
 
Figure S1. Mass spectrometry–based analysis of YAP-interacting proteins regulated by lipid 
metabolism. Heatmap displaying changes in YAP-associated protein interactions identified by mass 
spectrometry following OA treatment. Each row represents a YAP-binding protein, with red 
indicating increased association (positive enrichment) and blue indicating decreased association 
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(negative enrichment) relative to control conditions. Association is measured relative to binding to 
unique peptides when compared to control. The data highlight dynamic modulation of the YAP 
interactome in response to lipid metabolic cues. 


