
  
Figure S4. Variation in repeat length in intragenic homopolymeric tracts (HPTs) for genes well conserved across Escherichia strains. The horizontal axis shows the gene (protein) 

name and the vertical axis shows the corresponding NCBI Taxonomy ID. The color of the heatmap corresponds to the length of the repeats, with yellow and dark blue colors 

indicating the shortest and longest repeat lengths, respectively. 


