
 

 

 

 

Figure S1. Representative profile for area calculation (A). The numbers represent the calculated area of mRNP, 

monosome and polysomal volumes. Each fraction was calculated, and statistically analyzed on Graphpad (B). One 

of the replicates has been presented in the main manuscript. Two other replicates for si-METTL3 and si-NC pairs 

were illustrated in C and D.  
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Figure S2. The calculated area of the profiles of DMSO and CP treated si-NC and si-METTL3 cells were shown as 

bar graphs (A). One of the replicates has been presented in the main Manuscript. The translational profiles of two 

other replicates were represented in B and C.   

 

A 

B C 

 


