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10 20 30 a0 50 50 70 80 90 100 110 120 130
AUF  ATGARAARRRTARTGCTAGT T TTTATTACACT TATATTAGT TAGTCTACCAAT TGCGCARCARAC TGRAGCARAGGATGCATCTGCAT TCRATARRGARART TCAAT T TCATCCATGGCACCACCAGCAT
FDAARGOS_607 ATGARARARATARTGCTAGT TTTTATTACACT TATATTAGT TAGTCTACCAATTGCGCARCARAC TGRAGCARAGGATGCATC TGCAT TCARTARAGARAAT TTART T TCATCCATGGCACCACCAGCAT
NTSN  ATGARARRAATAATGC TAGT T TTTATTACACT TATATTAGT TAGTC TACCART TGCGCARCARAC TGARGCARAGGATGCATCTGCAT TCAATARAGARART T TAAT T TCATCCATGGCACCACCAGCAT
FSL-J1-158  ATGARAAARATARTGC TRGTYTTTATTRCACT TRTATTAAT TROTC TACCAATAGCACAACARAC TGARGCGARGGATGCATC TECAT TCLRGARRGRRGAT TCRAT T TCAT ACCACCAGCAT
Uvis  ATea TATTACACT TATAT TAAT TAGTCTACCARTAGE TTTAATTTCATCCATS AGCAT
UKVDLA  ATGARAAAARTARTGCTAGTT T TRTTACACT TATATTAATTNGTCTACCARTAGCACAACAANCTCAAGEGARGOACGCTCTCCAT 1 TERTARRGAAGATTTAAT 1TCATCCAT AGCAT
ATCARRAARATAATCCTRGTTTTTAT TACACTTATAT TRATIAGTC TACCANTRGE A T GG AN LR TC TCCAT T AT AAAGAAGAT T TAT T TCRYCCATOGCACCACCRGC!
/5271953 ATGARAAAAATARTGCTAGT TTTTAT TACACT TRTAT TAAT TAGTCTACCARTTGCGC! TGARGCARAGGATGCATC TGCAT TCARTARAGARAAT TCAAT T TCATCCATGGCACCACCAGCAT
Conzensuz  ATGARARAAATARTGCTAGTTTTTATTACACT TATATTAAT TAGTCTACCARTEGCECARCARAC TGARGCaRRGGALGCATCTGCAT TcaRt TTEARTTTCATCCATGGCRCCACCAGCAT
31 140 150 160 170 180 190 200 210 220 230 240 250 260
AUF G L T AT AT AR ACARACACOCGOA T GARATCOAT ARG TATATACAAGEAT TGGAT TACAATRARAACRATGTAT TAG GGAGATGCAGTGACARATGTGCC
FDAARGOS_607 CTCCGCCTGCARGTCCTAAGACGCCARTCGAARAGAARCACGCGGATGARATCGATARGTATATACARGGAT TGGAT TACAATRARRACAATGTA! GGAGATGCAGTGACAARATGTGCC
HTSH  CTCCGCE TGCARGTCE TANGACGCCANTCOARARGANNCACGCGGATGANRTCGATANGTATATACARGOAT TGGATTACAATAAAAACAATG TATTAGTATACCACCOACRTGCAGTCACARATGTGCC
FSL-J1-158 CTCH GCARGTCC TARGACGCCAATCGARRAGARACACGCGGATGRARTCGATARGTATATACAARGGAT TGGAT TACAATARRAACARTGTAT TGGTATACCACGGAGATGCAGT! TGTGCC
UKVOLY ARGTCCTARGACGCCAATCGARARGAARCACGCGGATGAARTCGATAAGTATATACAAGGAT TGGAT TACARTARRAACARTGTAT TAGTATACCACGGAGATGCAGTGACRARTGTGCC
UKVDLA TGGAT TARAAACAATGTAT TRGTATI AGTGACRARTGTGCC
CCGCCTGCARGTCCTARGACGCCARTCGARARGARACAC TC TATACS TGGAT U AATGTATTAGTATACCAC TGCAGT TGTGCC
4/52-1953  CTCCGCCTGCARGTCC TARGACGCCARTCGARRAGARACACGCGGATGARATCGATARGTATATACARGGAT TGGAT TATARTARAAACARTGTAT TAGTATACCACGGAGATGCAGTGACRARTGTGCC
ARGTCC TARGACGCCARTCGARRAGARACACGCGGATGRARTCGATAAGTATATACARGGAT TGGAT TACARTARRRACAATGTAT T aGTATACCACGGAGATGCAGTGACARATGTGCC
261 270 280 290 300 310 320 330 340 350 360 370 380 390
AUF  GCCAAGARAAGGT TRCARAGATGGAAATGARTATATTGT ATC TAATGCAGACAT TCARGT TGTGARTGCART c TRATCCAGGTGCTCTC
FDAARGOS_607 GCCARGARAAGGT TATARAGATGGARATGAATATATCGT T6TGGAGARAAAGAAGARRTCCATCARTCARARTAATGCAGATATCCARGT TGTGAATGCART T TCGRGCC TARCATATCCAGGT! c
NTSN  GCCRRGARAAGGT TATAARGATGGARATGARTATATCGT TGTGGAGARARAGARGARATCCATCARTCARAATAATGCAGRTATCCARGT TGTGAATGCART T TCGAGCC TARCATATCCAGGT! c
FSL=J1-158 GCCARGARARGGT TACARAGATGGARATGARTATATCGT TGTGGAGARRAAGARGARATCTATCAATCARARTARTGCAGACATCCARGT TGTAAATGCGAT T TCGAGCC TARCATATCCAGGT c
VLS GO G TACAAGA TG AT AN TR T AT CG T TG T oG ARRAGARGARA T CL T CAAT CARAATAR T GCRGACAT COMAGT TG TAAATGCAAT T TCGRGCE TRACATATCCRGGT c
D4 T TR T T TGO O A T T GACR T ARG T TG TV TGCAAT T T CORGCCTARCATATCCAOST c
UKVOL7 GGARATGARTATATCGT TGTGGAGRARAAGARGAAATCCATCARTCARAATARTGCAGACATCCARGT TGTARATGCART CTAT
ar521953  GECIRGARARGGTTRCAARGATCCARATGAATATATCGT 6T CONGAARANGANGAATCCATCAATCAANATANT GEAGACATCCAAGTTGTAARTGCANT TTCORGCCTARCATATCCRGCT C
s GCCARGARAAGGT TACARAGATGGARRTGARTATATCGT TGTGGAGRARAAGAAGARATCCATCARTCARARTARTGCAGACATCCARGT TGTaRATGCaRTTTCGAGCC TAACATATCCAGGT! c
391 400 a10 a20 a30 aa0 as0 460 a70 a80 a0 500 510 520
GTRARAGCGART TCGGAAT TAGTAGARAATCARCCAGATGT TCTCCCTGTAARACGTGAT TCAT TARCACTCAGCAT TGAT T TGCCAGGTATGAC TARTCARGACARTARARTAGT TGTARRARATGCCH
RG0S D7 GGG TG | T NG T G LR LG TG TG T IO TG CAICGTGA T TCHT TRACAC T TAGCRT TGHT T TGCCRGGANTGACT AT CRAGACRATRAAAT TGT TGTRAAAARTGC TR
WTSH  GTGRARGCGARTTCUGARTTAGTRGARAATCAACCCGAT TCCTGYCARACGTGAT TCAT TRACACT TAGCAT TGAT T TGCCAGGAATGAC TART ARTARARTTGT TGTRAAARATGCTA
FSL-J1-158  GTARRAGCGART TCGGRRT TAGTRGAAAATCARC! TCCTGTRARACGTGAT TCAT TRACACTCAGTATCGATT T TGAC TAATH TRRARAATGCTA
UKVOLS  GTRRAAGCGAAT TCGGART TAGTAGARAATCH Ehor CCCTGTRAARACGTGAT TCATTARCAC T TAGCAT TGAT T TGCCAGGARTGAC TAATCARGACAATARARTCGT TGTARAARATGCTA
UKVDLA  GTRARAGCGAAT TCGGART TAGT TCARCCAGAT CCCTGTRARACGTGAT TCAT TRACAC T TAGCAT TGAT T TGCCAGGAATGAC TAATCARGACARAT TTGTARAAAATGCTA
UKVOL?  GTRARAGCGAAT TCRGART TAGTAGAARRTCARCCAGAT CCCTGTRAARACGTGAT cn"mm"ml:mvnutmvmumr mmvmvcnllumvum
a/52-1953 CGGART TAGTAG AGAT CCCTGTRAARACGTGAT TCAT TARCAC T TAGCATCGA' ARAATCGT TGTAARARATGC TA
s GTaRAAGCGARTTCGGART TAGTAGAARATCARCCAGATGTLCTCCCTGT, TERT T AACACTLAGSTEGATT T GCCRGOARTCAC TRATCAAGACARTARAAT ST T6TRARAARTGCLA
521 530 540 550 560 570 580 590 600 610 620 630 640 650
TRAATCARACGT AGTARATACAT TAGTGG TTATCCAMTSTARGTCCRAMAATTENT AAT
FDAARGOS_607  CTAAATCGAACGT TARCARCGCAGTARATACAT TAGTGG! TTATCCAARTGTARGTGC)
T T TARCARCGCRGTAATACATTAGT GGRANGATCGATGANAAATATGCTCARGE T TTCCAATGTANGTGCARAAATTCAT TATGATCACGAAATCGCTTACRGTCARTCACART
L 158  CTAATCEA TG AR OG0T AR T AR T TG T COAAGA T CGAA T CARAAA T A O | CARGC T T AT CL ARG ARG TCCAMAAT TCAT TR GAT OATGARATGCRTATAGTGARTCACART
UKVOLS  CTRRATCGAACGT TARCARCGCAGTAARTACAT TAGTGGARAGATGGARTGAARARATATGC TCARGCT TRTCCGARTGTAAGTGCARARAT TGAT TATGA ACAGTGARTCACART
UKVDLA  CTAAATCORACGT 1ANCAACGCAGTAAATACRT 16T CGARAGATCOAT GARAANTAT L TCANGC TATCCGARTCTARG TGCARRART 1GATTATCATGACCARRTGGETTACAC TGARTCACAAT
L7 GGG T T A TG G T e A TG T A T T AT CL GRS TAG TOC AT TGAT TH TG TGACCARRTGEC T TACRGTCARTCACART
4/52-1953  CTRAATCGAATGT TARCARCGCAGTAAATACAT TAGTGGARAGATGGARTGARAARTATGC TCARGC T TATCCGARTGTAARGTGCAARRART TGAT TATGATGACGAART GG GARTCACART
TCEARCGT T A TAATACT TGTCGRAAGATCCART GAARAATAT G TEANGCT TATECSAATCTARGTGCRARAAT TGATTATGATGACOART GGCL TRCAGTGARTCRCAAT
651 660 670 680 690 700 710 720 730 740 750 760 770 780
AUF  ARTTGCGARAT T TGGYTACAGCAT T TRAARGCTGTARATAATAGC T TGAATGTARAC ARARTGCARGARGAAGTCAT TAGT TACTATARCGTGARTGT
FOAARGOS_607 n!l!la:mmnvwm\:sccmnmvclmvmmncv|mmvm AAARTGCARGARGAAG TCAT TAGT TACTATARCGTGAATGT
ARTTGCARAAT T TGG! TTGAATGTARAC T TCGGCGCARTCAGT GARGGGARART GC! GARGTCATTAGT TTTARACARAT T TACTATARCGTGAATGT
FSL-J15150  AATTCCAARATTTCOTACTGEATTTAARGEEGTAAATARTAGCTTGATGTAAACT TCGGCOCANTEAGTGAMGGGAARATCCARGARGANGT TAT TRGTTTTAARCARATT TAC TRTANCGTGARTGT
LS TG T TOGT A T O T T AL TG YRR T AR TAGC T ARG T AAAC || CO0COCAR | CAG T GARGOCARAATGCARGARGARGTCAT TRGT T T TARAACARAT T TACTATARCGTCRATGT
UKVOLA  AATTGCARAAT T TGGTACTGCAT T TAARGCTGTARATAATAGC T TGAATGTAAAC T TCGGCGCARTCAGTGARGGGARRATGCARGRAGARGTCAT TAGT T T TARRCARAT T TACTATARCGT
UKVOL7 AATTGCARAAT T TGGTACTGCAT T TAARGCTGTARATAATAGC T TGRATGTARAC T TCGGTGCARTCAGTGARGGGARART GCARGARGARGTCAT TAGT T T TARACARAT nu:lnvnu:mcmrr.l
4/52-1953  AATTGCARAAT T TGGTACTGCAT T TRARGCTGTARATAATAGC T TGAATGTARAC GCAATCAGTGRAGGGARAATGCAAGARGARGTCAT TAGT T T TARACAAAT T TACTATARCGTGARTG
Consensuz  AATTGCAARAT T TGGTACLGCAT T TARAGCLGTARATARTAGC T TGRATGTARAC T TCGGCGCARTCAGTGAAGGGARAATGL! TCATTAGT Tor
781 790 800 810 820 830 840 850 860 870 880 890 900 911
AUF  ARTGARCCTACARGACCTTCCAGAT T TTTCGGCARAGCTGT TACTARAGAGCAGT TGCARGCGCT TGGAGTGARTGCAGARAATCCTCCTGCATATATCTCARGTGTGGCGTATGGCCGTCARGTTTAT
FDAARGOS_607 CT CCAGATTTTTCGGCARAGC TGT TACTARAGAGCAGT TGCARGCGC T TGGAGTGARTGCAGARART TGCATATATCTCARGTGTGGCATATGGCCGTCARGTTTAT
SN C CAGATTTTTC TACTI AGT TGGAGTGAAT! ATATATCTCARGTGTGGCATATGGCCGTCARGTTTAT
FSL-J1-158  ARTGARCCTACAAGACCTTCCAGAT GGCARAGC TGT TACTARAGAGCAGT TGCARGCGC T TGGAGTAAATGCAGARAAT TGCATATATCTCARGTGTGGCATATGGTCGTCARGT TTAT
UKVDLS  ARTGAARCCTACAAGACCTTCCAGAT GGCARAGC TGT TAC TARRGAGCAGT TGCARGCGC T TGGAGTAAATGCAGARRATY TGCATATATCTCGAGTGTGGCA AT
UKVOLA  ARTGAACCTACAAGACCTTCCAGAT GGCARAGC TGT TACTARAGAGCAGT TGCARGCGC T TGGAGTAAATGCAGAARAT! TGCATATATCTCARGTGTGGCATACGGCCGTCARGT TTAT
UKVOL7  ARTGAACCTACAAGACCTTCCAGAT ARAGC TG T TAC TRRAGAGCAG T TGCARGCGL T TGGAGTAARTGCAGRAART TGCATATA! TG TCRRGTT T
4/52-1953  ARTGARCC TACARGACCTTCCAGAT GGCARAGC TGT TACTARAGAGCAGT TGCARGCGC T TGGAGTARATGCAGARAATCCTCCTGCATATATCTCARGTGTGGCATACGGTCGTCAAGT TTAT
Consensus CTACARGACCTTCCAGAT GGCARAGCTGTTAC TGGAGT aART CTCCTGCATATATCTCARGTGTGGCATALGGCCGTCARGTTTAT
11 920 930 940 950 960 970 980 990 1000 1010 1020 1030 1040
AT T A AT OO T AT A TG T AL T GC T T T TGATGC T OCCO T ARGCOGAMAA T C TG L TCRGGTGATGTAGARCTARCARATATCATCAAMAAT TCT TCCTTCAAAGCCOTART
FDAARGOS_607  TGAAAT TATCAARC TAAT TCCCATAGTACCAAAG TARRAGC TGC GCCGTARGTGGGARATC TGTC TCAGGTGATGTAGAACTGACANATATCATCARRAAT TCTTCCTTCARRGCCGTAAT
S TGRART TATCAACTARTTCCCATAG TACCARRG TAAARGCTCC B TGCCCTARGTGCOARTE TGTCTCRGG TGATGTAGAAE TGRCARRTATCATCARAART TCTTCCTTCARGCCGTART
FSL-J1-158  TGRAAT TATCAACTACT TCCCATAGTAC TARRGTAARAAG GACGCTGC ITCTGTCTCAGGTGATGTAGAAT TAACH T CTTCCTTCRRAGCCGTART
UKVDLS  TGRAAT TATCGAC TAAT TCCCATAGTACTARRGTAAAAGC TGCTTTTGACGCTGCCGTARGTGGGARAT GTAGART TRACARATATCATCARRART TCTTCC
UKVDL4  TGRAAT TATCGAC TRAT TCCCATAGTACTAARGTARRAGC TGCT T T TGACGC TGCCGTARGTGGGARATC TGTC TCAGGTGATGTAGAAT TRRCARATATCATCARRAAT TCTTCCTTCRARGCCGTAAT
UKVOL7  TGRAAT TATCGAC TAAT TCCCATAGTACTARAG TARAAGC TGC T ARGTGGGAARTCTGTC TCAGGTGATGTAGAAT TRARCAARTATCATCARRART TCTTCCT TCARAGCCGTART
4/52-1953  TGARAT TATCGAC TAAT TCCCATAGTAC TARAGTAAAAGCTGCT T T TGACGC TGCCGTARGTGGGARATC TGTCTCAGGTGATGTAGART TRRCARATATCATCARRRAT TCTTCCTTCARRGCCGTART
Consensus  TGAAATTATCaACTAaTTCCCATAGTACLARRGTARRAGCTGCTTTTGACGCTGCCGTARGLGGEARATC TGTCTCAGGTGATGTAGAAL T aRCARATATCATCARRRAT TCTTCCTTCARAGCCGTAAT
041 1050 1060 1070 1080 1090 1100 1110 1120 1130 1140 1150 1160 1170
AUF  TTACGGAGGT TCCGCARARGATGAAGT TCAARTCATCGACGGCARCC TCGGAGAC T TACGCGATAT TACTTTTAATCGAGARACACCAGGAGT TCCCAT TGCT TATRCARCARAC
FOAARGOS_607  TTACGGTGGCTCCGLARARGATGAAGT mnll:un:mcmvmt TCGGAGAC T TRCGAGATAT T T TGARRRRRGGTGC TAC T T T TRARCCGGGARACACCAGGAGT TCCCAT TGCCTATACARCARAC
SN TTACGGTGGCTCCGCARARGATGAAGT TCARATCATCH AARCCTCGGAGACT TACGAGATAT T T TGARAAARGGTGCTACT TTTARCC CAGGAGY TCCCAT TGCCTATACAACH
FSL=J1-158 ITGARGT mvtnlturwm T GAGATAT T T TGARRAARGGTGC TACT T T TARTCGAGARACACCAGGAGY TCCCAT TGCT TATACRACARAC
UKVDLS  TTACGGTGGT GACGGTARCC TCGGAGAC T TRCGAGATAT TGCTACT T T TARTCGAGARACACCAGGAGY TCCCAT TGCT TATACAACH
UKVDLA  TTACGGTGGT TCCGCARARGATGAAGT TCARATCATCGATGGCARCC TCGGAGAC T TACGAGATAT T T TGRARAARGGTGC TAC T T T TARTCGAGARACACCAGGAGT TCCCAT TGCT TATACARCARAT
7 TTACGGTGGT TCCGCARRAGATGARGYT TC ARCC TCGGAGAC T TACGAGATAT T T TGRAAAARGGTGC TACT T T TARCCGGGARACACCAGGAGY TCCCAT TGCT TATACARCARAT
4/52-1953  TTACGGTGGTTCCGCARAAGATGARGT TCARATCATCGATGGCARCC TCGGAGACT TRCGAGATAT T T TGARRAAAGGTGC TACTTTTARCCGGGARRCACCAGGAGT TCCCAT TGCTTATACARCARA
TACGGLGGL ARAAGATGAAGT TCARATCATCGACGGCARCE TCGGAGACT TACGAGATATTTTGARARAAGGELGC TACTTTTARCCGEGARACACCAGGAGT TCCCATTGCE TRATACARCARAC
171 1180 1190 1200 1210 1220 1230 1240 1250 1260 1270 1280 1290 1300
T ARAAGACA T GAATTAGC TG TAT TAAAAACAAC TCAGARTATATTCARACAACT TCAAMAGCT TATACAGATGOARAATTARCATCGATCAC GGAGGATACGT TGCTCAAT TCARCATTT
FOAARGOS_607 TRARAGACARTGAART TAGCTGT TAT TARRRACAAC TCAGARTATAT TGARACARC T TCARRAGC T TATACAGATGGARARA' GGAGGATACGT TGCTCART TCARCATCT
T TRARAGACAATGART TAGCTGT TATTARARRCARC TCAGARTATAT TGRARCAAC T TCRRAAGC lnvu:nﬁmwmlcmtmc TChe cﬂr.m ACGTTGCTCARTTCH cr
FSL-J1-158 TRAARAGACAATGAAT TAGCTGT TAT TARRARCARC U O T T ARG T CGAMAT T AT AT CORTCAC TCTOGRGECTACET TOC TCANT TCARTRTCT
UKVDLY ARTGAAT TAGC TGT TAT TARARACARC TCAGARTATAT TGARRCGACT TCARAAGC T TATACAGATGGARARAT TARTAT TGATCACTCTGGAGGCTACGT TGCTCART TCARCATC
UKVOLA TRAGCT: TARAAAC GARTATATTGARACAAC T TCARAAGC T TATACAGATGGARARAT T CAGGETCOTTOCTCRTTCARCATET
UKVDL?  TTCTTRARAGACAATGART TRGCTGT TAT TARRRACAAC TCAGAATATATTGAARCGAC T TCARAAGC T TRTACAGATGGARAART TARTATTGATCAC TCTGGAGGCTACGT TGCTCARTTCARCATCT
&/SZC1353  TTCTTARARGRCRTSANT TG TS T TT TRNWACIC TCHGAAT I ARG T TCRAAGC T T TCRUAT SGRRAPWY TR THT TSATCHC TC TGRGSC TRCET TS TCANT TCRACRTCT
s TTCLTAAAAGACARTGAAT TRGCTGTTATTARARACE AGARTALATTGARACAACTTCARAAGC T TATACAGATGGARAAATE AR ACTCTGGAGGCTACGTTGCTCARTTCARCATCT
301 1310 1320 1330 1340 1350 1360 1370 1380 1390 1400 1410 1420 1430
GGGATGARGTARAT TATGATCC TGARG ARCATARRARC T GGAGCGARAACARTARARGCANGC TRGC TCAT ATCGTCCATCTATTTGCCTOGTANCGCGAGAMATAT
FDAARGOS_607 GGGATGARATARAT TATGATCC TGARGGTARCGARRAT ARCATARARRAC T GGAGCGARAACARTARRRGTAAGC TAGC TCAT ATCGTCCATCTAT AACGCRAAGRRATAT
T GGGATGARATARAT TATGATCC TGAAGGTARCGARRT ARCATARRARC T GGAGCGARRACARTARAAGTAAGC TAGC TCAT ATCOTCCATETATTTOCCAGGTACGCARGARATAT
FSL=J1-158 GGGATGARATARAT TATGATCC TGAAGGTARCGAART ARCATARRAAC T GGAGCGARAACARTARAAGTAAGC TAGC ATCGTCCATCTAT T TGCCAGGTARCGCARGARATAT
UKVDLS GGGATGARATARAT TATGATCC TGAAGG TARCGARRT ARCATARRARC T AAAAGCARGT TAGC ATCGTCCATCTAT T TGCCAGGTAACGCARGARATAT
UKVDLA GGGATGARATARAT TATGATC ARCATARAARC T GGAGCGARAACARTARARGCARGT TAGC TATTTGCCAGGTARCGCAAGARATAT
UKVOL7 GGGATGARATARAT TATGATCCTGAAGGTARTGAART ARCATARARRAC T GGAGCGAAAACARTARRRGCAAGC TAGC TC! ATCGTCCATCTAT T TGCCAGGTARCGCARGARATAT
a/52-1953 GGGATGARATARAT TATGATCCT! T mnvmvmmmvmmlm C ATCGTCCATCTATTTGCCAGGTARCGCARGARATAT
Consensus GGGATGARATARAT TATGATCCTGARGGTARCGAARAT TGT TCARCATARAAAC T GGAGCGARARCAATARRAGCARGC c ATCGTCCATCTATTTGCCAGGTARCGCAAGARRTAT
1431 1440 1450 1460 1470 1480 1490 1500 1510 1520 1530 1540 1550 1560
AUF  TAATGTTTACGCTAAAGARTGCACTGGT T TAGCT TGGGARTGGTGGAGARCGGTART TGATGACCGGARC T TACCACT TGTGARARATAGARATATCTCCAT! TATCCGARATAT
FDAARGOS_607  TRAATGT T TACGCTARAGAATGCACTGGT T TRGC T TGGGAATGGTGGAGAACGGTART TGATGACCGGARCCTACCGL T TGTGARRAATAGARATATCTCCATCTGGGGCACTACACTTTATCCGRARTAT
NTSN  TRAATGTTTACGCTARAGARTGCACTGGT T TAGC T TGGGARTGGTGGAGARCGGTART TGATGACCGGARCC TACCGE T TGTGRARAATAGARATATCTCCATC TGGGGCACTACACTTTATCCGRAATAT
FSL=J1-158 TAATGTTTACGCTARAGAAT GGTTTGGCT TGGGANTGGTGGAGRACGGTAAT TGATGACC CACT TGTGRAARATAGARATATC TCCATC TGGGGCACTACGCTT TATCCGRARRTAT
UKVOLS  TAATGT T TACGCCARRGARTGCAC TGGT T TRGCT TGGGARTGGTGGAGARCGGTART TGATGACCGGARC T TACCACT TGTGARRRATAGARATATCTCCATCTGGGGCACTACGCT T TATCCGARATAT
UKVOLA  TAATGT T TRCGCCARAGARTGCACTGGT T TRGCT TGGGAATGGTGGAGARCGGTAAT TGATGACCGGAACT TRCCACT TGTGARAAATAGAARTATI GGGGCACTACGCTTTATCCGARATAT
KDL 7 BTG T T T T T T AGARC GG TR TG T GACCOEAAC T T ACCAC T TG TCAMAA TAGAMATATC TCCAT TTGOOSCAC TRCECTTTATCCGAMATAT
4/52-1953  TAARTGT T TACGCCARAGAATGCAC TGGT T TRGC T TGGGARTGGTGGAGAACGG TART TGATGACCGGARCT TACCACT TGTGARRRATAGARATATC TCCATC TGGGGCACTACGCT T TATCCGARATAT
Consensus  TAATGT T TACGCLARAGARTGCACTGGT T TaGCT TGGGAATGGTGGAGRACGGTAAT TGATGACCGGAACE TACCACT TGTGARARATAGARATATC TCCAT €CTTTATCCGARATAT
:5‘1 1570 1580 lSSll)
P e
TAATARAGTAGATARTCCARTCGAATAR
FDAARGOS_607 AGTARTAGTGTAGATAATCCARTCGARTAR
AGTRAATAGTGTAGATAR' GAATAR
FSL-J1-158 AGTAATAGTGTAGATARTCCAATCGARTAR
UKVDLS  AGTAATAGTGTAGATARTCCARTCGAATAR
UKVDLA  AGTARTAGTGTAGATARTCCARTCGAATAR
UKVDLZ  AGTAATAGTGTAGATAAT! GRAATAA
4/52-1953  AGTAATAGTGTAGATARTCCAATCGART!
AGTARTAELGTAGATARTCCARTCGARTAR

(EY)



10 20 30 a0 50 60 70 80
AUF  ATGAAGARGATCATGCTGGTGT TCATCACCCTGATCCTGGTGAGCC AGCAGACCGAGGCCARGGACGCCAGCGC
FSL-J1-158  ATGARGAAGATCATGCTGGTGT TCATCACCCTGATCC TGATCAGCE TGCCCATCGCCCAGCAGACCGAGGCCARGGACGCCAGCGL!
4/52-!953 m;cmu %"3' CATCACC lg CCATCGCCCAGCAGACCGAGGCCARGGACGCCAGLGC!
GY AGAC
NTSN  ATGARGAAGATCATGCTGGTGT TCATCACCCTGATC! AGACCGAGGCCANGGACGCCAGCGL
UKVDLZ  ATGAAGARGATCATGETGGTGT TCATCACCCTGATC AGCAGACCGAGGCCARGGACGCCAGLGC
UKVDLY GARGARGA T GC ATCACCCTGATCS AGCAGACCGAGGCCARGGACGCCAGCGC!
UKVDLA GAAGAAGATCATGC TGG AGACCGAGGCCARGGACGCCAGLGC
GRARGAAGATCATGC 166 GATC GAGGCCARGGAC
31 140 150 160 180 190 200 210
AUF e C GGAC
FSL=J1-158 GC ARGAC GAC AGGGCC TGGAC TACARCARGARCARCG T
4/52-1953 GCCAGCCCCARGAC GACGAGATCGACANG TACATCCAGGGCC TGGAC TACARCARGARCARCGT!
FOAARGOS_607 AGCCCCANGACT GACGAGATCGACARG TACATCCAGGGCC TGGAC TACARCARGARCARCGT!
NTSN CCARGACCCC GAC GAC CTGGAC ARCH
UKVDL7 ARGAC GACGAGATCGACARG TACATCCAGGGCC TGGAC TACARCARGAACARCG T
UKVDLY GC GACGAGATCGACANG TACATCCAGGGCC TGGAC TACARCARGARCARCGT!
UKVOLA CCCCCGCCAGECCCARGAC GCCGACGAGATCGACARG T CTGGAC TACARCARGAACAACG TGCTGG GRC
Consensus  GCCCCCCCGCCAGCCCCARGACCCC GACGAGATCGACARGTACATCCAGGGCC TGGAC TACARCARGARCARCGTGC TGGTGTACCACGGCGACGC ARCGTGCC
261 270 280 310 320 330 340 350 360 370 380 390
AUF AGGANGGGC TACARGGACGGCARCGAGTACATCGTGGTGGAGARGARGARGARGAGCATCARCCAGAACARCGCCGACATCCAGETGGTGARCGCCATCAGCAGCC TGACC TAC
FSL-J1-158 AGGARGGGC TACARGGACGGCARCGAG TACATCGTGGTGGAGARGARGARGARGAGCA TCARCCAGARCARCGCCGACATCCAGGTGGTGARCGCCATCAGCAGCC TGACCTAC
1953 GGGC GG GGAGARGARGA AGGTGG! GGCGC
FORARGOS_607 AGGARGGGC TACARGGACGGCARCGAGTACATCGTGGTGGAGARGARGARGARGAGCATCARCCAGARCARCGCCGACATCCAGETGGTGARCGCCATCAGCAGCC TGAC GGCGC
NTSN CAGGARGGGC TAC ARCGAGTACATCGTGGTGGAGANGARGAAGARGAGCATCARCCAGARCARCGCCGACATCCAGGTGGTGARCGCCATCAGCAGCC TGACC TACCCCGGCGC
UKVOL 7 CAGGARGGGC GGCARCGAG TACATCG T 66 TGGAGARGARGARGARGAGCA T CARCCAGAAC GO GGTGGT GACCTAC
UKVOLY CAGGARGGGC TRCARGGACGGC GAGTACATCGTGG TGGAGARGARGARGARGAG AGGTGG! GACCTAC
UKVDLA CAGGANGGGC TACARGGACGGCARCGAGTACATCGTGGTGGAGARGARGARGARGAG AGARCARCGC! AGGTGGTGARCGCCATCAGCAGCE TGAC
CAGGARGGGC GAGTACATCGTGGTGGAGARGARGAAGARGAG AGARCARCGC AGGTGGTGARCGCCATCAGCAGCE TGAC
391 400 a10 azo 430 440 a50 460 az70 480 430 500 510 520
GARGGCCARCAGCGAGE TGGTGGAGARCCAGCC GARGAGGGACAGCC TGACCC TGAGCATCGACC TGCCCGGCATGACCARCCAGGACARCARGATCGTGGTGARGARCGC!
FSL=J1-158  GTGARGGCCARCAGCGAGE TGGTGGAGARCCAGCCCGACGTGE TGCCCGTGARGAGGGACAGCE TGACCC TGAGCATCGAC GGCATGACCARCCAGGACAARCARGATCGT GG TGARGARC
2 GARGGCCARCAGCGAGE TG6 TGGAGARCCAGCCCGAC! 3 GARGAGGGACAGCC TGACCC TGAGCAT CTGCCCGGCATGACCARCCAGGACARCARGATCGTGGTGAAGARCGC!
NTSN  GTGARGGCCARCAGCGAGE TGG T GGAGARCCAGCCCGAC GARGAGGGACAGCC TGACCC TGAGCATCGAC GGCATGACCARCCAGGAC GG TGARGARCGC
UKVDL7  GTGAAGGCCARCAGCGAGE GG TGGAGARCCAGCCCGACH GARGAGGGACAGCC TGACCC TGAGCATCGACC GGCATGACCARCCAGGACARCANGATCGTGGTGAAGAACGC
UKVDLY G TGANGGC GGTGGAGARCCAGCCCGAC GARGAGGGACAGCC TGACCC TGAGCATCGACC GGCATGACCARCCAGGACAAC] CGTGGTGARGANCGC
UKVDLA AGCGAGC AGCCCGAC! T GARGAGGGACAGCC TGACCC TGAGC GGCATGACCARCC GGTGARGARCGCCA
T GARGAGGGACAGCE TGACCC TGAGCATCGACC GGAC GCCA
521 530 540 550 560 570 580 600 610 620 630 640 650
AUF GTACGCCCAGGCCTACE TAC TRC
FSL=J1-158  CCARGAGCARCG TGARCARCGCCGTGAACACCC TGGTGGAGAGG T GGARCGAGAAG T AGGC! GAGCGCCARGATCGAC TACGACGACGAGATGGCC TACAGCGAGAGCCAGE
CARGAGCARCG TGARCARCGCCG TGARCACCC T66TGGAGAGG TGGARCGAGARG TACGCCCAGGCC TACCCCARCGTGAGCGCCARGATCGAC TACGACGACGAGATGGCC TACAGCGAGAGCCAGT
FOAARGOS_607  CC ARCGTGARCARCGCCGTGARCACCE TG6TGGAGAGG TGGARCGAGANG TACGCCCAGGCC TACCCCARCG TGAGCGCCARGATCGAC TACGACGACGAGATGGCC TACAGCGAGAGCCAGE
NTSN  CCARGAGCARCG T TGARCACCE TGGTGGAGAGG T GGARCGAGANG T AC TACCCCARCG TGAGCGCCARGATCGAC TACGACGACGAGA TGGCC TACAGCGAGAGCCAGC
7 co C CGIGARCACCC TGGAGAGG T GGARC AGGC! AGC
UKVDLS  CCARGAGCARCGTGARCAARCGCCGTGARCACCC TGGTGGAGAGGTGGARCGAGANG TACGCCCAGGC! GAGCGCCARGATCGAC TACGACGACGAGATGGCC TACAGCGAGAGCCAGE
UKVDLA  CCARGAGCARCGTGAACAACGCCGTGARCACCC TG TGGAGAGG T GGARCGAGARG TACGCCCAGGCC TACCCCANCGTGAGCGCCARGATCGAC TACGACGACGAGATGGCC TACAGCGAGAGCCAGC
Consensus  CCARGAGCAACGTGARCARCGCCGTGARCACCE TGGTGGAGAGETGGARCGAGANGTACGCCCAGGCC TACCCCARCG TGAGCGCCARGATCGAC TACGACGACGAGATGGCC TRCAGCGAGAGCCAGE
651 660 670 680 740 750 760 770 780
GATCGCCARGT TCGGCACCGCC T TCARGGCCGTGARCARCAGE SCAGGAGGAGGTGATCAGC T TCARGCAGATC TAC TACARCGTGAACG T
FSL-J1-158  GATCGCCARGT TCGGCACCGCC T TCARGGCCG T GARCARCAGCCT! GAGGGC SCAGGAGGAGGTGATCAGC T TCARGCAGATC TAC TACAARCGTGAACG T
« TGATCAGC T TCARGCAGATC TACTAC
7 GATCGCCARGT TCGGCACCGCC T TCARGGCCG TGARCARCAGCE T SCAGGAGGAGG TGATCAGE T TCARGCAGATC TAC TACAACGTGARCG T
NTSN  GATCGCCARGT TCGGCACCGCC T TCARGGCCGTGARCARCAGE AGC SCAGGAGGAGG TGATCAGE T TCARGCAGATC TAC TACARCGTGARCG T
UKVDL?7  GAT GGCACCGCCT TCARGGCCG TGARCARCAGC SCAGGAGGAGG TGATCAGC T TCARGCAGATC TAC TACARCG TGAACG T
UKVDLS  GATCGCCARG ARGATGCAGGA ARG AC
UKVDLA GGCACCGCCT TCARGGCCG T GARCI GCAGGAGGAGG TGATCAGC T TCH
2 GCC AGGAGGAGGTGATCAGC T TCARGCAGATC
870 880 890 900 910
AUF CTGGGCGTGARCGCCGAG ATCAGCAGCGTGGCC TACGGCAGGCAGGTGTACT
FSL=J1-158 CTGGGCGTGARCGCCGAGARCCCCCCCGCC TACATCAGCAGCG TGGCC TACGGCAGGCAGGTGTACC
A/52-1: C TGARCGCCGAGARCCCCCCCGEC ATCAGCAGCGTGGCC TACGGCAGGCAGGTGTACC
FOAARGOS_607 GGGEGTGARC G
NT C G TGARCGCCGAGARC GCCTACATCAGCAGCG: GGCAGGCAGGTGTACC
UKVDL7 CTGGGCGTGAACGCCGAGARC GCC TACATCAGCAGCGTGGCC TRCGGCAGGCAGGTGTACC
UKVDLY CTGGGCGTGARCGCC ATCAGCAGCGTGGCC TACGGCAGGCAGGTGTACC
uUKvOLa CTGGGCGTGARCGCCGAGARCCCLCCCGEE TACATCAGCAGEG TGGLC GTACC
1010 1020 1030 1040
AUF GACCAACATC AGCT TCARGGCCG
FSL-J1-158 GAC ARGAAC CARGGCCGTGAT
a/52-1 GACCARCATCATCARGARCAGCAGC T TCARGGCCGTGAT
FORARGOS_607 GACCARCATCATCARGAACAGCAGC T TCARGGCCGTGAT
NTSN GACCARCATCATCARGARCAGCAGC T TCARGGCCGTGAT
UKVDL 7 GAY
UKVDLS GACCARCATCATCARGARCAGCAGC GAT
UKVDLA GACCARCATCATCARGARCAGCAGC T TCARGGCCGTGAT
Consensus  TGARGC TGAGCACCAACAGCCACAGCACCANGG T GARGGCC! GACGCCHCCGTGAGCGGCARGAGEG TGAGCGGCGACH TGGAGC TGACCAACATCATCARGAARCAGCAGCT TCARGGCCGTGAT
041 1050 1060 1070 1080 1090 1100 1110 1120 1130 1140 1150 1160 1170
AUF  CTACGGCGGCAGCGCCARGGACGAGG TGCAGATCATCGACGGCARC TGGGC GGGACATCCTGARGARGGGCGCCACC T TCARCAGGGAGAC GCCCR' ARC
FSL=-J1-158  CTACGGCGGCAGCGCCARGGACGAGGTGCAGATCATCGACGGCARC GACGGACATCCTOARGARGICCGCCACC T TCARCAGGOAGAL GOCGTOCCCATCOL ARC
TRCGGCGGCAGCGCCS GGGCGAC GAC CAAC GG ARC
FOAARGOS_607  CTACGGCGGCAGCGCCARGGACGAGE TGCAGATCATCGACGGCARCH GACC TGAGGGACATCC TGARGARGGGCGCCACC T TCARCAGGGAGACCCCCGGCGT! G ARC
NTSN  CTACGGCGGCAGCGCCANGGACGAGGTGCAGATCATCGRCGGCANCE TGGGCGACE TGAGGGAC GARGARGGGCGCCACE T TCARCAGGGAGACCCCCGGE GO ARC
UKVDL7  CTACGGCGGCAGCGCCARGGAC TG CATCGACGGCARCC TGGGCGACC TGAGGGAC GARGARGGGCGCCACCT TCARCAGGGAGACCCCCGGL! G ARC
UKVDLY  CT HGACGAGG TGCAGA GAGGGAC GARGAAGGGCGCCACH CARCAGGGAGAC GC AAC
CTACGECGGCAGCGCCARGGACGAGG TGCAGATCATCGACGGCARCE GAGGGAC GARGARGGGCGCCACC T TCARCAGGGAGACCCCCGGCGTGCCCATCGL! CARC
Consensuz  CTACGGCGGCAGCGCCARGGACGAGGTGCAGATCATCGACGGCARCE TEGGCGACE TGAGGGAC! GARGARGGGCGCCACC T TCAACAGGGAGACCCCCGGC! GO ARC
171 1180 1190 1200 1210 1220 1230 1240 1250 1260 1270 1280 1290 1300
TCCTGARGGACARCGAGE TGGC ARGAACARCAGCGAGTACATCGAGAC TACACCGACGGCARGATCARCATCGACCACAGCGGCGGC TACGTGGCCCAGT TCARCATCA
FSL=J1-158  TTCCTGAAGGACARCGAGE TGGCCGTGATCARGAACARCAGCGAGTACATCGAGACCACCAGCARGGCC TACACCGACGGCARGATCAARCATCGACCACAGCGGCGGE TACGTGGCCCAGT TCARCATCA
TCCTGARGGACARCGAGC TGGCCGTGATCARGARCARCAGCGAGTACATCGAGACCACCAGCARGGCC TACACCGACGGCARGATCARCATCGACCACAGCGGCGGE TACGTGGCCCAGT TCARCATCA
7 TTCCTGARGGACARCGRGC TGGCCGTGAT AGCGAGTAC CACCAGCARGGCC TACACCGACGGCARGATCARCATCGACCACAGCGGCGLE TACGTGGCCCAGT TCARCA
NTSN  TTCCTGARGGACARCGAGC TGGCCGTGAT! GAGACCACCAGCARGGC ATCGACCACAGCGGCGGC TACGTGGCCCAGT TCARCATC
UKVDL7  TTCCTGARGGACARCGAGE TGGCCG TGATCARGARCARCAGCGAG T CACCAGCARGGCC TACACCGACGGCARGATCARCATCGACCACAGCGGCGGC TACGTGGCCCAGT TCARCH
UKVDLS  TTCCTGARGGACARCGAGC TGGCCGTGATCARGARCANCAGCGAGTACAT NCCAGCARGGCC TACACCGACGGCARGATCARCATCGACCACAGCGGCGGC TACGTGGCCCAGT TCARCATC
UKVODLA  TTCCTGARGGACARCGAGE AGCGAGTACATCGAGACCACCAGCARGGCC TACACCGACGGCARGATCARCATCGACCACAGCGGLGGC TACGTGGCCCAGT TCARCATC
e
301 1310 1320 1330 1340 1350 1360 1370 1380 1390 1400 1410 1420 1430
AUF GO GRGG T TACGACCCCGAGGSG GGARCAT
FSL-J1-158  GCTGGGACGAGATCAAC TACGACCCCGAGGS GAGARC GGCCCAC AGGARCA
a/52-1 iC TGGGACGAGATCAAC TACGACCCCGAGGGCARCGAGATCG T GCAGCACARGAAC TGGAGCGAGARCARCARGAGCARGC T GGCCCACT TCACCAGCAGL GGCARCGCCAGGARCAT
FOAARGOS_607  GCTGGGACGAGATCAAC TACGACCCCGAGGGCARCGAGATCGTGCAGCACARGANC TGGAGCGAGARCARCARGAGCAAGC TGGCCCACT TCACCAGCAGE GGCARCGCCAGGARCAT
NTSN  GCTGGGACGAGATCARC TACGACCCCGAGEGCARCGAGATCGTGCAGCACARGARC TGGAGCGAGARCARCARGAGCARGE TGGCCCACT TCACCAGCAGE GGCARCGCCAGGARCAT
UKVDL7  GETGGGACGAGAT GAGGG AC A
UKVDLS  GCTGGGACGAGATCAAC TACGACCCCGAGGGE GGAGCGAGARCARCARGAGCARGE TGGCCCACT TCACCAGCAGL GGCARCGCCAGGARCAT
UKVDLA  GCTGGGACGAGATCARC TACGACCCCGAGGGCARCGAGATCGTGCAGCACARGAAC TGGAGCGAGARCANCARGAGCARGE TGGCCCACT TCACCAGCAGE ARCGCCAGGARCAT
Consensus  GCTGGGACGAGATCAAC TACGACCCCGAGGGCARCGAGATCGTGCAGCACARGAAC T GGAGCGAGARCARCARGAGCARGE TGGCCCAC T TCACCAGCAGC] ARCGCCAGGARCAT
431 1440 1450 1460 1470 1480 1490 1500 1510 1520 1530 1540 1550 1560
AUF C ACGCCANGGAG TGCACCGGE GGGAGT GG TGGAGGACCG TGATCGACGACAGGANC GGTGARGARCAGGARCA GGGGCAC ANGTAC
FSL=J1-158 CARCGTGTACGCCARGGAGTGCACCGGLC TGGC GGTGGAGGACCG TGATCGACGACAGGARCC GGTGAAGARCAGGARCATCAGCATC TEGGGCACCACCE TGTACCCCARGTAC
4/52-1953  CARCGTGTACGCCARGGAG GGCC TGGGAGTGGTGEAGGACCETGATCGACGACAGGARC GGT AGCAT ACCCTGTAC
FORARGOS_607  CANC ARGGAGTGCACCGGC T66TGGAGGACCG T GATCGACGACAGGARC GGTGARGARCAGGARCATCAGCATC TGHGGC GTACCCCARGTAC
NTSN  CARC ARGGAGTGCACCGGLC TGGCC TGGGAGT GG TGGRGGACCGTGATCGACGACAGGARC GGTGARGARCAGGARCATCAGCATC TGEGGCACCACCE TGTRCCCCARGTAC
7  CARCGTGTACGCCARGGAGTGCACCGGCC THGCC TEEGAGTGGTGGAGGACCETGATCGACGACAGGARC GGTGARGARCAGGARCATCAGCATC TGGGGCACCACCC TGTACCCCARGTAC
UKVDLY  CARCGTGTACGCCAR GGC GAC GACGACAGGARC C AGGARC A GTACCCCARGTAC
UKvOLa ARGGAG GGCCTGGCCTGGGAGTGG T GHAGGAC GATCGACGACAGGAAC! GG TGARGARCAGGAACATCAGCATC TGGGGC ARGTAC
ARC ARGGAC GGCCTGGCCTGGGAGT GG TGEAGGACCGTGATCGACGACAGGARC GGTGARGARCAGGARCATCAGCATC TGE6GC ARGTAC
1561 1570 1580 ucz
AUF CARCARGG T GGAC! CATCGAG
FSL-J1-158  AGCARCAGCGTGGACARCCCCATCGAG
1953  AGCARCAGCGTGGACH CATCGAG
7 AGCARCAGCG T GGACARC
NTSN  AGCARCAGCGTGGACARCCCCATCGAG
UKVDL?  AGCARCAGCGTGGACARCCCCATCGAG
UKVDLS  AGCARCAGCG T GGAC! ATCGAG
UKVDLA  AGCARCAGCG T GGACARCCCCATCGAG

(b)

Figure S1. Multiple sequence alignments of the original (a) /4ly gene nucleotide sequences of the L. mono-
cytogenes vaccine strain AUF and seven wild type L. monocytogenes strains of zoonotic origin and artifi-
cially generated sequences (b) obtained using Multalin online service (http://multalin.toulouse.inra.fr/mul-

talin/). The SNPs are colored in blue.



Table S1. The homology level between the original AUF reference hly gene sequences

and those derived from wild type L. monocytogenes strains of zoonotic origin (Fig. S1,

a)

## | L. monocytogenes | Number of SNPs/mutations | Identity value between AUF
strain comparing to the AUF and wild type L. monocyto-

genes strains sequences*

1 AUF 0 100% (1590/1590)

2 FSL-J1-158 56 96.5% (1534/1590)

3 FDAARGOS_607 | 44 97.2% (1546/1590)

4 NTSN 44 97.2% (1546/1590)

5 UKVDL9 51 96.8% (1539/1590)

6 UKVDL4 48 97.0% (1542/1590)

7 4/52-1953 45 97.2% (1545/1590)

8 UKVDL7 55 96.5% (1535/1590)

* Using the EMBOSS

boss needle/

Needle on-line tool (https:/www.ebi.ac.uk/Tools/psa/em-

Table S2. The homology level between the artificially generated sequences (Fig. S1, b)

## | Original sequence | Number of SNPs/muta- | Identity value between
tions comparing to the AUF and wild type L.
AUF monocytogenes strains se-

quences*

1 AUF 0 100% (1587/1587)

2 FSL-J1-158 10 99.4% (1577/1587)

3 FDAAR- 7 99.6% (1580/1587)

GOS_607

4 NTSN 7 99.6% (1580/1587)

5 UKVDL9 11 99.3% (1576/1587)

6 UKVDL4 11 99.3% (1576/1587)

7 4/52-1953 6 99.6% (1581/1587)

8 UKVDL? 11 99.3% (1576/1587)

*

Using the EMBOSS Needle on-line tool (https://www.ebi.ac.uk/Tools/psa/emboss needle/




Table S3. The pairwise differences in nucleotides for the original hly L. monocytogenes

gene sequences (Fig. S1, a; Table S1)

1 2 3 4 5 6 7 8
1 0 56 44 44 51 48 45 55
2 56 0 54 54 41 36 37 43
3 44 54 0 0 43 42 37 45
4 44 54 0 0 43 42 37 45
5 51 41 43 43 0 9 20 12
6 48 36 42 42 9 0 19 17
7 45 37 37 37 20 19 0 18
8 55 43 45 45 12 17 18 0

Table S4. The pairwise differences in nucleotides for artificially generated sequences
(Fig. S1, b; Table S2)
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