
 
Table S1. Primers used on cDNA IMR90 iPS-CMs aged day 30 and day 90.  

 
  



 
Figure S1. Heatmap of gene expression of genes involved in the cGMP-PKG pathway in induced pluripotent 
stem cell cardiomyocytes (iPS-CM) as they were cultured for 5, 30 and 90 days.  



 
 
Figure S2. Expression of various PDEs in H9 hiPS-CMs as revealed by RNA-seq.  
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Figure S3. Expression of various PDEs in H9 hiPS-CMs at early and late stage in culture. A. Western blot of 
PDEs at Day 20 and Day 40 in culture; B. Quantification band density of blots in A.  
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Figure S4. Expression of genes relevant to myocyte maturation in H9 iPS-CMs as revealed by RNA-seq. 
 
 
 
 
  

  
Figure S5.  cGMP levels in control and caveolae depleted (MβCD) IMR90 iPS-CMs aged (a) day 30 and (b) 
day 90 upon C-type peptide (CNP) stimulation and general phosphodiesterase inhibition (IBMX). 
 


