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The chromatographic profiles and tentative compound annotations summarized here were derived from UHPLC–QTOF–MS/MS 

data previously reported by our research group (https://doi.org/10.3390/cells14130977) and are provided to support the chemical 

characterization of GMK. 

 

Figure S1. Tentative identification of compounds in GMK extracts by UHPLC-QTOF-MS/MS analysis. (A) Base peak 

intensity (BPI) chromatograms of GMK extract in positive (ES+) and negative (ES-) ionization modes. (B) Total ion 

chromatograms (TIC) of selected potential compounds in ES+ and ES- modes. (C) List of identified candidate 

compounds based on UHPLC-QTOF-MS/MS analysis with corresponding mass data. 

 

To address the editorial request for chemical characterization, the tentative composition of GMK was summarized 

using previously acquired UHPLC–QTOF–MS/MS data. Analyses were performed in both positive (ES⁺) and negative 

(ES⁻) electrospray ionization modes, enabling the detection of a wide range of polar and semi-polar metabolites. 

Representative base peak intensity (BPI) chromatograms obtained in both ionization modes (Figure S1A) revealed 

complex yet reproducible metabolic profiles, reflecting the heterogeneous nature of GMK, while total ion 

chromatograms (TICs) illustrated the distribution of selected candidate compounds across the chromatographic run 

(Figure S1B). 

 

https://doi.org/10.3390/cells14130977


Putative compound identification was conducted based on accurate mass measurements and MS/MS 

fragmentation patterns, with annotations supported by spectral library matching and in silico analysis. Only candidates 

meeting stringent similarity criteria (score ≥ 0.85) were retained. Using this approach, several metabolite classes 

commonly associated with mushroom-derived materials were tentatively identified, including glucosylceramides, 

triterpenoid-related compounds, indole alkaloids, phenolic glycosides, and sterol-associated metabolites, which are 

summarized alongside their corresponding mass data (Figure S1C). 

Among the ES⁺ features, a tryptamine-related compound, N-(2-methylamino-benzoyl) tryptamine, was detected 

based on its characteristic fragmentation pattern. In the ES⁻ mode, pinellic acid was tentatively identified as a 

representative lipid-derived component. These compounds are frequently reported in natural matrices and have been 

associated with antioxidant, anti-inflammatory, and neuroprotective biological activities. 


