Supplemental

Figure S1 primary antibodies used for Flow Cytometry

Phenotype Marker Fluorophore Supplier and Code
OCT 4 PE Sony 3868520
Pluripotent SOX 2 Unconjugated Abcam ab93689
NANOG Alexa 647 Sony 3971050
CD90 FITC BD bioscience  11-0909-42
CD73 APC-780 BD bioscience  47-0739-42
EMT/MSC
CD105 PE BD bioscience  17-1057-42
CD44 APC BD bioscience  17-0441-82

List of primary antibodies used for Flow Cytometry analysis

Figure S2 RT-gqPCR Primers and Melting curve

Forward: 5'-ACACACTTCCAGCATCTGTC-3'

e Reverse: 5-TCACACGTGCAATCAAAGGG-3’
hTLRA Forward: 5- TGGGAGCCTTTTCTGGACTA-3’
Reverse: 5-TGGAAAGGTCCAAGTGCTCT-3'
hiL-6 Forward: 5'-CAGAGCTGTGCAGATGAGTA-3'
Reverse: 5-CTCCTTAAAGCTGCGCAGAA-3’
hIL-8 Forward: 5-GTGCAGTTTTGCCAAGGAGT-3’
Reverse: 5'- AACCCTCTGCACCCAGTTTT-3'
HLA-A Forward: 5'-TCCTTGGAGCTGTGATCACT-3’
Reverse: 5'- AAGGGCAGGAACAACTCTTG -3’
HLA-B Forward: 5-ATTACATCGCCCTGAACGAG-3’
Reverse: 5'-ATCTCCGCAGGGTAGAAACC-3’
HLA-C Forward: 5-TCCTGGTTGTCCTAGCTGTC-3’
Reverse: 5'-CAGGCTTTACAAGTGATGAG-3’
GAPDH Forward: 5-CCCACTAACATCAAATGGGG-3’
Reverse: 5-CCTTCCACAATGCCAAAGTT-3'
List of primers used for RT-gPCR analysis
A. HLA-A B. HLA-B C. HLA-C
D. hTLR3 S Eye E. hTLR4 ki Saren F. hiL-6 i
G. hiL-8 H. GAPDH
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Figure S3 FITC ALDH sorting MDA-MB-468
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Figure S4 RFP Vimentin sorting MDA-MB-231)
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Figure S5 Mammospheres MDA-MB-468
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Figure S6 Cell Cycle MDA-MB-468

100

80+

60

40

1.5K =

L

X
m 4
1.0K =
2y "
- 3
I i
e 500 =
= i
o
1] 200K
G0/G1
* %k %k %k
n=3

T T
400K GOOK

BLZ-A : BL2-2

154

T
800K

800

x

wn 400

=

oot

T S

I 200

ra) 200

-

<

T o T T T T |J
1.oM ] 0K 400K BDOK 1.0M

EBL2-& :: BL2-&

S G2/M

% %k %k 601 %k % %k %k

] n=3 1 n=3

- 404
2
©
O]
(=)
> 20

T
ALDH Low 5% ALDH High 5%

T T
ALDH Low 5% ALDH High 5%

Supplemental 7 (Lysotracker red MDA-MB-468)

Lysotracker Deep-Red
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Figure S8 RNA seq Data
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