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Figure S1: Ingenuity pathway analysis of proteomic changes induced by EPX or CBZ treatment in

LCL721.221/mHLA-B*57:01 cells vs parental cells.
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Figure S2: Analysis of proteomic changes and predicted upstream regulators after treatment of LCL721.221/sHLA-
B*57:01 and parental LCL721.221 cells with CBZ or EPX. Volcano plot of protein expression in LCL721.221/sHLA-
B*57:01 vs. parental LCL721.221 cells after CBZ (A) or EPX treatment (B). Labeled proteins overlap between both
treatment conditions.



