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Figure S1. Implication of the strong experimentally validated shared target genes downstream of the CRC exosomal IncRNA/circRNA-miRNA-target
axis in Pathways in Cancer KEGG pathway. 16 out of the 38 shared target genes were found to be implicated in Pathways in Cancer KEGG pathway.
Red stars indicate the shared target genes.
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Figure S2. Implication of the strong experimentally validated shared target genes downstream of the CRC exosomal IncRNA/circRNA-miRNA-target
axis in PI3K-Akt signaling KEGG pathway. 10 out of the 38 shared target genes were found to be implicated in PI3K-Akt singlaing KEGG pathway.
Red stars indicate the shared target genes.



