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CATGGATCCGECCGCCCATGAGGACCCGETGECT CCGOCTCATCTACACCCACGTOGCCTCETTCACCECCGACCAGGACAGECTGECCGTCCC———— f
ZmOKX1(101) GETGEAGCCGGCECCGGCGIGGECECEETEEETGCGGCTCETGTACACCGACTTORCGGCATTCAGCGCCGATCAGGAGCGECTGACCGCECCGUGECCE
Consensts(101)  TGGA CCGGCGCCG G GG CGCGGTGG T CG CTC T TACACCGAC TCGC CGTTCA CGCCGACCAGGAG GGCTG CCG CCC c
(201) 201 210 220 230 240 250 260 270 280 250 300
BoCKX1(195) GGACGGGACGGCETGC ——— TCGGCCCGGTGAGCTACGT TGAGGGECTCCGTGTACGTGAACCGGAGCCTCGCCTCTGGGCTCARGGCCACGGCATTCTTCT
ZmCKX1(201) GECGECGGCGECECETCETICGECOCGATGAGCTACCTGEAAGEGTCCETGT TOGTGAACCAGAGCCTGGCCACCGACCTGECGAACACGEGGTTCTTCA

Consensts(201) GG G G CGGCG G TCGGCCCG TGAGCTACGT GA GG TC GIGT CGTGAACC GAGCCT GC C G CT G CACGG TTCTIC
(301) 301 310 320 330 340 350 360 370 380 390 400
BoGKX1(292) CCGATGGCGACGTGGAGAGEATCGCCGCGCTCGEGGAGCGGAGEAACGOCGCCGTTGTGTACAGCATCGAAGCGGCCGTGCACTACARCCGCACGACCGE
ZmCKX1(301) COGACGCCEACGTCGCCCGEATCGTCECGCTCGCCEGEGAGCEEARCGCCACCACCETGTACAGCATCGAGEOCACGCTCAACTACGACAACGCCACGGE
Consensus(301) CCGA G CGACGT G GGATCG CGCGCTCGC G G G GGAACGCC CC  GTGTACAGCATCGA GC C T ACTAC AC C C AC GC
401) 401 410 420 430 440 450 460 470 480 490 500
BoOKX1(382) CGGCTCGETGEACCAGGTAAGGAGCGAGCCTCCTGTCTAGCTCACCGCOGTCETGEETCETGACACECCCTTTEGCCCTCGTGTAGCTGGCAGCACGTGA
ZmOKX1 (401) ~GG--CGECGE GGCGGTGEACE—— AGGAGCTCG
Consensus(401) GG CGG GG GGG T G CC AGGAG T
(501) 501 510 520 530 540 550 560 570 580 590 600
BoOKX1(492) GEGCGTTECTGEAGGAGCTGAGCTACGAGGAGGGCTTCTCCTTCGAGCGCGATGTGCCGTACGTCGAGTTCCTTGACCGGGTGCACCATGAGGAGCTGGT
ZmCKX1 (430)

CETCCGTECTEEGCACGCTGAGCTACGTGGAGEGGT TCGCGTTCCAGCECGACGTGGCATACGCGGCGTTCCTTGACCGEETGCACGGCGAGGAGGTEEC
Consensus(501) G C TGCTGG — GCTGAGCTACG GGAGGG TTC C TTC AGCGCGA GTG C TACG G GTTCCTTGACCGGGTGCAC — GAGGAG TGG
(601) 601 610 620 630 640 650 660 670 £80 690 700
BoCKX1(592) TCTCGAGAAGGCCEGETTATGGCETGETCCCGCACCCCTGGCTCATGCTGTTTGTGCCCCGGTCGCGCATCCTCGACTTCGACATCGGCGTATTCARGGGE
ZmCkX1 (530) GCTCARCAAGCTGEGGCTGTGECEGETGCCECACCCGIGECTCARCATGITCETGCCGCGCTCGCGCATCGCCGACT TCEACCGUGECETCITCAAGEEE
Consensus(601) CTC A BAG GGG T TGGCG GT CCGCACCC TGGCTCA — TGTT GTGCC CG TCGCGCATC CGACTTCGAC CGGCGT TTCAAGGGC

(7o) 701 710 720 730 740 750 760 770 780 790 800

BoCKX1(692) ATCCTTCGCCACGCCGACATCGCCGGACCCCTCCTCGTGTACCCCATGAGCARATCARAGTAAGTACACG-CATATATGCACATCTCTTATCTGAACTAG
ZmCKX1(830) ATCCTGCAGGGCACCGACATCGTCGECCCGCTCATCGTCTACCCCCTCAACARATCCATGTGGGACGACGGCATGTCGGCGGCGACGCCGTCTGAGG-AC
Consensus(701) ATCCT C C CCGACATCG CGG CC CTC TCGT TACCCC T A CAAATC A GT G ACG CAT T GC TCTGA A
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BoCKX1(791) GAGTAACATGCATGTGTGACTCGCCCGAGTCGTTCCGAGT TAGCTAATGGCACACCGCTTCCGTGACTCGTTAGTGGGACGA——CGGCATGTCGGCARTG
ZmQKX1(729) GIGTTCTACGCG—GTGTCGCT-GCTCTTCTCGT-CGETGGCGCCCARCGACCTGGCGAGGCTGCAGGAGCAGRACAGGAGGATCCTGCGCTTCTGCGACC

Consensus(801) G GT A GC GIGT CT GCC TCGGTCGG CARGC C6 CG A GGAGA CGC TCGCA
@©o1) 901 910 920 938
BoCKX1(889) ACGCCGGEA--CGAGARCGTGTTCTACTTCGTGTCECTG S | m | | a ri ty 64 %
ZmCKX1 (826) TCGCCGGEGATCCAGTACAAGACCTACCTGECGCGGEAC
)

Consensus(@01) CGCCGG CAGAC G CTACTG G GC

Figure S1. Alignment of the deduced amino acid sequences of
BoCKX-specific probe and ZmCKX1.



