Figure S1: ECG and TTC staining in post-MI mice. (A) Representative ECG charts of
five mice with the indicated treatments. ECG measurements were conducted at five minutes
before (I) and after surgery (II), as well as four weeks post-MI (III), respectively. (B) ECG
parameters at four weeks post-MI. (C) representative images showing TTC staining of myocardial
infarct area at 24 hours after MI. Data presented here are representative images (A and C) or
quantitative analysis (B) from five mice (n=5 mice/group), respectively. (Data represent means +
S.D. ¥*P<0.01, versus sham group, #P<0.05, ##P<0.01 versus MI group; One-way ANOVA with a

post hoc test of Tukey’s analysis).
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Figure S2: Calcitriol reverses MI-induced adverse aortic remodeling and restores
vascular reactivity. (A) Representative images of aortic remodeling in different groups. (B-E)
Quantitative analysis of total aortic wall area (TAA), aorta radius (AR), luminal radius (Lumen),
and media thickness (Media) from eight mice (n=8 mice/group), Representative images (F) and
quantitative analysis (G) of Masson staining of thoracic aorta from six mice (n=6 mice/group).
(H-I) Vasodilatation in response to acetylcholine (Ach, H) and sodium nitroprusside (SNP, I),
respectively (n=6 mice/group). Scale bar represents 100 um. *P < 0.05, “P < 0.01 versus sham
group, *P < 0.05, #P < 0.01 versus MI group (One- or two-way ANOVA with a post hoc test of

Tukey’s analysis).
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Figure S3: Immunofluorescence staining analysis of cardiac VDR expression in MI
mice. Representative images (A) and quantification (B) of VDR expression in cardiac tissues
from five mice (n=5 mice/group). Scale bar represents 50 um. ~P < 0.01 versus sham group, P <
0.01 versus MI group (One-way ANOVA with a post hoc test of Tukey’s analysis).
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Figure S4: Calcitriol prevented TNF-a induced AC16 cell death. (A) The effect of TNF-
a at different doses on cell viability in AC16 cells (n=5). (B) The effect of TNF-a (20 ng/ml) on
cell viability at different times in AC16 cells (n=5). (C) The influence of TNF-a, DMSO,
calcitriol-L and calcitriol-H on cell viability (n=5). (D, E) Cell numbers and confluence in AC16
cells with the indicated treatments from 0 to 24 hours (n=5). (F, G) PCNA protein expression in
AC16 cells with various treatments (n=5). (H) Immunofluorescence staining analysis of PCNA
and ki67 in AC16 cells with the indicated treatments (n=5). (I-J) Immunofluorescence staining
analysis of cleaved caspase-3 in AC16 cells with different treatments. Scale bars in H and I
represent 50 um and 10um, respectively.” P < 0.01 versus control group, *P < 0.05 versus TNF-a
(20 ng/ml) group (One- or two-way ANOVA with a post hoc test of Tukey’s analysis).
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Figure S5: Immunofluorescence staining analysis of VDR expression in AC16 cells.
(A) Representative immunofluorescence microscopic images showing VDR expression in AC16
cells. (B) The quantification of fluorescence intensity of VDR expression in AC16 cells (n=5).
Scale bar represents 50 pm. P < 0.01 versus sham group, *P < 0.01 versus MI group ((One-
way ANOVA with a post hoc test of Tukey’s analysis)).
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Figure S6: VDR-gene specific siRNA knockdown efficiency. Representative images of
VDR expression of three different products and quantitative analysis by Western blotting (n=5).

**P < 0.01 versus control group.
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Supplemental Table S1. Sequences of oligonucleotides used as primers.

Target gene Sequence (5’-37)

VDR Forward primer CCACTGGCTTTCACTTCA
Reverse primer TCATCTCCCGCTTCCTCT

IL-B Forward primer ACAGTGGCAATGAGGATG
Reverse primer TGTAGTGGTGGTCGGAGA

IL-6 Forward primer GTCCAGTTGCCTTCTCCC
Reverse primer GCCTCTTTGCTGCTTTCA

TNF-a Forward primer CGAGTGACAAGCCTGTAGCC
Reverse primer TGAAGAGGACCTGGGAGTAGAT

IL-10 Forward primer ACCAAGACCCAGACATCA
Reverse primer TTCACAGGGAAGAAATCG

B-actin Forward primer CATGTACGTTGCTATCCAGGC

Reverse primer

CTCCTTAATGTCACGCACGAT




