Table S1. Related Pathways or Biological Functions with IIIG9 interactors.

ITIGY Interactors Related Pathways or Biological Functions. Reference
CYSRT1 Identical protein binding [30]
KRT31 Keratinization and Development Biology. [43-45]
BAG4 TWEAK pathway and death receptor signaling. [43-45]
TEKT4 Sperm Motility [43-45]
HSF2BP Meiosis. Spermatogenesis and fertility. [43-45]
TRAF1 TWEAK pathway and apoptotic pathway triggered by HIV1. [43-45]
FKBP6 Cell Cycle, Mitotic and Meiosis. [43-45]
GOLGA2 Neurodegenerative diseases and PLK1 signaling events. [43-45]
TRAF2 IL-4 signaling pathways and TWEAK pathway. [43-45]
KRTAP6-2 Keratinization and development Biology. [43-45]
FHL3 Actin Binding. Transcriptional coactivator of FOXK1. [43-45]
KRTAP6-3 Keratinization and development Biology. [43-45]
ATPAF2 - [43-45]
REX6 Regulation of beta-cell development and development biology. [43-45]
Activated PKN1 stimulates transcription of AR (androgen receptor) regulated genes KLK2 and KLK3.
HOXA1 . [43-45]
Mesodermal Commitment Pathway.

HGS Tyrosine kinases adaptors and Budding and maduration of HIV maduration. [43-45]
COG6 Vesicle- mediated transport and Transport to the Golgi and subsequent modification. [43-45]
VMAC - [43-45]

HOMER3 Protein-Protein Interactions at synapses and Transmission across Chemical Synapses. [43-45]
PLEKHG4 Possible role in intracellular signaling and cytoskeleton dynamics at the golgi. [43-45]
ATN1 Transcriptional corepressor. Protein domain specific binding and toxin activity. [43-45]
LMO2 Embryonic and Induced Pluripotent Stem Cellls and L.in(?age- specific Markers. Hematopoietic Stem [43-45]
Cell Differentiation.
WWOX Signaling by ERBB4 and gene expression. [43-45]
KRTAP3-1 Keratinization and development Biology [43-45]
PRKAA2 Metabolism and RET signaling. [43-45]
FAM168B Inhibitor of neuronal axonal outgrowth. [43-45]
KRTAP13-2 Keratinization and development Biology [43-45]
RIMBP3C Sperm development. [43-45]
PFDN5 Chaperonin-mediated protein folding and Metabolism of proteins. [43-45]
DTX2 Constitutive Signaling by NOTCH and Signaling GPCR. [43-45]
TFG Vesicle- mediated transport and Transport to the Golgi and subsequent modification. [43-45]
AKAPSL RNA binding and DEAD/H-box RNA helicase binding. [46]
LMO4 Embryonic and Induced Pluripotent Stem Cells and Lineage- specific Markers and Neuroscience. [43-45]
KRTAP19-5 Keratinization [43-45]
LASP1 Cytoskeletal signaling and Aquaporin-mediated transport. [43-45]
CCDC57 Centriole duplication, mitosis and ciliogenesis. [43-45]

FRS3 NGF Pathway and Cytokine Signaling in Immune system. [43-45]

CSTE2 Processing of Capped Intrinless Pre-RNA and tRNA processing. [43-45]
PRDM14 Mesodermal Commitment Pathway and Transcriptional regulation of pluripotent stem cells. [43-45]
KPRP Keratinization differentiation. [43-45]
COX5B Metabolism and TP53 regulates metabolic genes. [43-45]
TSC1 mTOR signaling pathway and RET signaling. [43-45]
C100rf55 - -

OIP5 Cromosome maintenance and Cell Cycle, Mitotic. [43-45]
INCA1 Cyclin binding. [43-45]
UNKL Class 1 MHC mediated antigen processing and presentation and Innate Immune system. [43-45]

PLA2G10 Metabolism and Acyl chain remodeling of PE. [43-45]
KCTD9 Activation of cAMP-dependent PKA and Hepatic ABC transporters. [43-45]
FHL2 Metabolism and Signaling events mediated by HDAC Class IIL [43-45]
BCAS2 mRNA splicing-Major Pathway and Gene expression. [43-45]
CTDSP1 mir-124 predicted interactions with cell cycle and di.ff.erentiation and Coregulation of Androgen [43-45]
receptor activity.
METTL27 Methyltransferase activity. [47]



KRTAP3-2 Keratinization. [43-45]
KRTAPS-1 Keratinization. [43-45]
KRTAP19-6 Keratinization. [43-45]
HNRNPH1 MECP2 and associated Rett Syndrome and Signaling by FGFR2. [43-45]
QARS Metabolism and Peptide chain eleongation. [43-45]
OTUD7B TWEAK pathway and Ovarian tumor domain proteases. [43-45]
PLEKHN1 Cardiopilin binding. [48]
ALS2CL Vesicle- mediated transport and RAB GEFs exchange GTP for GDP on RABs. [43-45]
TGM7 Protein-glutamine gamma-glutamyltransferase activity. [43-45]
CATSPER1 Fertilization ans Sweet Taste signaling. [43-45]
SLAIN1 Cytoplasmic microtubule organization. [47]
B9D2 Mitotic Prometaphase and Mitotic Metaphase and Anaphase. Gamma tubulin binding. [43-45]
PPP1CC Metabolism and Beta-Adrenergic Signaling. RNA binding and hydrolase activity. [43-45]
ZMYND12 Metal ion binding activity. [43-45]
RBM11 poly (U) RNA binding and cell differentiation. [43-45]
TRIB3 Metabolism and RET signaling. [43-45]
MYO15B ATP binding activity, actin binding activity and cytoskeletal motor activity. [43-45]
FHL5 Transcription CREM signaling in testis. [43-45]
APP Peptide ligand- binding receptors. Neurodegenerative Diseases. [43-45]
DVL2 Wnt mediated activation of DVL. DNA damage response. [43-45]
IDE A- beta plaque formation and APP metabolism. Metabolism of proteins. [43-45]
PPP1CA Metabolism and beta- adrenergic signaling. [43-45]
RNF123 Class 1 MHC mediated antigen processing and presentation and Innate Immune system. [43-45]
RPL21 Peptide chain elongation and metabolism. [43-45]
UBR1 Class 1 MHC mediated antigen processing and presentation and protein ubiquitylation. [43-45]
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