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1.1 Supplementary Figures 

 

 

 

Supplementary Figure S1. Prediction results of lncRNA of the full-length transcript of C. 
vietnamensis 

 

 

            Supplementary Figure S2. GO annotation classification map of the full-length 
transcriptome sequence 
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                   Supplementary Figure S3. KEEG annotation classification map of the full-length 

transcriptome sequence 

2.2  Supplementary  Tables 

Supplementary  Table S1. Statistical results for non-redundant high quality full-length 
transcripts 
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