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Supporting information 

Table S1 CRISPR loci, prophage-like clusters, and bacteriocin gene in the GM-080 

genome. 

a Prediction of prophage region: intact (score > 90), questionable (score 70–90) or 

incomplete (score < 70) 

b AOI, area of interest. These are potential clusters responsible for the production of 

RiPPs and other bacteriocins. 



Table S2 Minimum inhibitory concentrations (MICs) of L. paracasei GM-080 toward 

eight antimicrobials and their microbiological cutoffs. 

a g/L 

b according to ref 17 



Table S3 EggNOG functional annotations of L. paracasei GM-080. 



Table S4. Putative IMa and CpG-containing ODNb contents in L. paracasei 

strains. 

GM-080 BCRC 16100 L9c HD1.7c Lpc10c

Code Sequence Genome size (bp) 3,140,923 3,029,023 3,076,440 3,039,280 3,052,120

IM1 TTAGGG

Frequency 292 276 187 184 193

No. copies per 10
6
 bases 93 91.1 60.8 60.5 63.2 

IM2 TTTCGTTT

Frequency 103 78 54 52 59

No. copies per 10
6
 bases 32.8 25.8 17.6 17.1 19.3 

IM3 TCAAGCTTGA

Frequency 4 4 3 2 3

No. copies per 10
6
 bases 1.3 1.3 1.0 0.7 1.0 

ODN2216 GACGATCGTC

Frequency 1 3 NDd ND ND

No. copies per 10
6
 bases 0.3 1 ND ND ND

ODN2336 ACGACGTCGT

Frequency 1 1 ND ND ND

No. copies per 10
6
 bases 0.3 0.3 ND ND ND

a ODN, oligonucleotides. 

b IM, immunosuppressive motif 

c Information of three reference Lactobacillus strains were obtained from Mazhary Z 

et al., Inform. Med. Unlocked. 2020;18:100280.

d ND, not determined 


