
	

99.8/1/100

73.1/0.965/100

39.8/0.421/68

82.9/0.921/88

0/0.473/46

100/1/99

97/1/89

85.2/0.967/81

70.1/0.578/56

66.8/0.963/89

50.2/0.882/66

99.7/1/100

77.2/0.9/100

25.3/0.762/100

92.7/1/100

87.4/0.999/100

1.1/0.378/12

92.2/1/98

83.4/0.967/99

96.6/1/100

68.8/0.981/99
98.5/1/100

99.2/1/100 K 	Craniata	 	tr|A0A3B4FU81|A0A3B4FU81_9CICH_G_PROTEIN_RECEP_F1_2_domain-containing_protein_OS_Pundamilia_nyererei_OX_303518_PE_3_SV_1 																																												

K 	Craniata	 	tr|A0A3B4FU91|A0A3B4FU91_9CICH_G_PROTEIN_RECEP_F1_2_domain-containing_protein_OS_Pundamilia_nyererei_OX_303518_PE_3_SV_1 																																												

K 	Craniata	 	tr|A0A669EH42|A0A669EH42_ORENI_Uncharacterized_protein_OS_Oreochromis_niloticus_OX_8128_GN_rrh_PE_4_SV_1 																																												

K 	Craniata	 	XP_033844460.1_visual_pigment-like_receptor_peropsin_Periophthalmus_magnuspinnatus 																																												

0/0.333/32

79.2/0.747/86
95.2/0.999/92

0/0.333/100 - 	Craniata	 	JAR62785.1_Visual_pigment_receptor_peropsin-like_protein_partial_Fundulus_heteroclitus 																																												

K 	Craniata	 	JAR85840.1_Visual_pigment_receptor_peropsin-like_protein_Fundulus_heteroclitus 																																												

K 	Craniata	 	tr|A0A3B5LXH7|A0A3B5LXH7_9TELE_G_PROTEIN_RECEP_F1_2_domain-containing_protein_OS_Xiphophorus_couchianus_OX_32473_PE_3_SV_1 																																												

K 	Craniata	 	tr|A0A3Q3SHB7|A0A3Q3SHB7_9TELE_Retinal_pigment_epithelium-derived_rhodopsin_homolog_OS_Mastacembelus_armatus_OX_205130_PE_3_SV_1 																																												

76.5/0.937/36

89.4/0.999/38
K 	Craniata	 	tr|G3NB48|G3NB48_GASAC_Retinal_pigment_epithelium-derived_rhodopsin_homolog_OS_Gasterosteus_aculeatus_OX_69293_PE_3_SV_1 																																												

81.4/0.908/27
75.1/0.565/89 K 	Craniata	 	XP_033991188.1_visual_pigment-like_receptor_peropsin_Trematomus_bernacchii 																																												

K 	Craniata	 	XP_029316855.1_visual_pigment-like_receptor_peropsin_isoform_X2_Cottoperca_gobio 																																												

K 	Craniata	 	XP_034530956.1_visual_pigment-like_receptor_peropsin_isoform_X2_Notolabrus_celidotus 																																												

90.7/0.984/92 K 	Craniata	 	KAF3693483.1_Visual_pigment-like_receptor_peropsin_Channa_argus 																																												

K 	Craniata	 	SBQ90499.1_retinal_pigment_epithelium-derived_rhodopsin_homolog_Nothobranchius_kuhntae 																																												

K 	Craniata	 	tr|A0A667X2K8|A0A667X2K8_9TELE_Retinal_pigment_epithelium-derived_rhodopsin_homolog_OS_Myripristis_murdjan_OX_586833_PE_4_SV_1 																																												

K 	Craniata	 	XP_030213007.1_visual_pigment-like_receptor_peropsin_Gadus_morhua 																																												

99.5/1/100

79.2/0.822/100

K 	Craniata	 	TRY82204.1_hypothetical_protein_DNTS_003390_Danionella_translucida 																																												

81/0.622/100

0/0.333/64

87.8/0.991/99 K 	Craniata	 	tr|A0A671PML8|A0A671PML8_9TELE_Retinal_pigment_epithelium-derived_rhodopsin_homolog_OS_Sinocyclocheilus_anshuiensis_OX_1608454_PE_4_SV_1 																																												

90.3/1/98 K 	Craniata	 	XP_018970094.1_PREDICTED_LOW_QUALITY_PROTEIN_visual_pigment-like_receptor_peropsin_Cyprinus_carpio 																																												

K 	Craniata	 	XP_018941674.1_PREDICTED_visual_pigment-like_receptor_peropsin_partial_Cyprinus_carpio 																																												

- 	Craniata	 	tr|A0A673LEG0|A0A673LEG0_9TELE_Retinal_pigment_epithelium-derived_rhodopsin_homolog_OS_Sinocyclocheilus_rhinocerous_OX_307959_PE_4_SV_1 																																												

K 	Craniata	 	tr|A0A672SAC2|A0A672SAC2_SINGR_Retinal_pigment_epithelium-derived_rhodopsin_homolog_OS_Sinocyclocheilus_grahami_OX_75366_PE_4_SV_1 																																												

K 	Craniata	 	tr|F1Q8F2|F1Q8F2_DANRE_Retinal_pigment_epithelium-derived_rhodopsin_homolog_Fragment_OS_Danio_rerio_OX_7955_GN_rrh_PE_3_SV_1 																																												

66.6/0.981/81

K 	Craniata	 	XP_012688455.1_visual_pigment-like_receptor_peropsin_Clupea_harengus 																																												

74.9/0.99/81
81.6/0.949/81

93/1/94 K 	Craniata	 	XP_026879425.1_visual_pigment-like_receptor_peropsin_Electrophorus_electricus 																																												

K 	Craniata	 	XP_017545889.1_PREDICTED_visual_pigment-like_receptor_peropsin_Pygocentrus_nattereri 																																												

K 	Craniata	 	XP_028822134.1_visual_pigment-like_receptor_peropsin_Denticeps_clupeoides 																																												

K 	Craniata	 	XP_030628797.1_visual_pigment-like_receptor_peropsin_Chanos_chanos 																																												

99.5/1/100 K 	Craniata	 	XP_019909891.1_visual_pigment-like_receptor_peropsin_isoform_X1_Esox_lucius 																																												

K 	Craniata	 	XP_034153223.1_visual_pigment-like_receptor_peropsin_isoform_X2_Esox_lucius 																																												

K 	Craniata	 	KPP58578.1_hypothetical_protein_Z043_123585_Scleropages_formosus 																																												

K 	Craniata	 	tr|A0A3B3Q366|A0A3B3Q366_9TELE_Retinal_pigment_epithelium-derived_rhodopsin_homolog_OS_Paramormyrops_kingsleyae_OX_1676925_PE_3_SV_1 																																												

K 	Craniata	 	BBI55004.1_peropsin_Anguilla_japonica 																																												

79.2/0.998/100 K 	Craniata	 	XP_033869620.2_LOW_QUALITY_PROTEIN_visual_pigment-like_receptor_peropsin_Acipenser_ruthenus 																																												

K 	Craniata	 	XP_015200719.1_PREDICTED_visual_pigment-like_receptor_peropsin_Lepisosteus_oculatus 																																												

K 	Craniata	 	XP_028660944.1_visual_pigment-like_receptor_peropsin_Erpetoichthys_calabaricus 																																												

99.9/1/100 K 	Craniata	 	XP_006012043.1_PREDICTED_visual_pigment-like_receptor_peropsin_Latimeria_chalumnae 																																												

K 	Craniata	 	tr|H2ZYF5|H2ZYF5_LATCH_Retinal_pigment_epithelium-derived_rhodopsin_homolog_OS_Latimeria_chalumnae_OX_7897_GN_RRH_PE_3_SV_1 																																												

95.5/1/95

83.7/0.992/95

96.9/1/100

86.1/1/100

93.9/1/100

95.4/1/100

91.1/0.999/100

86.7/0.968/98

79.1/0.91/78

38.9/0.891/89

98.3/1/100

91.1/0.999/100

92.4/0.999/100

74.9/0.758/100 K 	Craniata	 	ERE90153.1_visual_pigment-like_receptor_peropsin-like_protein_Cricetulus_griseus 																																												

K 	Craniata	 	OBS76137.1_hypothetical_protein_A6R68_17411_partial_Neotoma_lepida 																																												

57.8/0.985/100

92.6/1/100

97.4/1/100

75.7/0.923/100
K 	Craniata	 	XP_034356982.1_visual_pigment-like_receptor_peropsin_isoform_X2_Arvicanthis_niloticus 																																												

72.1/0.513/100
K 	Craniata	 	XP_031231335.1_visual_pigment-like_receptor_peropsin_Mastomys_coucha 																																												

90.1/0.996/100
0/0.333/100 K 	Craniata	 	AAH46288.1_Rrh_protein_Mus_musculus 																																												

K 	Craniata	 	EDL12232.1_retinal_pigment_epithelium_derived_rhodopsin_homolog_isoform_CRA_a_Mus_musculus 																																												

- 	Craniata	 	tr|A0A0G2JFN6|A0A0G2JFN6_MOUSE_Visual_pigment-like_receptor_peropsin_Fragment_OS_Mus_musculus_OX_10090_GN_Rrh_PE_4_SV_1 																																												

100/1/100 K 	Craniata	 	NP_001101196.1_visual_pigment-like_receptor_peropsin_Rattus_norvegicus 																																												

0/0.333/95 K 	Craniata	 	XP_017446426.1_PREDICTED_visual_pigment-like_receptor_peropsin_isoform_X2_Rattus_norvegicus 																																												

K 	Craniata	 	XP_006232065.1_PREDICTED_visual_pigment-like_receptor_peropsin_isoform_X1_Rattus_norvegicus 																																												

K 	Craniata	 	XP_021501095.1_visual_pigment-like_receptor_peropsin_Meriones_unguiculatus 																																												

K 	Craniata	 	XP_005357329.1_visual_pigment-like_receptor_peropsin_Microtus_ochrogaster 																																												

K 	Craniata	 	XP_008841944.1_LOW_QUALITY_PROTEIN_visual_pigment-like_receptor_peropsin_Nannospalax_galili 																																												

K 	Craniata	 	XP_004658682.1_PREDICTED_visual_pigment-like_receptor_peropsin_Jaculus_jaculus 																																												

91.6/1/96

99.7/1/98

99.7/1/98 R 	Craniata	 	XP_028347976.1_visual_pigment-like_receptor_peropsin_isoform_X3_Physeter_catodon 																																												

41.6/0.872/56 R 	Craniata	 	XP_019273066.1_PREDICTED_visual_pigment-like_receptor_peropsin_isoform_X2_Panthera_pardus 																																												

L 	Craniata	 	XP_022422838.1_visual_pigment-like_receptor_peropsin_isoform_X2_Delphinapterus_leucas 																																												

K 	Craniata	 	XP_028347975.1_visual_pigment-like_receptor_peropsin_isoform_X1_Physeter_catodon 																																												

K 	Craniata	 	tr|W5P3U5|W5P3U5_SHEEP_Retinal_pigment_epithelium-derived_rhodopsin_homolog_OS_Ovis_aries_OX_9940_GN_RRH_PE_3_SV_1 																																												

85.6/0.998/70

80.3/0.932/63

95.8/1/98

95.2/1/100
73.5/0.748/91 K 	Craniata	 	tr|A0A452QP63|A0A452QP63_URSAM_Retinal_pigment_epithelium-derived_rhodopsin_homolog_OS_Ursus_americanus_OX_9643_GN_RRH_PE_3_SV_1 																																												

K 	Craniata	 	tr|M3YAY1|M3YAY1_MUSPF_Retinal_pigment_epithelium-derived_rhodopsin_homolog_OS_Mustela_putorius_furo_OX_9669_GN_RRH_PE_3_SV_1 																																												

K 	Craniata	 	XP_005639327.1_visual_pigment-like_receptor_peropsin_Canis_lupus_familiaris 																																												

90.3/0.999/92 - 	Craniata	 	XP_019684650.1_visual_pigment-like_receptor_peropsin_isoform_X2_Felis_catus 																																												

K 	Craniata	 	XP_029775147.1_visual_pigment-like_receptor_peropsin_isoform_X1_Suricata_suricatta 																																												

89.2/1/100
84.9/0.915/100 E 	Craniata	 	ELK06410.1_Visual_pigment-like_receptor_peropsin_Pteropus_alecto 																																												

K 	Craniata	 	XP_024907589.1_visual_pigment-like_receptor_peropsin_Pteropus_alecto 																																												

K 	Craniata	 	XP_023387180.1_visual_pigment-like_receptor_peropsin_Pteropus_vampyrus 																																												

87.4/0.98/98

95.6/1/98

0/0.333/97

92.2/1/98
99.7/1/99

100/1/99 K 	Craniata	 	KAF4019713.1_hypothetical_protein_G4228_011440_Cervus_hanglu_yarkandensis 																																												

K 	Craniata	 	MXQ81574.1_hypothetical_protein_E5288_WYG011931_Bos_mutus 																																												

K 	Craniata	 	ELK36546.1_Pro-epidermal_growth_factor_Myotis_davidii 																																												

K 	Craniata	 	EPQ11557.1_Visual_pigment-like_receptor_peropsin_Myotis_brandtii 																																												

100/1/99 K 	Craniata	 	XP_016064948.1_PREDICTED_visual_pigment-like_receptor_peropsin_Miniopterus_natalensis 																																												

K 	Craniata	 	XP_014400206.1_PREDICTED_visual_pigment-like_receptor_peropsin_isoform_X1_Myotis_brandtii 																																												

K 	Craniata	 	tr|G1PJY3|G1PJY3_MYOLU_Retinal_pigment_epithelium-derived_rhodopsin_homolog_OS_Myotis_lucifugus_OX_59463_GN_RRH_PE_3_SV_1 																																												

K 	Craniata	 	XP_028363566.1_visual_pigment-like_receptor_peropsin_Phyllostomus_discolor 																																												

88.7/1/100

81.8/0.82/100

83.8/0.975/100
K 	Craniata	 	XP_003929508.1_PREDICTED_visual_pigment-like_receptor_peropsin_Saimiri_boliviensis_boliviensis 																																												

74/0.75/100
97.6/1/100 K 	Craniata	 	XP_032962655.1_visual_pigment-like_receptor_peropsin_isoform_X1_Rhinolophus_ferrumequinum 																																												

K 	Craniata	 	XP_017365120.1_PREDICTED_H_ACA_ribonucleoprotein_complex_subunit_1_isoform_X1_Cebus_capucinus_imitator 																																												

K 	Craniata	 	tr|A0A5F4WFW4|A0A5F4WFW4_CALJA_Retinal_pigment_epithelium-derived_rhodopsin_homolog_OS_Callithrix_jacchus_OX_9483_GN_RRH_PE_3_SV_1 																																												

- 	Craniata	 	tr|A0A494C1B2|A0A494C1B2_HUMAN_Visual_pigment-like_receptor_peropsin_Fragment_OS_Homo_sapiens_OX_9606_GN_RRH_PE_1_SV_1 																																												

K 	Craniata	 	XP_012510533.1_PREDICTED_visual_pigment-like_receptor_peropsin_Propithecus_coquereli 																																												

90.1/1/100 K 	Craniata	 	XP_006869378.1_PREDICTED_visual_pigment-like_receptor_peropsin_Chrysochloris_asiatica 																																												

K 	Craniata	 	XP_003410445.2_visual_pigment-like_receptor_peropsin_Loxodonta_africana 																																												

91.9/1/100
56.8/0.567/100 K 	Craniata	 	XP_003468046.1_visual_pigment-like_receptor_peropsin_Cavia_porcellus 																																												

K 	Craniata	 	EHA99336.1_Visual_pigment-like_receptor_peropsin_Heterocephalus_glaber 																																												

K 	Craniata	 	XP_023565897.1_visual_pigment-like_receptor_peropsin_Octodon_degus 																																												

K 	Craniata	 	ELV13710.1_Visual_pigment-like_receptor_peropsin_Tupaia_chinensis 																																												

100/1/100 K 	Craniata	 	tr|A0A4X2K3N4|A0A4X2K3N4_VOMUR_Retinal_pigment_epithelium-derived_rhodopsin_homolog_OS_Vombatus_ursinus_OX_29139_GN_RRH_PE_3_SV_1 																																												

K 	Craniata	 	XP_007496057.1_PREDICTED_visual_pigment-like_receptor_peropsin_Monodelphis_domestica 																																												

100/1/100 K 	Craniata	 	tr|F7E735|F7E735_ORNAN_Retinal_pigment_epithelium-derived_rhodopsin_homolog_OS_Ornithorhynchus_anatinus_OX_9258_GN_RRH_PE_3_SV_1 																																												

K 	Craniata	 	XP_001506416.1_visual_pigment-like_receptor_peropsin_Ornithorhynchus_anatinus 																																												

99.9/1/100
94.4/1/100

96.8/1/100 - 	Craniata	 	XP_018096438.1_PREDICTED_visual_pigment-like_receptor_peropsin_Xenopus_laevis 																																												

- 	Craniata	 	OCT97123.1_hypothetical_protein_XELAEV_18009346mg_Xenopus_laevis 																																												

K 	Craniata	 	XP_002934288.2_visual_pigment-like_receptor_peropsin_Xenopus_tropicalis 																																												

K 	Craniata	 	XP_018425334.1_PREDICTED_visual_pigment-like_receptor_peropsin_Nanorana_parkeri 																																												

36.1/0.71/97

93.5/1/72

0/0.333/47
K 	Craniata	 	XP_009663703.1_PREDICTED_visual_pigment-like_receptor_peropsin_isoform_X1_Struthio_camelus_australis 																																												

56.9/0.977/96 K 	Craniata	 	tr|A0A669Q475|A0A669Q475_PHACC_Retinal_pigment_epithelium-derived_rhodopsin_homolog_OS_Phasianus_colchicus_OX_9054_GN_RRH_PE_4_SV_1 																																												

71.6/0.577/100 K 	Craniata	 	OXB68168.1_hypothetical_protein_ASZ78_012266_Callipepla_squamata 																																												

K 	Craniata	 	OXB84836.1_hypothetical_protein_H355_015958_Colinus_virginianus 																																												

77.2/0.959/81

0/0.333/85

93.5/1/100 K 	Craniata	 	OWK57165.1_Visual_pigment-like_receptor_peropsin_Lonchura_striata_domestica 																																												

0/0.333/100 K 	Craniata	 	TRZ23247.1_hypothetical_protein_HGM15179_003816_Zosterops_borbonicus 																																												

- 	Craniata	 	tr|U3JVC7|U3JVC7_FICAL_G_PROTEIN_RECEP_F1_2_domain-containing_protein_OS_Ficedula_albicollis_OX_59894_GN_RRH_PE_3_SV_1 																																												

K 	Craniata	 	XP_026703985.1_visual_pigment-like_receptor_peropsin_isoform_X2_Athene_cunicularia 																																												

K 	Craniata	 	KQK81800.1_hypothetical_protein_AAES_77590_Amazona_aestiva 																																												

94.7/1/100

43.3/0.62/100 K 	Craniata	 	ETE65084.1_H_ACA_ribonucleoprotein_complex_subunit_1_Ophiophagus_hannah 																																												

98.3/1/100 K 	Craniata	 	GCF64632.1_hypothetical_protein_parPi_0031534_partial_Paroedura_picta 																																												

K 	Craniata	 	GCF40539.1_hypothetical_protein_parPi_0000830_Paroedura_picta 																																												

K 	Craniata	 	XP_028599879.1_visual_pigment-like_receptor_peropsin_isoform_X2_Podarcis_muralis 																																												

K 	Craniata	 	XP_032874758.1_visual_pigment-like_receptor_peropsin_Amblyraja_radiata 																																												

K 	Craniata	 	XP_032805970.1_visual_pigment-like_receptor_peropsin_Petromyzon_marinus 																																												

100/1/100 K 	Cephalochordata		XP_019631461.1_PREDICTED_visual_pigment-like_receptor_peropsin_Branchiostoma_belcheri 																																												

K 	Cephalochordata		AWU78806.1_peropsin_Branchiostoma_lanceolatum 																																												

88.5/0.999/92

62.2/0.922/93

100/1/100

93.8/0.999/100

100/1/100

38.5/0.572/98

99.1/1/100

98.5/1/100

96.7/1/100

94.5/1/100
100/1/100 E 	Arthropoda	 	BAQ54696.1_opsin_RGR-like_Sympetrum_frequens 																																												

E 	Arthropoda	 	BAQ54740.1_opsin_RGR-like_Somatochlora_uchidai 																																												

E 	Arthropoda	 	BAQ54791.1_opsin_RGR-like_Anotogaster_sieboldii 																																												

93/0.994/100 E 	Arthropoda	 	BAQ54831.1_opsin_RGR-like_Asiagomphus_melaenops 																																												

E 	Arthropoda	 	BAQ54813.1_opsin_RGR-like_Tanypteryx_pryeri 																																												

E 	Arthropoda	 	BAQ54848.1_opsin_RGR-like_Anax_parthenope 																																												

E 	Arthropoda	 	BAQ54883.1_opsin_RGR-like_Epiophlebia_superstes 																																												

99.8/1/100 E 	Arthropoda	 	BAQ54923.1_opsin_RGR-like_Mnais_costalis 																																												

E 	Arthropoda	 	BAQ54907.1_opsin_RGR-like_Ischnura_asiatica 																																												

E 	Arthropoda	 	BAQ54938.1_opsin_RGR-like_Indolestes_peregrinus 																																												

94.7/1/100

39.6/0.735/100

94.9/0.999/100

99.9/1/100

82.3/0.946/100

98/1/100

100/1/100 E 	Arthropoda	 	XP_013133440.1_PREDICTED_uncharacterized_protein_LOC106099427_Papilio_polytes 																																												

90.9/0.988/100 E 	Arthropoda	 	KPJ12282.1_Visual_pigment-like_receptor_peropsin_Papilio_machaon 																																												

E 	Arthropoda	 	XP_014362025.1_PREDICTED_uncharacterized_protein_LOC106713694_Papilio_machaon 																																												

81.4/0.988/97

23.5/0.605/36

92.8/1/100 E 	Arthropoda	 	XP_028157551.1_visual_pigment-like_receptor_peropsin_isoform_X1_Ostrinia_furnacalis 																																												

76.3/0.992/100 E 	Arthropoda	 	XP_026757420.1_visual_pigment-like_receptor_peropsin_Galleria_mellonella 																																												

E 	Arthropoda	 	XP_013182897.1_PREDICTED_visual_pigment-like_receptor_peropsin_Amyelois_transitella 																																												

72.1/0.988/100

99/1/100

15.9/0.64/100 E 	Arthropoda	 	XP_032529682.1_visual_pigment-like_receptor_peropsin_isoform_X2_Danaus_plexippus_plexippus 																																												

98.2/1/100 E 	Arthropoda	 	XP_034824836.1_rhodopsin_GQ-coupled-like_Aphantopus_hyperantus 																																												

E 	Arthropoda	 	XP_023941529.1_visual_pigment-like_receptor_peropsin_Bicyclus_anynana 																																												

64.7/0.969/100 E 	Arthropoda	 	QDR50945.1_retinal_G_protein_coupled_receptor-like_protein_Heliconius_melpomene 																																												

E 	Arthropoda	 	XP_026488410.1_visual_pigment-like_receptor_peropsin_isoform_X1_Vanessa_tameamea 																																												

E 	Arthropoda	 	XP_026329002.1_rhodopsin_GQ-coupled-like_Hyposmocoma_kahamanoa 																																												

55.7/0.903/37

88/0.983/100

40/0.696/93 E 	Arthropoda	 	XP_030031533.1_visual_pigment-like_receptor_peropsin_isoform_X1_Manduca_sexta 																																												

E 	Arthropoda	 	XP_021206870.1_visual_pigment-like_receptor_peropsin_Bombyx_mori 																																												

97.5/1/100 E 	Arthropoda	 	XP_022821074.1_visual_pigment-like_receptor_peropsin_Spodoptera_litura 																																												

82.4/0.979/100 E 	Arthropoda	 	PCG74332.1_hypothetical_protein_B5V51_13457_Heliothis_virescens 																																												

E 	Arthropoda	 	XP_026726933.1_visual_pigment-like_receptor_peropsin_Trichoplusia_ni 																																												

- 	Arthropoda	 	KOB72507.1_Visual_pigment-like_receptor_peropsin_Operophtera_brumata 																																												

E 	Arthropoda	 	XP_011552121.1_PREDICTED_visual_pigment-like_receptor_peropsin_Plutella_xylostella 																																												

E 	Arthropoda	 	GBP31162.1_Visual_pigment-like_receptor_peropsin_Eumeta_japonica 																																												

E 	Arthropoda	 	XP_022914402.1_visual_pigment-like_receptor_peropsin_Onthophagus_taurus 																																												

E 	Arthropoda	 	JAT06339.1_hypothetical_protein_g.4539_Homalodisca_liturata 																																												

99.7/1/100
95.2/0.999/100 E 	Arthropoda	 	XP_023715830.1_visual_pigment-like_receptor_peropsin_Cryptotermes_secundus 																																												

E 	Arthropoda	 	XP_021936833.1_visual_pigment-like_receptor_peropsin_Zootermopsis_nevadensis 																																												

- 	Arthropoda	 	PSN54238.1_hypothetical_protein_C0J52_09248_partial_Blattella_germanica 																																												

T 	Arthropoda	 	KAF4524041.1_hypothetical_protein_B566_EDAN016024_Ephemera_danica 																																												

97.9/1/100

93.1/1/83

11.6/0.546/64

90.1/0.959/83

92.7/0.998/100
99.9/1/100

86/0.975/100 - 	Arthropoda	 	MAA41210.1_Peropsin_1_partial_Ornithodoros_erraticus 																																												

K 	Arthropoda	 	MBY04491.1_putative_visual_pigment-like_receptor_peropsin_partial_Ornithodoros_turicata 																																												

K 	Arthropoda	 	JAV99628.1_Peropsin_partial_Ornithodoros_moubata 																																												

- 	Arthropoda	 	MXU95173.1_putative_visual_pigment-like_receptor_peropsin_partial_Ixodes_ricinus 																																												

100/1/100

99.3/1/100 K 	Arthropoda	 	XP_003744578.1_visual_pigment-like_receptor_peropsin_Galendromus_occidentalis 																																												

- 	Arthropoda	 	OQR72254.1_visual_pigment_receptor_peropsin-like_Tropilaelaps_mercedesae 																																												

93.2/1/100
97.4/1/100 K 	Arthropoda	 	OQR76027.1_visual_pigment_receptor_peropsin-like_Tropilaelaps_mercedesae 																																												

K 	Arthropoda	 	XP_022670895.1_visual_pigment-like_receptor_peropsin_Varroa_destructor 																																												

K 	Arthropoda	 	XP_018495507.1_visual_pigment-like_receptor_peropsin_Galendromus_occidentalis 																																												

89.3/1/100

99.7/1/100 K 	Arthropoda	 	NP_001301037.1_visual_pigment-like_receptor_peropsin_Limulus_polyphemus 																																												

K 	Arthropoda	 	XP_013776973.2_visual_pigment-like_receptor_peropsin_Limulus_polyphemus 																																												

99.5/1/100

98.7/1/100 K 	Arthropoda	 	CCP46949.1_peropsin_Cupiennius_salei 																																												

K 	Arthropoda	 	BAJ22674.1_peropsin_Hasarius_adansoni 																																												

45.5/0.852/86
90.2/0.999/100 K 	Arthropoda	 	GBN41875.1_Visual_pigment-like_receptor_peropsin_partial_Araneus_ventricosus 																																												

K 	Arthropoda	 	XP_015920587.1_visual_pigment-like_receptor_peropsin_isoform_X1_Parasteatoda_tepidariorum 																																												

K 	Arthropoda	 	XP_035206630.1_visual_pigment-like_receptor_peropsin_isoform_X1_Stegodyphus_dumicola 																																												

K 	Arthropoda	 	XP_023223957.1_visual_pigment-like_receptor_peropsin_isoform_X3_Centruroides_sculpturatus 																																												

100/1/100 K 	Arthropoda	 	XP_027221987.1_visual_pigment-like_receptor_peropsin_Penaeus_vannamei 																																												

K 	Arthropoda	 	AMP19653.1_peropsin_Euphausia_superba 																																												

90.5/0.974/94

99.3/1/100

92.4/0.986/100

84.3/0.952/100

92.1/0.996/100

100/1/100 K 	Annelida	 	Sabella_spallanzanii_Velvet_k35_Locus_8495_Transcript_14_Confidence_0.667_Length_2417|ORF9 																																												

K 	Annelida	 	scTrinity_TR56578|c0_g1_i2|ORF1 																																												

94.6/0.999/100
96.2/0.998/100 K 	Annelida	 	Bispira_guinensis_TRINITY_DN30775_c0_g1_i1|ORF9 																																												

K 	Annelida	 	Notalux_sp1_TRINITY_DN24909_c0_g1_i1|ORF1 																																												

K 	Annelida	 	miTrinity_TR5983|c1_g1_i2|ORF1 																																												

K 	Platyhelminthes	 	THD28001.1_hypothetical_protein_D915_000926_Fasciola_hepatica 																																												

K 	Annelida	 	AHI16247.1_peropsin_partial_Platynereis_dumerilii 																																												

95.9/1/100

75.1/0.992/91

41.7/0.643/91

97.8/1/100

99/1/100

99.9/1/100

63.5/0.915/99 K 	Mollusca	 	XP_013096913.1_PREDICTED_retinochrome-like_Biomphalaria_glabrata 																																												

K 	Mollusca	 	BBH84663.1_retinochrome_Ambigolimax_valentianus 																																												

66.4/0.545/100 K 	Mollusca	 	XP_005094221.2_PREDICTED_retinochrome-like_Aplysia_californica 																																												

- 	Mollusca	 	RUS89700.1_hypothetical_protein_EGW08_002518_partial_Elysia_chlorotica 																																												

100/1/100 - 	Mollusca	 	PVD38370.1_hypothetical_protein_C0Q70_00984_Pomacea_canaliculata 																																												

K 	Mollusca	 	XP_025113272.1_visual_pigment-like_receptor_peropsin_Pomacea_canaliculata 																																												

K 	Mollusca	 	XP_009060307.1_hypothetical_protein_LOTGIDRAFT_154374_Lottia_gigantea 																																												

100/1/100

99.9/1/100
89.1/0.948/100 K 	Mollusca	 	XP_011438181.2_visual_pigment-like_receptor_peropsin_Crassostrea_gigas 																																												

K 	Mollusca	 	tr|K1S037|K1S037_CRAGI_Visual_pigment-like_receptor_peropsin_OS_Crassostrea_gigas_OX_29159_GN_CGI_10021860_PE_4_SV_1 																																												

K 	Mollusca	 	XP_022317074.1_visual_pigment-like_receptor_peropsin_Crassostrea_virginica 																																												

99.8/1/100 K 	Mollusca	 	XP_021349313.1_visual_pigment-like_receptor_peropsin_Mizuhopecten_yessoensis 																																												

K 	Mollusca	 	APB88020.1_retinochrome_Argopecten_irradians 																																												

100/1/100 K 	Mollusca	 	APF30603.1_opsin_Stenoplax_conspicua 																																												

K 	Mollusca	 	APF30602.1_opsin_Chiton_virgulatus 																																												

99.1/1/100

K 	Mollusca	 	BAR90769.1_retinochrome_Nautilus_pompilius 																																												

100/1/100

45.4/0.951/97
100/1/100

83.3/0.985/100 K 	Mollusca	 	AKI33349.1_retinochrome_Doryteuthis_pealeii 																																												

K 	Mollusca	 	AKI33353.1_retinochrome_Sepia_latimanus 																																												

K 	Mollusca	 	BAR90774.1_retinochrome1_Idiosepius_paradoxus 																																												

K 	Mollusca	 	QHA94768.1_retinochrome_2_Sepia_officinalis 																																												

K 	Mollusca	 	XP_014770715.1_PREDICTED_retinochrome-like_Octopus_bimaculoides 																																												

98/1/100 E 	Echinodermata	 	XP_784266.3_visual_pigment-like_receptor_peropsin_Strongylocentrotus_purpuratus 																																												

97.2/1/100 - 	Echinodermata	 	DAniello2015_ops6.1_Holothuria_glaberrima 																																												

K 	Echinodermata	 	PIK53973.1_putative_visual_pigment-like_receptor_peropsin_Apostichopus_japonicus 																																												

96.2/1/87
23.9/0.525/69 K 	Mollusca	 	XP_022318047.1_visual_pigment-like_receptor_peropsin_Crassostrea_virginica 																																												

K 	Annelida	 	Bispira_serrata_TRINITY_DN59578_c0_g1_i1|ORF6 																																												

K 	Mollusca	 	XP_029640189.1_visual_pigment-like_receptor_peropsin_Octopus_vulgaris 																																												

100/1/100 - 	Nematoda	 	VDO76747.1_unnamed_protein_product_Heligmosomoides_polygyrus 																																												

R 	Nematoda	 	KJH43103.1_hypothetical_protein_DICVIV_10905_Dictyocaulus_viviparus 																																												

99.2/1/100

84.9/0.865/100

100/1/100

81.7/0.811/100

97.6/1/100

95.2/1/100

91.8/1/100

42.9/0.91/28

98.7/1/100

84/0.999/93

99.2/1/100

100/1/100

84.4/0.997/11

36.7/0.588/11

100/1/50

74.4/0.932/80

89.5/0.998/100

97.1/1/100

45/0.517/87

46.1/0.823/87 K 	Craniata	 	XP_006743029.1_RPE-retinal_G_protein-coupled_receptor_isoform_X1_Leptonychotes_weddellii 																																												

97.1/1/100 K 	Craniata	 	XP_008694540.1_PREDICTED_RPE-retinal_G_protein-coupled_receptor_Ursus_maritimus 																																												

S 	Craniata	 	XP_026360367.1_RPE-retinal_G_protein-coupled_receptor_isoform_X1_Ursus_arctos_horribilis 																																												

93.1/0.999/100 K 	Craniata	 	KAF0872696.1_RGR_protein_partial_Crocuta_crocuta 																																												

K 	Craniata	 	XP_015397961.1_PREDICTED_RPE-retinal_G_protein-coupled_receptor_isoform_X3_Panthera_tigris_altaica 																																												

K 	Craniata	 	XP_022355907.1_RPE-retinal_G_protein-coupled_receptor_isoform_X1_Enhydra_lutris_kenyoni 																																												

K 	Craniata	 	XP_017503157.1_PREDICTED_RPE-retinal_G_protein-coupled_receptor_Manis_javanica 																																												

92.7/1/81

100/1/100

85.5/0.99/100 K 	Craniata	 	tr|A0A2K5C1E6|A0A2K5C1E6_AOTNA_G_PROTEIN_RECEP_F1_2_domain-containing_protein_OS_Aotus_nancymaae_OX_37293_GN_RGR_PE_3_SV_1 																																												

70.7/0.505/100 K 	Craniata	 	tr|F6VQB0|F6VQB0_CALJA_Retinal_G_protein_coupled_receptor_OS_Callithrix_jacchus_OX_9483_GN_RGR_PE_3_SV_3 																																												

K 	Craniata	 	XP_035121961.1_RPE-retinal_G_protein-coupled_receptor_isoform_X1_Callithrix_jacchus 																																												

K 	Craniata	 	tr|A0A494C187|A0A494C187_HUMAN_RPE-retinal_G_protein-coupled_receptor_OS_Homo_sapiens_OX_9606_GN_RGR_PE_1_SV_1 																																												

75.3/0.669/81

76.1/0.691/75

100/1/100 K 	Craniata	 	tr|G1SQD6|G1SQD6_RABIT_Retinal_G_protein_coupled_receptor_OS_Oryctolagus_cuniculus_OX_9986_GN_RGR_PE_3_SV_3 																																												

K 	Craniata	 	XP_017206019.1_PREDICTED_RPE-retinal_G_protein-coupled_receptor_isoform_X2_Oryctolagus_cuniculus 																																												

49.9/0.872/38

85.4/0.993/25

99.6/1/100

97.6/1/100 K 	Craniata	 	XP_012922110.1_RPE-retinal_G_protein-coupled_receptor_isoform_X1_Heterocephalus_glaber 																																												

K 	Craniata	 	XP_010620899.1_RPE-retinal_G_protein-coupled_receptor_Fukomys_damarensis 																																												

97.2/1/100 K 	Craniata	 	XP_004641306.1_RPE-retinal_G_protein-coupled_receptor_Octodon_degus 																																												

K 	Craniata	 	XP_023419284.1_RPE-retinal_G_protein-coupled_receptor_isoform_X1_Cavia_porcellus 																																												

K 	Craniata	 	XP_023365352.1_RPE-retinal_G_protein-coupled_receptor_isoform_X1_Otolemur_garnettii 																																												

83.8/0.993/100

66.4/0.995/100

63.8/0.381/100

50/0.939/100

94.6/1/100

15.2/0.506/69
99.9/1/100 K 	Craniata	 	XP_032775157.1_RPE-retinal_G_protein-coupled_receptor_isoform_X1_Rattus_rattus 																																												

K 	Craniata	 	XP_032775158.1_RPE-retinal_G_protein-coupled_receptor_isoform_X2_Rattus_rattus 																																												

K 	Craniata	 	XP_021500571.1_RPE-retinal_G_protein-coupled_receptor_isoform_X3_Meriones_unguiculatus 																																												

87.6/0.991/100 K 	Craniata	 	OBS64006.1_hypothetical_protein_A6R68_07454_Neotoma_lepida 																																												

94.9/1/100 K 	Craniata	 	tr|A0A3L7GUU5|A0A3L7GUU5_CRIGR_RGR_OS_Cricetulus_griseus_OX_10029_GN_CgPICR_006218_PE_4_SV_1 																																												

K 	Craniata	 	ERE86957.1_RPE-retinal_G_protein-coupled_receptor-like_protein_Cricetulus_griseus 																																												

K 	Craniata	 	XP_017654320.1_LOW_QUALITY_PROTEIN_RPE-retinal_G_protein-coupled_receptor_Nannospalax_galili 																																												

K 	Craniata	 	XP_004658063.1_PREDICTED_RPE-retinal_G_protein-coupled_receptor_Jaculus_jaculus 																																												

99.9/1/100 K 	Craniata	 	XP_026252839.1_RPE-retinal_G_protein-coupled_receptor_isoform_X1_Urocitellus_parryii 																																												

K 	Craniata	 	XP_015355524.1_PREDICTED_RPE-retinal_G_protein-coupled_receptor_isoform_X2_Marmota_marmota_marmota 																																												

K 	Craniata	 	XP_020040636.1_RPE-retinal_G_protein-coupled_receptor_isoform_X1_Castor_canadensis 																																												

T 	Craniata	 	ELW65957.1_RPE-retinal_G_protein-coupled_receptor_Tupaia_chinensis 																																												

0/0.333/53

87.3/0.999/100

98.6/1/100
94.8/1/100 K 	Craniata	 	KAB0404893.1_hypothetical_protein_E2I00_006669_partial_Balaenoptera_physalus 																																												

K 	Craniata	 	XP_004273063.1_RPE-retinal_G_protein-coupled_receptor_isoform_X3_Orcinus_orca 																																												

K 	Craniata	 	tr|F1SEP7|F1SEP7_PIG_Retinal_G_protein_coupled_receptor_OS_Sus_scrofa_OX_9823_GN_RGR_PE_3_SV_2 																																												

75.8/0.834/100

89/1/100

100/1/100 K 	Craniata	 	tr|A0A671FXY5|A0A671FXY5_RHIFE_Retinal_G_protein_coupled_receptor_OS_Rhinolophus_ferrumequinum_OX_59479_GN_RGR_PE_4_SV_1 																																												

K 	Craniata	 	XP_032986739.1_RPE-retinal_G_protein-coupled_receptor_isoform_X2_Rhinolophus_ferrumequinum 																																												

95.7/1/100 K 	Craniata	 	XP_006915520.1_RPE-retinal_G_protein-coupled_receptor_isoform_X1_Pteropus_alecto 																																												

K 	Craniata	 	XP_015985667.1_PREDICTED_RPE-retinal_G_protein-coupled_receptor_isoform_X3_Rousettus_aegyptiacus 																																												

100/1/100 K 	Craniata	 	XP_028369943.1_RPE-retinal_G_protein-coupled_receptor_isoform_X1_Phyllostomus_discolor 																																												

K 	Craniata	 	XP_028369945.1_RPE-retinal_G_protein-coupled_receptor_isoform_X3_Phyllostomus_discolor 																																												

K 	Craniata	 	XP_014589134.1_RPE-retinal_G_protein-coupled_receptor_Equus_caballus 																																												

K 	Craniata	 	XP_007952426.1_PREDICTED_RPE-retinal_G_protein-coupled_receptor_Orycteropus_afer_afer 																																												

79.9/0.917/100 K 	Craniata	 	XP_004389951.1_RPE-retinal_G_protein-coupled_receptor_isoform_X3_Trichechus_manatus_latirostris 																																												

K 	Craniata	 	XP_003418607.1_RPE-retinal_G_protein-coupled_receptor_Loxodonta_africana 																																												

K 	Craniata	 	XP_006901086.1_PREDICTED_RPE-retinal_G_protein-coupled_receptor_Elephantulus_edwardii 																																												

99.8/1/100 K 	Craniata	 	tr|F7FTA8|F7FTA8_ORNAN_Retinal_G_protein_coupled_receptor_OS_Ornithorhynchus_anatinus_OX_9258_GN_RGR_PE_4_SV_1 																																												

K 	Craniata	 	XP_028917129.1_RPE-retinal_G_protein-coupled_receptor_Ornithorhynchus_anatinus 																																												

85.2/0.946/76

0/0.463/38

94.9/1/100

99.2/1/100

11.3/0.346/98

68.4/0.422/62
99.1/1/100

99.4/1/100 K 	Craniata	 	XP_027751734.1_RPE-retinal_G_protein-coupled_receptor_Empidonax_traillii 																																												

K 	Craniata	 	KFW85645.1_RPE-retinal_G_protein-coupled_receptor_partial_Manacus_vitellinus 																																												

K 	Craniata	 	KAF2982872.1_hypothetical_protein_EK904_005807_Melospiza_melodia_maxima 																																												

K 	Craniata	 	OXB68072.1_hypothetical_protein_ASZ78_003313_Callipepla_squamata 																																												

76.1/0.915/100 - 	Craniata	 	PKU36071.1_rpe-retinal_g_protein-coupled_receptor_Limosa_lapponica_baueri 																																												

K 	Craniata	 	KFO13091.1_RPE-retinal_G_protein-coupled_receptor_partial_Balearica_regulorum_gibbericeps 																																												

43.4/0.755/63 E 	Craniata	 	tr|U3IWV3|U3IWV3_ANAPP_Retinal_G_protein_coupled_receptor_OS_Anas_platyrhynchos_platyrhynchos_OX_8840_GN_RGR_PE_4_SV_1 																																												

X 	Craniata	 	XP_010012797.1_PREDICTED_RPE-retinal_G_protein-coupled_receptor_Nestor_notabilis 																																												

K 	Craniata	 	XP_006029559.1_RPE-retinal_G_protein-coupled_receptor_Alligator_sinensis 																																												

K 	Craniata	 	XP_006112451.2_RPE-retinal_G_protein-coupled_receptor_isoform_X1_Pelodiscus_sinensis 																																												

29.3/0.704/85 K 	Craniata	 	XP_030425772.1_RPE-retinal_G_protein-coupled_receptor_isoform_X1_Gopherus_evgoodei 																																												

K 	Craniata	 	EMP28740.1_RPE-retinal_G_protein-coupled_receptor_Chelonia_mydas 																																												

99.8/1/100

0/0.358/20

98.3/1/100 K 	Craniata	 	XP_028585071.1_RPE-retinal_G_protein-coupled_receptor_isoform_X1_Podarcis_muralis 																																												

K 	Craniata	 	XP_028585073.1_RPE-retinal_G_protein-coupled_receptor_isoform_X3_Podarcis_muralis 																																												

86.2/0.99/79

99.9/1/100 K 	Craniata	 	XP_020652502.1_RPE-retinal_G_protein-coupled_receptor_isoform_X2_Pogona_vitticeps 																																												

K 	Craniata	 	XP_020652501.1_RPE-retinal_G_protein-coupled_receptor_isoform_X1_Pogona_vitticeps 																																												

70.2/0.997/79
100/1/100 K 	Craniata	 	XP_015272252.1_PREDICTED_RPE-retinal_G_protein-coupled_receptor_Gekko_japonicus 																																												

K 	Craniata	 	GCF44026.1_hypothetical_protein_parPi_0003314_Paroedura_picta 																																												

K 	Craniata	 	XP_003223311.2_PREDICTED_RPE-retinal_G_protein-coupled_receptor_isoform_X1_Anolis_carolinensis 																																												

100/1/100

12.5/0.574/9 K 	Craniata	 	XP_032088141.1_RPE-retinal_G_protein-coupled_receptor_Thamnophis_elegans 																																												

K 	Craniata	 	XP_034508798.1_RPE-retinal_G_protein-coupled_receptor-like_Ailuropoda_melanoleuca 																																												

95.4/1/10 K 	Craniata	 	ETE69021.1_RPE-retinal_G_protein-coupled_receptor_partial_Ophiophagus_hannah 																																												

K 	Craniata	 	XP_007442166.1_RPE-retinal_G_protein-coupled_receptor_Python_bivittatus 																																												

98/1/100

98.5/1/100
99.6/1/100 K 	Craniata	 	XP_033799702.1_RPE-retinal_G_protein-coupled_receptor_Geotrypetes_seraphini 																																												

K 	Craniata	 	XP_030060842.1_LOW_QUALITY_PROTEIN_RPE-retinal_G_protein-coupled_receptor_Microcaecilia_unicolor 																																												

K 	Craniata	 	XP_029466509.1_RPE-retinal_G_protein-coupled_receptor_isoform_X1_Rhinatrema_bivittatum 																																												

97/1/100

98/1/100

68.3/0.418/100 K 	Craniata	 	XP_018413917.1_PREDICTED_RPE-retinal_G_protein-coupled_receptor_isoform_X2_Nanorana_parkeri 																																												

K 	Craniata	 	XP_018413919.1_PREDICTED_RPE-retinal_G_protein-coupled_receptor_isoform_X3_Nanorana_parkeri 																																												

99.7/1/100 K 	Craniata	 	PIO33247.1_hypothetical_protein_AB205_0212880_partial_Lithobates_catesbeianus 																																												

K 	Craniata	 	PIO33248.1_hypothetical_protein_AB205_0212880_partial_Lithobates_catesbeianus 																																												

K 	Craniata	 	NP_001016013.1_RPE-retinal_G_protein-coupled_receptor_Xenopus_tropicalis 																																												

75.3/0.947/29

100/1/100 K 	Craniata	 	XP_005992482.1_PREDICTED_RPE-retinal_G_protein-coupled_receptor_isoform_X1_Latimeria_chalumnae 																																												

K 	Craniata	 	XP_014341846.1_PREDICTED_RPE-retinal_G_protein-coupled_receptor_isoform_X2_Latimeria_chalumnae 																																												

100/1/100 K 	Craniata	 	GCC26500.1_hypothetical_protein_chiPu_0004917_Chiloscyllium_punctatum 																																												

K 	Craniata	 	XP_032868690.1_RPE-retinal_G_protein-coupled_receptor_Amblyraja_radiata 																																												

K 	Craniata	 	XP_033880176.1_retinal_G_protein_coupled_receptor_a_Acipenser_ruthenus 																																												

K 	Craniata	 	tr|W5MEJ9|W5MEJ9_LEPOC_Retinal_G_protein_coupled_receptor_a_OS_Lepisosteus_oculatus_OX_7918_PE_3_SV_1 																																												

94.2/1/100

100/1/100

85.7/0.998/83

86.4/0.956/83

74.9/0.934/77

85.8/0.979/83

99.8/1/100

87.9/0.993/100

96.9/1/100

31.5/0.837/100 K 	Craniata	 	XP_007249548.2_RPE-retinal_G_protein-coupled_receptor-like_Astyanax_mexicanus 																																												

K 	Craniata	 	XP_026871586.1_RPE-retinal_G_protein-coupled_receptor-like_isoform_X1_Electrophorus_electricus 																																												

99.5/1/100
5.6/0.39/100 K 	Craniata	 	XP_026997981.1_RPE-retinal_G_protein-coupled_receptor-like_Tachysurus_fulvidraco 																																												

K 	Craniata	 	TSK22739.1_RPE-retinal_G_protein-coupled_receptor_Bagarius_yarrelli 																																												

K 	Craniata	 	AHH39082.1_RPE-retinal_G_protein-coupled_receptor_Ictalurus_punctatus 																																												

K 	Craniata	 	TRY56781.1_hypothetical_protein_DNTS_035600_Danionella_translucida 																																												

86.6/0.992/100

41.8/0.88/92 K 	Craniata	 	RXN21737.1_RPE-retinal_G_-coupled_receptor-like_protein_Labeo_rohita 																																												

96.4/1/100 K 	Craniata	 	tr|A0A673G102|A0A673G102_9TELE_Retinal_G_protein_coupled_receptor_a_OS_Sinocyclocheilus_rhinocerous_OX_307959_PE_4_SV_1 																																												

K 	Craniata	 	tr|A0A671PNT3|A0A671PNT3_9TELE_Retinal_G_protein_coupled_receptor_a_OS_Sinocyclocheilus_anshuiensis_OX_1608454_PE_4_SV_1 																																												

K 	Craniata	 	KAA0718028.1_RPE-retinal_G_protein-coupled_receptor_Triplophysa_tibetana 																																												

95.8/1/100
99.3/1/100 - 	Craniata	 	tr|A0A3Q3IR66|A0A3Q3IR66_MONAL_G_PROTEIN_RECEP_F1_2_domain-containing_protein_OS_Monopterus_albus_OX_43700_PE_4_SV_1 																																												

K 	Craniata	 	tr|A0A3Q3IR55|A0A3Q3IR55_MONAL_G_PROTEIN_RECEP_F1_2_domain-containing_protein_OS_Monopterus_albus_OX_43700_PE_4_SV_1 																																												

K 	Craniata	 	XP_026165322.1_RPE-retinal_G_protein-coupled_receptor-like_Mastacembelus_armatus 																																												

85.4/0.998/100

25.3/0.481/96

98.3/1/96

0/0.333/92 K 	Craniata	 	tr|A0A3P8Y5R8|A0A3P8Y5R8_ESOLU_G_PROTEIN_RECEP_F1_2_domain-containing_protein_OS_Esox_lucius_OX_8010_PE_4_SV_1 																																												

65.9/0.545/92 K 	Craniata	 	CAB1343295.1_unnamed_protein_product_Coregonus_sp._balchen 																																												

K 	Craniata	 	XP_020335500.1_RPE-retinal_G_protein-coupled_receptor_Oncorhynchus_kisutch 																																												

K 	Craniata	 	XP_023862873.1_RPE-retinal_G_protein-coupled_receptor_isoform_X2_Salvelinus_alpinus 																																												

K 	Craniata	 	XP_034537141.1_retinal_G_protein_coupled_receptor_a_isoform_X1_Notolabrus_celidotus 																																												

K 	Craniata	 	XP_034464338.1_LOW_QUALITY_PROTEIN_retinal_G_protein_coupled_receptor_a_Hippoglossus_hippoglossus 																																												

79.3/0.995/80

K 	Craniata	 	tr|A0A4W6EA39|A0A4W6EA39_LATCA_G_PROTEIN_RECEP_F1_2_domain-containing_protein_OS_Lates_calcarifer_OX_8187_GN_LOC108880363_PE_4_SV_1																																												

98.1/1/100
92.4/1/100

75.5/0.853/100 K 	Craniata	 	XP_017287157.1_RPE-retinal_G_protein-coupled_receptor-like_Kryptolebias_marmoratus 																																												

K 	Craniata	 	JAR67027.1_RPE-retinal_G_protein-coupled_receptor_Fundulus_heteroclitus 																																												

K 	Craniata	 	XP_008427760.1_PREDICTED_RPE-retinal_G_protein-coupled_receptor-like_isoform_X2_Poecilia_reticulata 																																												

K 	Craniata	 	tr|A0A3B3D3W1|A0A3B3D3W1_ORYME_Retinal_G_protein_coupled_receptor_a_OS_Oryzias_melastigma_OX_30732_PE_3_SV_1 																																												

91/1/99 K 	Craniata	 	XP_008319977.1_RPE-retinal_G_protein-coupled_receptor-like_Cynoglossus_semilaevis 																																												

K 	Craniata	 	XP_030235208.1_RPE-retinal_G_protein-coupled_receptor_Gadus_morhua 																																												

K 	Craniata	 	XP_033835519.1_retinal_G_protein_coupled_receptor_a_Periophthalmus_magnuspinnatus 																																												

93.9/1/100 K 	Craniata	 	KPP60430.1_RPE-retinal_G_protein-coupled_receptor-like_Scleropages_formosus 																																												

K 	Craniata	 	XP_023698421.1_RPE-retinal_G_protein-coupled_receptor-like_Paramormyrops_kingsleyae 																																												

99.4/1/100

78.7/0.996/100

99.3/1/100

39.4/0.866/94

98.2/1/100

99.5/1/98

83.2/0.936/96

50.1/0.884/97

93/1/99

78.8/0.988/100

80.1/0.991/100 K 	Craniata	 	SBP16091.1_retinal_G_protein_coupled_receptor_b_Iconisemion_striatum 																																												

K 	Craniata	 	RVE59733.1_hypothetical_protein_OJAV_G00191490_Oryzias_javanicus 																																												

97.7/1/100 K 	Craniata	 	tr|A0A3Q0QRU8|A0A3Q0QRU8_AMPCI_Retinal_G_protein_coupled_receptor_b_OS_Amphilophus_citrinellus_OX_61819_PE_4_SV_1 																																												

94.5/1/100 K 	Craniata	 	tr|A0A3Q4HK20|A0A3Q4HK20_NEOBR_G_PROTEIN_RECEP_F1_2_domain-containing_protein_OS_Neolamprologus_brichardi_OX_32507_PE_4_SV_1 																																												

K 	Craniata	 	XP_004561269.2_RPE-retinal_G_protein-coupled_receptor_Maylandia_zebra 																																												

95.7/1/99 K 	Craniata	 	PWA21430.1_hypothetical_protein_CCH79_00003084_Gambusia_affinis 																																												

- 	Craniata	 	tr|A0A3Q2QLE6|A0A3Q2QLE6_FUNHE_G_PROTEIN_RECEP_F1_2_domain-containing_protein_OS_Fundulus_heteroclitus_OX_8078_PE_4_SV_1 																																												

83.6/0.995/100

90.7/0.993/90

53.7/0.869/78

90.1/0.991/88 K 	Craniata	 	XP_008312752.1_RPE-retinal_G_protein-coupled_receptor_Cynoglossus_semilaevis 																																												

K 	Craniata	 	XP_019739125.1_PREDICTED_RPE-retinal_G_protein-coupled_receptor-like_Hippocampus_comes 																																												

77.9/0.983/88 K 	Craniata	 	XP_030196905.1_RPE-retinal_G_protein-coupled_receptor-like_Gadus_morhua 																																												

K 	Craniata	 	XP_029933170.1_RPE-retinal_G_protein-coupled_receptor-like_Myripristis_murdjan 																																												

K 	Craniata	 	tr|A0A672J426|A0A672J426_SALFA_Retinal_G_protein_coupled_receptor_b_OS_Salarias_fasciatus_OX_181472_PE_4_SV_1 																																												

85.3/1/97

76.5/0.894/92 K 	Craniata	 	XP_018554730.1_PREDICTED_RPE-retinal_G_protein-coupled_receptor-like_Lates_calcarifer 																																												

K 	Craniata	 	tr|A0A3B4YUI6|A0A3B4YUI6_SERLL_G_PROTEIN_RECEP_F1_2_domain-containing_protein_OS_Seriola_lalandi_dorsalis_OX_1841481_PE_4_SV_1 																																												

74.1/0.546/100 K 	Craniata	 	TNN83763.1_RPE-retinal_G_protein-coupled_receptor_Liparis_tanakae 																																												

K 	Craniata	 	TKS89748.1_RPE-retinal_G_protein-coupled_receptor_Collichthys_lucidus 																																												

99.2/1/100 K 	Craniata	 	XP_026171515.1_RPE-retinal_G_protein-coupled_receptor-like_isoform_X1_Mastacembelus_armatus 																																												

K 	Craniata	 	XP_020460843.1_RPE-retinal_G_protein-coupled_receptor-like_isoform_X1_Monopterus_albus 																																												

91.2/1/99 K 	Craniata	 	KAF3704304.1_RPE-retinal_G_protein-coupled_receptor_Channa_argus 																																												

K 	Craniata	 	XP_026206435.1_retinal_G_protein_coupled_receptor_b_Anabas_testudineus 																																												

100/1/100 K 	Craniata	 	CAB1338653.1_unnamed_protein_product_Coregonus_sp._balchen 																																												

K 	Craniata	 	tr|A0A3P9A007|A0A3P9A007_ESOLU_G_PROTEIN_RECEP_F1_2_domain-containing_protein_OS_Esox_lucius_OX_8010_PE_4_SV_1 																																												

97/1/100

94.5/1/100

88.5/1/100

84.9/0.994/100 K 	Craniata	 	TRY59410.1_hypothetical_protein_DNTS_004314_Danionella_translucida 																																												

38/0.818/100 K 	Craniata	 	KTG32105.1_hypothetical_protein_cypCar_00030152_partial_Cyprinus_carpio 																																												

K 	Craniata	 	NP_001019607.1_retinal_G_protein_coupled_receptor_b_Danio_rerio 																																												

K 	Craniata	 	KAA0724804.1_RPE-retinal_G_protein-coupled_receptor_Triplophysa_tibetana 																																												

99.6/1/100 K 	Craniata	 	XP_017570819.1_PREDICTED_RPE-retinal_G_protein-coupled_receptor_Pygocentrus_nattereri 																																												

100/1/100 K 	Craniata	 	XP_027016970.1_LOW_QUALITY_PROTEIN_RPE-retinal_G_protein-coupled_receptor-like_Tachysurus_fulvidraco 																																												

K 	Craniata	 	AHH38087.1_RPE-retinal_G_protein-coupled_receptor_Ictalurus_punctatus 																																												

K 	Craniata	 	XP_030629790.1_RPE-retinal_G_protein-coupled_receptor-like_Chanos_chanos 																																												

95.5/1/100 K 	Craniata	 	XP_012688870.1_RPE-retinal_G_protein-coupled_receptor_Clupea_harengus 																																												

K 	Craniata	 	XP_028845411.1_RPE-retinal_G_protein-coupled_receptor-like_Denticeps_clupeoides 																																												

K 	Craniata	 	XP_035259558.1_RPE-retinal_G_protein-coupled_receptor-like_isoform_X1_Anguilla_anguilla 																																												

94/1/100 K 	Craniata	 	XP_023698091.1_RPE-retinal_G_protein-coupled_receptor-like_Paramormyrops_kingsleyae 																																												

K 	Craniata	 	XP_018616401.1_RPE-retinal_G_protein-coupled_receptor-like_Scleropages_formosus 																																												

99.4/1/100

99.6/1/100
67.6/0.959/100 K 	Echinodermata	 	DAniello2015_ops7.2_Patiria_miniata 																																												

K 	Echinodermata	 	XP_022087443.1_RPE-retinal_G_protein-coupled_receptor-like_isoform_X1_Acanthaster_planci 																																												

K 	Echinodermata	 	DAniello2015_ops7_RadialNerve_Asterias_rubens 																																												

100/1/100 K 	Echinodermata	 	MOS24969.1_RPE-retinal_G_protein-coupled_receptor_Strongylocentrotus_purpuratus 																																												

K 	Echinodermata	 	DAniello2015_ops7_Paracentrotus_lividus 																																												

100/1/100

96.3/1/100 K 	Hemichordata	 	DAniello2015_ops7_Harrimaniidae_spp 																																												

96.2/1/100 K 	Hemichordata	 	DAniello2015_ops7_Saccoglossus_mereschkowskii 																																												

K 	Hemichordata	 	DAniello2015_ops7_Saccoglossus_kowalevskii 																																												

92.8/1/100 K 	Hemichordata	 	DAniello2015_ops7_Ptychodera_bahamensis 																																												

K 	Hemichordata	 	DAniello2015_ops7_Balanoglossus_aurantiacus 																																												

	Outgroup	-	5683	 	
97.1/1/100

Peropsins

Gluopsins

Varropsins

Retinochromes

Astropsins
Nemopsins

RGR-opsins


