
 
 
Supplementary Figure S1. Quality Control for quantification of miRNA content of MSC-EVs and MSC-EV-

treated islets 
Reads classification and composition showing type and origin of small RNA molecules sequences quantified in:   
A. MSC-EVs (four separate preparations).  
B. Control and MSC-EV-treated islets (four separate preparations).  
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Supplementary Figure S2. Quantification of miRNA expression in MSC-EVs, control islets and MSC-EV-

treated islets 
The figure shows the top 60 most abundant miRNAs quantified in MSC-EVs (left panel, n=4), control mouse 

islets (middle panel, n=4) and MSC-EV-treated mouse islets (right panel, n=4), ranked top to bottom from 
most abundant to least abundant.  miRNA reads were converted to absolute concentrations (molecules/uL) 
based on NGS spike-in calibrators. The top 10 most abundant miRNAs in control and MSC-EV-treated 
islets are highlighted in dark grey, while the green bars track the expression of a miRNA of potential 
interest, miR-21a-5p.   

 
 


