01 01 02 05 02 02
Chlorofl Anaerolineaceae Ornatilinea 00 01 00 03 00 00 00 00 00 00 00 00 01 01 17 09 12 02 02 02 00 02 0.1
Chloroflexi Anaerolineae Anaerolineales Anaerolineaceae Pelolinea 00 00 00 00 00 05 02 04 01 01 00 00 03 00 00 00 00 01 00 00 01 01 0.1
Chloroflexi Chloroflexia ‘Thermomicrobiales 1G30-KF-CM45 1G30-KF-CM45 01 01 00 04 00 00 00 02 01 00 00 00 05 02 01 00 03 01 00 00 01 01 0.1
Cyanobacteria  Cyanobacteriia Chloroplast Chloroplast Chloroplast 09 11 08 43 08 04 07 07 06 01 09 03 29 09 47 00 21 01 05 02 01 05 03]
Deferri ta i Deferil Deferribacteraceae Denitrovibrio 11 15 00 02 00 00 01 00 00 00 00 01 02 00 00 00 01 00 01 00 00 00 00
D [ Desulfobacteraceae Desulfobacter 241 194 14 60 11 16 17 18 252 268 262 162 69 105 29 06 18 07 07 22 31 23 17,
D [ Desulfobacteraceae Desulfobacteraceae 05 01 16 00 10 03 02 02 01 00 02 00 01 00 29 12 24 00 00 00 00 02 0.1
D [ Desulfobacteraceae Desulfoconvexum 00 00 05 00 01 00 01 00 00 00 00 00 01 00 02 00 00 00 00 00 00 00 0.0
D [ Desulfobacteraceae Desulfospira 00 00 00 00 00 03 03 02 00 00 00 01 09 02 00 00 00 02 01 02 01 00 0.0
D D [ Desulfobacteraceae Desulfotignum 11 10 00 00 00 02 00 02 02 02 01 07 03 02 00 00 00 00 00 00 07 04 03
D D Desulfolunaceae Desulfoluna 00 01 00 02 00 00 00 00 00 00 00 00 03 01 25 15 09 00 00 00 00 00 0.0
D D D Desulfosarcinaceae Desulfatitalea 07 08 00 06 00 00 00 00 00 00 00 05 02 06 00 00 03 00 00 00 00 00 0.0
D D [ Desulfosarcinaceae Desulfonatronobacter 03 02 02 07 03 26 40 21 00 02 02 11 06 07 00 00 03 03 05 08 01 01 0.0
D D D Desulfosarcinaceae Desulfosarcina 00 00 00 00 00 01 00 01 01 01 02 00 03 02 17 07 16 00 00 00 02 01 0.1
D D [ Desulfosarcinaceae Desulfosarcinaceae 00 05135 22 136 02 03 03 01 05 03 05 09 06 44 07 22 00 01 01 04 04 00
D D [ Desulfosarcinaceae 5va0081 sediment group 00 00 00 00 00 00 00 00 00 00 00 00 01 01 00 39 20 00 00 00 00 00 0.0
D D D Desulfocapsaceae Desulfocapsaceae 13 14 00 00 00 02 00 02 50 61 63 01 07 07 04 00 00 22 12 19 01 04 04
D D D Desulfocapsaceae Desulfopila 189 185 01 11 00 29 22 27 37 47 37 33 13 17 04 04 03 24 13 23 10 04 16
D D D Desulfocapsaceae Desulfotalea 11 10 08 00 06 07 05 05 43 44 25115 16 69 14 33 14 13 11 17 13 13 21
D D D Desulfurivibrionaceae 00 01 00 00 00 00 01 00 00 00 00 00 03 01 00 00 00 00 00 00 00 00 0.0
D D D D D 07 07 04 00 02 04 02 07 02 02 02 08 12 13 02 00 04 02 03 04 01 03 0.1
D D [ Desulfonatronaceae Desulfonatronum 13 06 10 38 07 589 546 520 05 06 13 56 28 51 05 04 14 21 40 26 11 06 06
D D [ Desulfonauticaceae Desulfonauticus 04 09 03 21 03 05 06 04 04 03 04 07 26 12 04 03 09 02 06 07 03 02 03]
D D [ Desulfovibrionaceae Desulfovibrio 134 166 301 23.5 239 144 184 162 327 32.5 359 33.6 19.8 33.3 201 44.3 311 69.0 69.7 69.4 782 77.3 783
D D D Desulfovibrionaceae Halodesulfovibrio 02 08 13 00 02 00 00 01 00 00 00 00 00 00 00 00 00 00 01 00 02 00 0.0
D D D Sva1033 Sva1033 01 00 00 00 00 00 01 00 00 00 00 00 02 00 00 00 00 00 00 00 00 00 0.0
D D D Syntrophotalea 36 30 40 28 14 00 03 05 09 05 06 13 30 12 53 30 51 05 05 11 00 06 0.7
Elusimicrobiota  Elusimicrobia Lineage IV Lineage IV Lineage IV 00 00 00 01 00 01 00 00 00 00 00 00 02 02 01 00 01 24 26 13 00 00 0.0
Firmicutes Bacilli Acholeplasmatales Acholeplasmataceae Acholeplasma 01 01 00 02 00 02 00 01 02 02 01 00 01 01 04 02 02 01 00 00 00 00 0.0
Firmicutes Bacilli Bacillales Bacillaceae Bacillaceae 07 07 04 47 12 05 05 09 05 10 02 09 31 18 22 21 19 04 07 06 04 08 04
Firmicutes Bacilli Bacillales Bacillaceae Bacillus 03 05 07 14 03 03 02 09 06 02 02 08 14 12 07 21 22 15 04 03 03 04 02|
Firmicutes Bacilli Caldalkalibacillales ¢ ibaci [¢ i 07 10 23 22 30 05 04 10 07 06 09 07 14 12 24 53 28 02 05 01 04 05 0.8
Firmicutes Bacilli Erysipelotrichales Erysipelotrichaceae Erysipelothrix 02 03 00 00 00 00 00 00 00 00 00 01 00 01 00 00 00 00 00 00 00 00 0.0
Firmicutes Bacilli Izemoplasmatales Izemoplasmataceae Izemoplasmataceae 01 04 00 02 02 01 03 03 02 02 02 03 05 04 75 03 75 02 03 01 07 09 0.6
Firmicutes Bacilli Izemoplasmatales Izemoplasmataceae lzimaplasma 30 32 00 00 00 19 23 16 04 02 02 18 13 17 06 04 03 04 02 04 07 05 0.7
Firmicutes Clostridia Clostridia vadinBB60 group Clostridia vadinBB60 group Clostridia vadinBB60 group 0.2 09 0.0 00 00 04 02 02 00 00 00 00 00 00 00 00 00 01 00 00 03 03 04
Firmicutes Clostridia Clostridiales Clostridiaceae Clostridium sensu stricto18 0.5 05 03 23 05 03 07 05 02 01 02 05 23 10 08 04 08 02 05 04 02 04 0.2
Firmicutes Clostridia Eubacteriales Garciellaceae Garciella 11 13 10 54 10 11 16 12 11 06 04 12 51 23 08 09 23 06 14 11 04 14 04
Firmicutes Clostridia Oscillospirales Hungateiclostridiaceae Ercella 02 00 00 00 00 00 00 00 00 00 00 00 00 01 00 00 00 00 00 00 00 00 0.0
Firmicutes Clostridia D i D 15 22 00 02 00 00 00 00 00 00 00 06 03 04 00 00 00 00 00 00 00 00 00
Firmicutes Clostridia Peptostreptococcales-Tissierellales  JTB215 JTB215 09 02 00 00 00 00 00 00 00 00 00 00 03 00 18 14 15 00 00 00 00 00 0.0
Firmicutes Clostridia Thermincolales Thermincolaceae Thermincola 01 02 01 18 02 01 00 02 01 01 00 02 06 06 00 02 03 00 01 00 00 01 0.0
Firmicutes Desulfotomaculia Desulfotomaculales Desulfotomaculales Incertae Sedis Desulfallas-Sporotomaculum 03 0.1 02 23 02 02 02 05 02 01 00 04 10 08 02 00 03 00 02 00 00 00 02
Firmicutes Firmicutes Firmicutes Firmicutes Firmicutes 00 00 00 12 00 00 00 01 00 00 00 01 07 03 01 00 01 00 00 00 00 00 0.0
Firmicutes Incertae Sedis T T T 00 01 00 06 03 00 00 01 00 00 01 02 05 03 00 00 00 00 00 01 04 01 0.1
Firmicutes Moorellia Desulfitibacterales Desulfitibacteraceae Desulfitibacter 00 02 02 13 03 02 00 05 02 02 02 04 11 08 53 34 32 01 00 01 01 01 0.1
Firmicutes Thermacetogenia Thermacetogeniales i i 03 01 00 08 06 00 00 02 00 00 01 02 06 07 02 01 03 01 01 00 05 00 02|
il i i (SR1) (SR1) (SR1) 03 02 00 00 00 00 00 00 00 00 00 00 01 00 00 00 00 09 09 01 00 00 00

C: Hyphomonadaceae Hyphomonadaceae 00 00 00 00 01 00 01 00 00 00 01 00 02 01 00 00 00 00 00 00 00 00 0.0

C: Hyphomonadaceae Hyphomonas 00 00 00 00 07 00 00 00 00 00 00 00 03 00 01 02 00 00 00 00 00 00 0.0

Parvibaculaceae Mf105b01 00 01 00 00 00 00 00 00 01 01 00 00 02 00 00 00 00 00 00 00 00 00 0.0

Parvibaculaceae Parvibaculum 00 02 29 12 72 00 00 01 00 01 01 01 05 03 01 03 02 00 01 00 00 01 0.0

Proteobacteria  Alphaproteobacteria  Rhizobiales Rhizobiaceae Cohaesibacter 04 03 05 02 30 03 01 01 06 04 03 00 03 01 23 06 08 03 02 03 01 01 02|
Rhodobacteraceae Paracoccus 03 04 00 13 03 02 02 07 03 00 00 05 19 11 03 04 05 04 03 03 02 04 00|

Rhodobacteraceae Rhodobacteraceae 02 09 10 25 22 07 14 06 14 16 09 09 20 13 17 09 14 03 03 06 05 04 0.8

Rhodobacteraceae Ruegeria 05 03 14 00 24 00 00 00 00 00 00 00 01 01 00 00 00 00 00 00 00 00 0.0

P AEGEAN-169 marine group AEGEAN-169 marinegroup 0.1 00 0.0 08 00 00 01 01 00 00 01 01 05 01 01 01 00 01 00 00 00 00 0.0
Magnetospiraceae Magnetovibrio 06 10 09 51 08 08 07 10 17 27 27 10 32 18 05 07 12 04 04 11 13 12 12|

P Terasakiellaceae Terasakiella 04 06 06 00 30 00 00 00 02 00 00 00 01 00 01 00 01 00 00 01 01 00 0.0
P Thalassospiraceae Thalassospira 07 04 06 00 28 00 02 00 00 00 00 02 01 01 00 00 01 00 01 01 00 00 0.0
P Sphingomonadaceae Erythrobacter 00 01 00 10 00 01 01 01 01 01 00 01 06 02 00 00 01 01 02 02 03 01 0.1
P T Thalassobaculales Thalassobaculales 00 00 03 00 07 00 00 00 02 02 03 00 01 00 04 00 02 00 00 01 00 00 0.1
Proteobacteria  Gammaproteobacteria CH2bS6 CH2bS6 CH2b56 00 00 00 00 00 00 00 00 00 00 00 00 01 00 00 00 00 00 00 00 00 0.1 0.0
P cl Sedimenticolaceae Candidatus Thiodiazotropha ~ 0.1 00 13 00 06 00 00 00 00 00 00 01 02 01 20 06 05 00 01 00 00 00 0.0
P Thiohalophilus 00 03 00 06 00 00 00 00 06 06 08 03 04 00 01 00 00 00 00 01 01 00 0.1
P 00 00 00 00 00 00 00 00 01 00 00 00 01 00 00 00 00 00 01 01 00 00 0.0
P Shewanellaceae Shewanella 04 02 01 00 00 00 00 00 00 00 00 00 01 00 02 03 00 00 00 00 00 00 0.0
P Vibrionaceae Vibrio 01 01 03 01 01 02 02 00 02 02 03 01 03 01 04 03 03 02 02 01 02 02 0.1
P Incertae Sedis  Unknown Family Unknown Family 01 02 01 00 02 19 09 20 10 09 06 02 09 06 01 01 03 39 34 23 09 11 08
P 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 00 0.0
P Halomonadaceae Halomonas 02 01 03 03 02 00 00 00 02 01 02 01 04 02 03 04 00 01 01 00 00 00 0.1
P Marinobacteraceae Marinobacter 14 12 22 17 15 04 04 02 06 06 08 29 08 29 24 02 10 02 02 00 03 01 00
P Moraxellaceae Acinetobacter 00 00 07 00 11 03 02 01 04 02 05 00 01 00 00 00 00 00 00 00 00 00 0.0
P Nitrincolaceae Amphritea 00 00 02 00 01 02 02 02 27 21 13 04 03 05 11 24 10 06 07 07 06 05 12|
P Nitrincolaceae Marinobacterium 28 16 07 00 02 00 00 00 00 00 00 01 02 02 03 02 02 00 00 00 00 00 0.0
P Nitrincolaceae Neptunomonas 00 01 03 00 02 00 00 00 00 00 00 02 00 01 12 14 06 00 00 00 00 00 0.0
P Nitrincolaceae Nitrincola 00 01 00 06 00 00 00 00 00 00 00 04 02 07 00 00 01 00 00 00 00 00 0.0
P Woeseiaceae Woeseia 00 01 00 00 00 02 00 00 00 00 00 00 02 00 00 02 00 00 00 00 00 00 0.0
P T Thiotrichaceae Thiotrichaceae 00 01 00 00 00 00 00 01 00 00 00 00 02 00 00 00 00 00 00 00 00 00 0.0
i Spirochaetaceae Alkalispirochaeta 00 01 01 00 00 00 00 01 00 00 00 01 02 02 00 00 00 02 02 01 00 00 0.0
Spirochaetaceae Sediminispirochaeta 03 01 00 00 00 00 01 01 00 00 00 00 02 00 17 13 12 01 00 02 02 06 03]

Spirochaetaceae Spirochaeta 2 00 00 00 00 00 00 00 00 00 00 00 00 02 00 00 00 00 00 00 00 00 00 0.0

Tt i Kosmotoga 03 04 02 08 01 03 02 05 01 02 03 04 16 09 03 03 05 01 02 02 02 00 0.1




