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Figure S1. ATPase subunits expression in human normal hepatocytes and two 

human HCC cell lines. No significant differences were observed in ATP1A1 and 

ATP1B1 subunits of normal hepatocytes treated with pNaKtide as compared 

to untreated group. In addition, ATP1A2 subunit of both normal hepatocytes 

and HCC cell lines showed no significant changes under treated or untreated 

conditions. A) Confocal images of ATP1A1 expression in human normal 

hepatocytes. B) Confocal images of ATP1B1 expression in human normal 

hepatocytes. C) Confocal images of ATP1A2 expressions in human normal 

hepatocytes and human HCC cell lines (Hep3B and SNU475). Results are 

shown as box-whisker plots (n=5, statistical analysis by t-test). Scale 

bar=15µm. 
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Figure S2. FoxO1 in human normal hepatocytes. No significant changes were 

observed in the nuclear translocation of FoxO1 in the pNaKtide-treated group 

when compared to untreated human normal hepatocytes. Confocal 

microscopy images of FoxO1 in human normal hepatocytes (n=5, Results are 

shown as box-whisker plots. Statistical analysis by ANOVA and Turkey’s Post 

hoc test). Scale bar=20µm. 
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Table S1. Key reagents and chemicals used in this study. Antibodies against 

the indicated protein as well as other reagents/chemicals used in this study 

are as listed below. Their catalogue number, source and the dilutions used in 

the experiments are as listed. 
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Table S2. List of major genes dysregulated in Hep3B cell line vs. response to 

pNaKtide treatment. 

 

 


