
Supplementary table S1: gene expression as measured by RT-PCR 

Supplementary table 1: Changes in gene expression after treatment for 24h and 6 days with 

propiconazole (Pi) and tebuconazole (Te) in HepaRG cells. Fold changes, standard deviations and 

substance concentrations are given. Abbreviation: n.s., not significant. 

Supplementary table S2: Proteindata 

Supplementary table 2: Changes in protein amount after treatment for 24h with propiconazole (Pi) 

and tebuconazole (Te) in HepaRG cells. Fold changes and standard deviations are given. 



Supplementary table S3: DLR data based on Knebel et al. 2019 

Supplementary table 3: Propiconazole and tebuconazole interact with different nuclear receptors in 

HepG2 cells. Here data on CAR and PXR are presented. Substance, concentrations, fold changes ≥ 2 

or ≤ 0.75 and significance (p < 0.05, Mann-Whitney rank sum test, n.s.), and are given. Abbreviation: 

n.s., not significant.

Reporter Substance Concentration Response Significance 

CAR Pi 5µM 2,76 n.s.

Pi 10µM 4,51 n.s.

Pi 20µM 6,62 p < 0.05 

Pi 40µM 6,76 p < 0.05 

Te 5µM 0,97 n.s.

Te 10µM 0,95 n.s.

Te 20µM 0,73 n.s.

Te 40µM 0,70 n.s.

PXR Pi 5µM 2,79 n.s.

Pi 10µM 5,31 p < 0.05 

Pi 20µM 8,77 p < 0.05 

Pi 40µM 9,33 p < 0.05 

Te 5µM 3,12 n.s.

Te 10µM 5,40 p < 0.05 

Te 20µM 6,23 p < 0.05 

Te 40µM 7,00 p < 0.05 

Supplementary table S4: Sequences of primers used for RT-PCR analysis 



Supplementary table S5: Used plasmids and positive controls for reporter gene assays. 


