Supplementary Figure S7.

Mean ATEER (Q.cm?)

Correlation between Bbsl mRNA level and ATEER in eight Bbs1” clones including
Bbslex12.1 and Bbslex12.4. There was a strong, negative correlation (r = -0.8456) that was
statistically significant (p=0.0082). Points fit the model of linear regression well (R2=
0.7151). Each coloured point represents a single Bbs1-/- clone, which are labelled and
coloured based on the sgRNA with which they were generated (red= sgRNA-1; green=
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sgRNA-8; orange= sgRNA-12).



