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Supplementary Figure S1.  The bulge size regulates the efficiency of RNA-mediated gene fusion.  

The RT-PCR gels shown in Figure 1 in the main text were obtained from a single experiment. Here we show the RT-

PCR gels from additional two independent experiments. A. RT-PCT results of induced TMPRSS2-ERG transcripts by 

chimeric RNAs designed to target location B. B. RT-PCT results by chimeric RNAs designed to target location C.  C. 

RT-PCT results by chimeric RNAs designed to target location D. GAPDH RNA was used as loading control. No 

transfection was used as the negative control for RT-PCR reactions. Left panel: Experiment-2, Right panel: Experiment-

3. 
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Supplementary Figure S2.  The melting temperature (Tm) of chimeric RNA designed to create different bulge sizes. 
Tm was calculated using formula: Tm= 64.9 +41*(nG+nC-16.4)/(nA+nT+nG+nC) where “n” stands for total number of 
particular nucleotide.  The Tm calculation can be found at this link: http://insilico.ehu.es/tm.php?formula=basic.  
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Supplementary Figure S3. The length of chimeric RNA controls the efficiency of RNA-mediated gene fusion. 
 

The RT-PCR gels shown in Figure 2 in the main text were obtained from a single experiment. Here we show the RT-

PCR gels from additional two independent experiments. A. RT-PCT results of induced TMPRSS2-ERG transcripts by 

chimeric RNAs designed to target location B. B. RT-PCT results by chimeric RNAs designed to target location C.  C. 

RT-PCT results by chimeric RNAs designed to target location D. GAPDH RNA was used as loading control. No 

transfection was used as the negative control for RT-PCR reactions. Left panel: Experiment-2, Right panel: Experiment-

3. 
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Supplementary Figure S4.  The melting temperature (Tm) of chimeric RNA with different target lengths. Tm was 
calculated using formula: Tm= 64.9 +41*(nG+nC-16.4)/(nA+nT+nG+nC) where “n” stands for total number of particular 
nucleotide.  The Tm calculation can be found at this link: http://insilico.ehu.es/tm.php?formula=basic.  
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Supplementary file S1: Genomic sequences targeted by designed chimeric RNA with different bulge sizes 
 

Location B: 

 

B-2 

 

TMPRSS2 

Tgagattaaagcgagagccagggcgggccgggccgagtaggcgcgagctaagcaggaggcggaggcggaggcggagggcgaggggcg

gggagcgccgcctggagcgcggcaggtgagcggcgccggtaccagggtcccggctcggggtccgggctggggaggg 

 

Ct: targeted TMPRSS2 sequence,  gg: bulge, gg: stem 

 

ERG 

Ccctccccagctcacgaggggtggccccacttctatgcttttccttgcagtttctccatctggaaatgctccccaccattttgattt

acccagtacaccccattcttcaaggctcaggccagtgcacaccagttcctttaatccctccttccttcttctgtcatccagtcgaca

cacttagcatga  

 

Ct: targeted ERG sequence, gg: bulge, gg: stem 

 

B-16 

 

TMPRSS2 

Tgagattaaagcgagagccagggcgggccgggccgagtaggcgcgagctaagcaggaggcggaggcggaggcggagggcgaggggcg

gggagcgccgcctggagcgcggcaggtgagcggcgccggtaccagggtcccggctcggggtccgggctggggaggg 

 

Ct: targeted TMPRSS2 sequence,  gg: bulge, gg: stem  

 

ERG 

Ccctccccagctcacgaggggtggccccacttctatgcttttccttgcagtttctccatctggaaatgctccccaccattttgattt

acccagtacaccccattcttcaaggctcaggccagtgcacaccagttcctttaatccctccttccttcttctgtcatccagtcgaca

cacttagcatga  

 

Ct: targeted ERG sequence, gg: bulge, gg: stem  

 

 

B-20 

 

TMPRSS2 

Tgagattaaagcgagagccagggcgggccgggccgagtaggcgcgagctaagcaggaggcggaggcggaggcggagggcgaggggcg

gggagcgccgcctggagcgcggcaggtgagcggcgccggtaccagggtcccggctcggggtccgggctggggaggg 

 

Ct: targeted TMPRSS2 sequence,  gg: bulge, gg: stem  
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ERG 

Ccctccccagctcacgaggggtggccccacttctatgcttttccttgcagtttctccatctggaaatgctccccaccattttgattt

acccagtacaccccattcttcaaggctcaggccagtgcacaccagttcctttaatccctccttccttcttctgtcatccagtcgaca

cacttagcatga  

 

Ct: targeted ERG sequence, gg: bulge, gg: stem  

 

 

 

B-25 

 

TMPRSS2 

Tgagattaaagcgagagccagggcgggccgggccgagtaggcgcgagctaagcaggaggcggaggcggaggcggagggcgaggggcg

gggagcgccgcctggagcgcggcaggtgagcggcgccggtaccagggtcccggctcggggtccgggctggggaggg 

 

Ct: targeted TMPRSS2 sequence,  gg: bulge, gg: stem  

 

ERG 

Ccctccccagctcacgaggggtggccccacttctatgcttttccttgcagtttctccatctggaaatgctccccaccattttgattt

acccagtacaccccattcttcaaggctcaggccagtgcacaccagttcctttaatccctccttccttcttctgtcatccagtcgaca

cacttagcatga  

 

Ct: targeted ERG sequence, gg: bulge, gg: stem  

 

 

 

 

B-31 

 

TMPRSS2 

Tgagattaaagcgagagccagggcgggccgggccgagtaggcgcgagctaagcaggaggcggaggcggaggcggagggcgaggggcg

gggagcgccgcctggagcgcggcaggtgagcggcgccggtaccagggtcccggctcggggtccgggctggggaggg 

 

Ct: targeted TMPRSS2 sequence,  gg: bulge, gg: stem  

 

ERG 

Ccctccccagctcacgaggggtggccccacttctatgcttttccttgcagtttctccatctggaaatgctccccaccattttgattt

acccagtacaccccattcttcaaggctcaggccagtgcacaccagttcctttaatccctccttccttcttctgtcatccagtcgaca

cacttagcatga  

 

Ct: targeted ERG sequence, gg: bulge, gg: stem  
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B-35 

 

TMPRSS2 

Tgagattaaagcgagagccagggcgggccgggccgagtaggcgcgagctaagcaggaggcggaggcggaggcggagggcgaggggcg

gggagcgccgcctggagcgcggcaggtgagcggcgccggtaccagggtcccggctcggggtccgggctggggaggg 

 

Ct: targeted TMPRSS2 sequence,  gg: bulge, gg: stem  

 

ERG 

Ccctccccagctcacgaggggtggccccacttctatgcttttccttgcagtttctccatctggaaatgctccccaccattttgattt

acccagtacaccccattcttcaaggctcaggccagtgcacaccagttcctttaatccctccttccttcttctgtcatccagtcgaca

cacttagcatga  

 

Ct: targeted ERG sequence, gg: bulge, gg: stem  

 

 

 

B-40 

 

TMPRSS2 

Tgagattaaagcgagagccagggcgggccgggccgagtaggcgcgagctaagcaggaggcggaggcggaggcggagggcgaggggcg

gggagcgccgcctggagcgcggcaggtgagcggcgccggtaccagggtcccggctcggggtccgggctggggaggg 

 

Ct: targeted TMPRSS2 sequence,  gg: bulge, gg: stem  

 

ERG 

Ccctccccagctcacgaggggtggccccacttctatgcttttccttgcagtttctccatctggaaatgctccccaccattttgattt

acccagtacaccccattcttcaaggctcaggccagtgcacaccagttcctttaatccctccttccttcttctgtcatccagtcgaca

cacttagcatga  

 

Ct: targeted ERG sequence, gg: bulge, gg: stem  

 

 

 

B-45 

 

TMPRSS2 

Tgagattaaagcgagagccagggcgggccgggccgagtaggcgcgagctaagcaggaggcggaggcggaggcggagggcgaggggcg

gggagcgccgcctggagcgcggcaggtgagcggcgccggtaccagggtcccggctcggggtccgggctggggaggg 

 

Ct: targeted TMPRSS2 sequence,  gg: bulge, gg: stem  
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ERG 

Ccctccccagctcacgaggggtggccccacttctatgcttttccttgcagtttctccatctggaaatgctccccaccattttgattt

acccagtacaccccattcttcaaggctcaggccagtgcacaccagttcctttaatccctccttccttcttctgtcatccagtcgaca

cacttagcatga  

 

Ct: targeted ERG sequence, gg: bulge, gg: stem  

 

 

 

B-50 

 

TMPRSS2 

Tgagattaaagcgagagccagggcgggccgggccgagtaggcgcgagctaagcaggaggcggaggcggaggcggagggcgaggggcg

gggagcgccgcctggagcgcggcaggtgagcggcgccggtaccagggtcccggctcggggtccgggctggggaggg 

 

Ct: targeted TMPRSS2 sequence,  gg: bulge, gg: stem  

 

ERG 

Ccctccccagctcacgaggggtggccccacttctatgcttttccttgcagtttctccatctggaaatgctccccaccattttgattt

acccagtacaccccattcttcaaggctcaggccagtgcacaccagttcctttaatccctccttccttcttctgtcatccagtcgaca

cacttagcatga  

 

Ct: targeted ERG sequence, gg: bulge, gg: stem  

 

 

 

B-100 

 

TMPRSS2 

Tgagattaaagcgagagccagggcgggccgggccgagtaggcgcgagctaagcaggaggcggaggcggaggcggagggcgaggggcg

gggagcgccgcctggagcgcggcaggtgagcggcgccggtaccagggtcccggctcggggtccgggctggggaggg 

 

Ct: targeted TMPRSS2 sequence,  gg: bulge, gg: stem  

 

ERG 

Ccctccccagctcacgaggggtggccccacttctatgcttttccttgcagtttctccatctggaaatgctccccaccattttgattt

acccagtacaccccattcttcaaggctcaggccagtgcacaccagttcctttaatccctccttccttcttctgtcatccagtcgaca

cacttagcatga  

 

Ct: targeted ERG sequence, gg: bulge, gg: stem  
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Location C: 

 

 

C-2 

 

TMPRSS2 

Catcgcgaggttggggcaggtggtcctgcgagtccctagccagttggtggaagagagtcccccggggtccccaaagctggctcctag

tccgcctgccctccacggcccccgcctgggagcaccggtgcgccttttctctttggggaggaggactgggagtgctg 

 

Ct: targeted TMPRSS2 sequence,  gg: bulge, gg: stem  

 

ERG 

Cagcactcccagagtcataaaaatcaagtctcactggcaaccaacttgttagtgcatgaaaagtgttaccaggacggggtctaccca

gtgctcatctatgtcataggaaaagcatgagctcagcgtataacattagcaaagggctctgatgacctggctacttagtcccctttc

catgcagcaacca 

 

Ct: targeted ERG sequence, gg: bulge, gg: stem  

 

 

 

C-16 

 

TMPRSS2 

Catcgcgaggttggggcaggtggtcctgcgagtccctagccagttggtggaagagagtcccccggggtccccaaagctggctcctag

tccgcctgccctccacggcccccgcctgggagcaccggtgcgccttttctctttggggaggaggactgggagtgctg 

 

Ct: targeted TMPRSS2 sequence,  gg: bulge, gg: stem  

 

ERG 

Cagcactcccagagtcataaaaatcaagtctcactggcaaccaacttgttagtgcatgaaaagtgttaccaggacggggtctaccca

gtgctcatctatgtcataggaaaagcatgagctcagcgtataacattagcaaagggctctgatgacctggctacttagtcccctttc

catgcagcaacca 

 

Ct: targeted ERG sequence, gg: bulge, gg: stem  

 

 

 

C-20 

 

TMPRSS2 

Catcgcgaggttggggcaggtggtcctgcgagtccctagccagttggtggaagagagtcccccggggtccccaaagctggctcctag

tccgcctgccctccacggcccccgcctgggagcaccggtgcgccttttctctttggggaggaggactgggagtgctg 
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Ct: targeted TMPRSS2 sequence,  gg: bulge, gg: stem  

 

ERG 

Cagcactcccagagtcataaaaatcaagtctcactggcaaccaacttgttagtgcatgaaaagtgttaccaggacggggtctaccca

gtgctcatctatgtcataggaaaagcatgagctcagcgtataacattagcaaagggctctgatgacctggctacttagtcccctttc

catgcagcaacca 

 

Ct: targeted ERG sequence, gg: bulge, gg: stem  

 

 

C-25 

 

TMPRSS2 

Catcgcgaggttggggcaggtggtcctgcgagtccctagccagttggtggaagagagtcccccggggtccccaaagctggctcctag

tccgcctgccctccacggcccccgcctgggagcaccggtgcgccttttctctttggggaggaggactgggagtgctg 

 

Ct: targeted TMPRSS2 sequence,  gg: bulge, gg: stem  

 

ERG 

Cagcactcccagagtcataaaaatcaagtctcactggcaaccaacttgttagtgcatgaaaagtgttaccaggacggggtctaccca

gtgctcatctatgtcataggaaaagcatgagctcagcgtataacattagcaaagggctctgatgacctggctacttagtcccctttc

catgcagcaacca 

 

Ct: targeted ERG sequence, gg: bulge, gg: stem  

 

 

 

C-31 

 

TMPRSS2 

Catcgcgaggttggggcaggtggtcctgcgagtccctagccagttggtggaagagagtcccccggggtccccaaagctggctcctag

tccgcctgccctccacggcccccgcctgggagcaccggtgcgccttttctctttggggaggaggactgggagtgctg 

 

Ct: targeted TMPRSS2 sequence,  gg: bulge, gg: stem  

 

ERG 

Cagcactcccagagtcataaaaatcaagtctcactggcaaccaacttgttagtgcatgaaaagtgttaccaggacggggtctaccca

gtgctcatctatgtcataggaaaagcatgagctcagcgtataacattagcaaagggctctgatgacctggctacttagtcccctttc

catgcagcaacca 

 

Ct: targeted ERG sequence, gg: bulge, gg: stem  
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C-35 

 

TMPRSS2 

Catcgcgaggttggggcaggtggtcctgcgagtccctagccagttggtggaagagagtcccccggggtccccaaagctggctcctag

tccgcctgccctccacggcccccgcctgggagcaccggtgcgccttttctctttggggaggaggactgggagtgctg 

 

Ct: targeted TMPRSS2 sequence,  gg: bulge, gg: stem  

 

ERG 

Cagcactcccagagtcataaaaatcaagtctcactggcaaccaacttgttagtgcatgaaaagtgttaccaggacggggtctaccca

gtgctcatctatgtcataggaaaagcatgagctcagcgtataacattagcaaagggctctgatgacctggctacttagtcccctttc

catgcagcaacca 

 

Ct: targeted ERG sequence, gg: bulge, gg: stem  

 

 

 

C-40 

 

TMPRSS2 

Catcgcgaggttggggcaggtggtcctgcgagtccctagccagttggtggaagagagtcccccggggtccccaaagctggctcctag

tccgcctgccctccacggcccccgcctgggagcaccggtgcgccttttctctttggggaggaggactgggagtgctg 

 

Ct: targeted TMPRSS2 sequence,  gg: bulge, gg: stem  

 

ERG 

Cagcactcccagagtcataaaaatcaagtctcactggcaaccaacttgttagtgcatgaaaagtgttaccaggacggggtctaccca

gtgctcatctatgtcataggaaaagcatgagctcagcgtataacattagcaaagggctctgatgacctggctacttagtcccctttc

catgcagcaacca 

 

Ct: targeted ERG sequence, gg: bulge, gg: stem  

 

 

 

C-45 

 

TMPRSS2 

Catcgcgaggttggggcaggtggtcctgcgagtccctagccagttggtggaagagagtcccccggggtccccaaagctggctcctag

tccgcctgccctccacggcccccgcctgggagcaccggtgcgccttttctctttggggaggaggactgggagtgctg 

 

Ct: targeted TMPRSS2 sequence,  gg: bulge, gg: stem  
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ERG 

Cagcactcccagagtcataaaaatcaagtctcactggcaaccaacttgttagtgcatgaaaagtgttaccaggacggggtctaccca

gtgctcatctatgtcataggaaaagcatgagctcagcgtataacattagcaaagggctctgatgacctggctacttagtcccctttc

catgcagcaacca 

 

Ct: targeted ERG sequence, gg: bulge, gg: stem  

 

 

 

C-50 

 

TMPRSS2 

Catcgcgaggttggggcaggtggtcctgcgagtccctagccagttggtggaagagagtcccccggggtccccaaagctggctcctag

tccgcctgccctccacggcccccgcctgggagcaccggtgcgccttttctctttggggaggaggactgggagtgctg 

 

Ct: targeted TMPRSS2 sequence,  gg: bulge, gg: stem  

 

ERG 

Cagcactcccagagtcataaaaatcaagtctcactggcaaccaacttgttagtgcatgaaaagtgttaccaggacggggtctaccca

gtgctcatctatgtcataggaaaagcatgagctcagcgtataacattagcaaagggctctgatgacctggctacttagtcccctttc

catgcagcaacca 

 

Ct: targeted ERG sequence, gg: bulge, gg: stem  

 

 

 

C-100 

 

TMPRSS2 

Catcgcgaggttggggcaggtggtcctgcgagtccctagccagttggtggaagagagtcccccggggtccccaaagctggctcctag

tccgcctgccctccacggcccccgcctgggagcaccggtgcgccttttctctttggggaggaggactgggagtgctg 

 

Ct: targeted TMPRSS2 sequence,  gg: bulge, gg: stem  

 

ERG 

Cagcactcccagagtcataaaaatcaagtctcactggcaaccaacttgttagtgcatgaaaagtgttaccaggacggggtctaccca

gtgctcatctatgtcataggaaaagcatgagctcagcgtataacattagcaaagggctctgatgacctggctacttagtcccctttc

catgcagcaacca 

 

Ct: targeted ERG sequence, gg: bulge, gg: stem  
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Location D: 

 

 

D-2 

 

TMPRSS2 

Gctggggaggggaacctgggcgcctgggacccgccgatgccccctgccccgcccggaggtgaaagcgggtgtgaggagcgcggcgcg

gcaggtgagtgcgcccgagggtcgagcgctggggccagccgggcagggcgcctcccggggtgctgggagagtgctggg 

 

Ct: targeted TMPRSS2 sequence,  gg: bulge, gg: stem  

 

ERG 

Cccagcactctccgtttaccatccagatcctttattccatcccagatccagggattctggacacttatcccttcatctttcttctgt

ctcttccctctaccagcctctctctctctgtctctctctaggtgattccatctctcatggcaagagcaggcaccaaaacactccacc

gtgtgacttttctt 

 

Ct: targeted ERG sequence, gg: bulge, gg: stem  

 

 

 

D-16 

 

TMPRSS2 

Gctggggaggggaacctgggcgcctgggacccgccgatgccccctgccccgcccggaggtgaaagcgggtgtgaggagcgcggcgcg

gcaggtgagtgcgcccgagggtcgagcgctggggccagccgggcagggcgcctcccggggtgctgggagagtgctggg 

 

Ct: targeted TMPRSS2 sequence,  gg: bulge, gg: stem  

 

ERG 

Cccagcactctccgtttaccatccagatcctttattccatcccagatccagggattctggacacttatcccttcatctttcttctgt

ctcttccctctaccagcctctctctctctgtctctctctaggtgattccatctctcatggcaagagcaggcaccaaaacactccacc

gtgtgacttttctt 

 

Ct: targeted ERG sequence, gg: bulge, gg: stem  

 

 

 

D-20 

 

TMPRSS2 
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Gctggggaggggaacctgggcgcctgggacccgccgatgccccctgccccgcccggaggtgaaagcgggtgtgaggagcgcggcgcg

gcaggtgagtgcgcccgagggtcgagcgctggggccagccgggcagggcgcctcccggggtgctgggagagtgctggg 

 

Ct: targeted TMPRSS2 sequence,  gg: bulge, gg: stem  

 

ERG 

Cccagcactctccgtttaccatccagatcctttattccatcccagatccagggattctggacacttatcccttcatctttcttctgt

ctcttccctctaccagcctctctctctctgtctctctctaggtgattccatctctcatggcaagagcaggcaccaaaacactccacc

gtgtgacttttctt 

 

Ct: targeted ERG sequence, gg: bulge, gg: stem  

 

 

 

D-25 

 

TMPRSS2 

Gctggggaggggaacctgggcgcctgggacccgccgatgccccctgccccgcccggaggtgaaagcgggtgtgaggagcgcggcgcg

gcaggtgagtgcgcccgagggtcgagcgctggggccagccgggcagggcgcctcccggggtgctgggagagtgctggg 

 

Ct: targeted TMPRSS2 sequence,  gg: bulge, gg: stem  

 

ERG 

Cccagcactctccgtttaccatccagatcctttattccatcccagatccagggattctggacacttatcccttcatctttcttctgt

ctcttccctctaccagcctctctctctctgtctctctctaggtgattccatctctcatggcaagagcaggcaccaaaacactccacc

gtgtgacttttctt 

 

Ct: targeted ERG sequence, gg: bulge, gg: stem  

 

 

 

D-31 

 

TMPRSS2 

Gctggggaggggaacctgggcgcctgggacccgccgatgccccctgccccgcccggaggtgaaagcgggtgtgaggagcgcggcgcg

gcaggtgagtgcgcccgagggtcgagcgctggggccagccgggcagggcgcctcccggggtgctgggagagtgctggg 

 

Ct: targeted TMPRSS2 sequence,  gg: bulge, gg: stem  

 

ERG 
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Cccagcactctccgtttaccatccagatcctttattccatcccagatccagggattctggacacttatcccttcatctttcttctgt

ctcttccctctaccagcctctctctctctgtctctctctaggtgattccatctctcatggcaagagcaggcaccaaaacactccacc

gtgtgacttttctt 

 

Ct: targeted ERG sequence, gg: bulge, gg: stem  

 

 

 

D-35 

 

TMPRSS2 

Gctggggaggggaacctgggcgcctgggacccgccgatgccccctgccccgcccggaggtgaaagcgggtgtgaggagcgcggcgcg

gcaggtgagtgcgcccgagggtcgagcgctggggccagccgggcagggcgcctcccggggtgctgggagagtgctggg 

 

Ct: targeted TMPRSS2 sequence,  gg: bulge, gg: stem  

 

ERG 

Cccagcactctccgtttaccatccagatcctttattccatcccagatccagggattctggacacttatcccttcatctttcttctgt

ctcttccctctaccagcctctctctctctgtctctctctaggtgattccatctctcatggcaagagcaggcaccaaaacactccacc

gtgtgacttttctt 

 

Ct: targeted ERG sequence, gg: bulge, gg: stem  

 

 

 

D-40 

 

TMPRSS2 

Gctggggaggggaacctgggcgcctgggacccgccgatgccccctgccccgcccggaggtgaaagcgggtgtgaggagcgcggcgcg

gcaggtgagtgcgcccgagggtcgagcgctggggccagccgggcagggcgcctcccggggtgctgggagagtgctggg 

 

Ct: targeted TMPRSS2 sequence,  gg: bulge, gg: stem  

 

ERG 

Cccagcactctccgtttaccatccagatcctttattccatcccagatccagggattctggacacttatcccttcatctttcttctgt

ctcttccctctaccagcctctctctctctgtctctctctaggtgattccatctctcatggcaagagcaggcaccaaaacactccacc

gtgtgacttttctt 

 

Ct: targeted ERG sequence, gg: bulge, gg: stem  
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D-45 

 

TMPRSS2 

Gctggggaggggaacctgggcgcctgggacccgccgatgccccctgccccgcccggaggtgaaagcgggtgtgaggagcgcggcgcg

gcaggtgagtgcgcccgagggtcgagcgctggggccagccgggcagggcgcctcccggggtgctgggagagtgctggg 

 

Ct: targeted TMPRSS2 sequence,  gg: bulge, gg: stem  

 

ERG 

Cccagcactctccgtttaccatccagatcctttattccatcccagatccagggattctggacacttatcccttcatctttcttctgt

ctcttccctctaccagcctctctctctctgtctctctctaggtgattccatctctcatggcaagagcaggcaccaaaacactccacc

gtgtgacttttctt 

 

Ct: targeted ERG sequence, gg: bulge, gg: stem  

 

 

 

 

D-50 

 

TMPRSS2 

Gctggggaggggaacctgggcgcctgggacccgccgatgccccctgccccgcccggaggtgaaagcgggtgtgaggagcgcggcgcg

gcaggtgagtgcgcccgagggtcgagcgctggggccagccgggcagggcgcctcccggggtgctgggagagtgctggg 

 

Ct: targeted TMPRSS2 sequence,  gg: bulge, gg: stem  

 

ERG 

Cccagcactctccgtttaccatccagatcctttattccatcccagatccagggattctggacacttatcccttcatctttcttctgt

ctcttccctctaccagcctctctctctctgtctctctctaggtgattccatctctcatggcaagagcaggcaccaaaacactccacc

gtgtgacttttctt 

 

Ct: targeted ERG sequence, gg: bulge, gg: stem  

 

 

 

D-100 

 

TMPRSS2 

Gctggggaggggaacctgggcgcctgggacccgccgatgccccctgccccgcccggaggtgaaagcgggtgtgaggagcgcggcgcg

gcaggtgagtgcgcccgagggtcgagcgctggggccagccgggcagggcgcctcccggggtgctgggagagtgctggg 
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Ct: targeted TMPRSS2 sequence,  gg: bulge, gg: stem  

 

ERG 

Cccagcactctccgtttaccatccagatcctttattccatcccagatccagggattctggacacttatcccttcatctttcttctgt

ctcttccctctaccagcctctctctctctgtctctctctaggtgattccatctctcatggcaagagcaggcaccaaaacactccacc

gtgtgacttttctt 

 

Ct: targeted ERG sequence, gg: bulge, gg: stem  

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Supplementary file S2: Chimeric RNA sequences 
 
 

asB-2 
 

+1gtgctcgcttcggcagcacatatactaacattggaacgatcctgcagTAAATCAAAATGGTGGGGAGCATGTCCAGATGGAGAAA

CTGCAAGGAAAAGCATAGAAGTGGGGCCACCCCTCGTGGACCCCGAGCCGGGACCCTGGTACCGGCGCCGCTCACCTGCCGCGCTCC

AG 
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Ct: TMPRSS2,           Ct: ERG,           +1: Transcription start,        ctgcag: PstI    
 
 
 
asB-16 
 

+1gtgctcgcttcggcagcacatatactaacattggaacgatcctgcagTGGGGTGTACTGGGTAAATCAAAATGGTGGGGAGCATT

TCCAGATGGAGAAACTGCAAGGAAAAGCATAGAAGTGGACCCTGGTACCGGCGCCGCTCACCTGCCGCGCTCCAGGCGGCGCTCCCC

GC 

 

Ct: TMPRSS2,           Ct: ERG,           +1: Transcription start,        ctgcag: PstI    
 
 
 
asB-20 
 
+1gtgctcgcttcggcagcacatatactaacattggaacgatcctgcagAGAATGGGGTGTACTGGGTAAATCAAAATGGTGGGG

AGCATTTCCAGATGGAGAAACTGCAAGGAAAAGCATAGACTGGTACCGGCGCCGCTCACCTGCCGCGCTCCAGGCGGCGCTCC

CCGCCCCT 

 

Ct: TMPRSS2,           Ct: ERG,           +1: Transcription start,        ctgcag: PstI    
 
 
 
asB-25 
 

+1gtgctcgcttcggcagcacatatactaacattggaacgatcctgcagCTTGAAGAATGGGGTGTACTGGGTAAATCAAAATGGTG

GGGAGCATTTCCAGATGGAGAAACTGCAAGGAAAAGCACCGGCGCCGCTCACCTGCCGCGCTCCAGGCGGCGCTCCCCGCCCCTCGC

CC 

 

Ct: TMPRSS2,           Ct: ERG,           +1: Transcription start,        ctgcag: PstI    
 
 
asB-31 
 

+1gtgctcgcttcggcagcacatatactaacattggaacgatcctgcagCTGAGCCTTGAAGAATGGGGTGTACTGGGTAAATCA

AAATGGTGGGGAGCATTTCCAGATGGAGAAACTGCAAGGGCCGCTCACCTGCCGCGCTCCAGGCGGCGCTCCCCGCCCCTCGC

CCTCCGCC 

 

Ct: TMPRSS2,           Ct: ERG,           +1: Transcription start,        ctgcag: PstI    
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asB-35 
 

+1gtgctcgcttcggcagcacatatactaacattggaacgatcctgcagTGGCCTGAGCCTTGAAGAATGGGGTGTACTGGGTAA

ATCAAAATGGTGGGGAGCATTTCCAGATGGAGAAACTGCCTCACCTGCCGCGCTCCAGGCGGCGCTCCCCGCCCCTCGCCCTC

CGCCTCCG 

 

Ct: TMPRSS2,           Ct: ERG,           +1: Transcription start,        ctgcag: PstI    
 
 
 
asB-40 
 

+1gtgctcgcttcggcagcacatatactaacattggaacgatcctgcagTGCACTGGCCTGAGCCTTGAAGAATGGGGTGTACTGGG

TAAATCAAAATGGTGGGGAGCATTTCCAGATGGAGAACTGCCGCGCTCCAGGCGGCGCTCCCCGCCCCTCGCCCTCCGCCTCCGCCT

CC 

 

Ct: TMPRSS2,           Ct: ERG,           +1: Transcription start,        ctgcag: PstI    
 

 

 

asB-45 
 
+1gtgctcgcttcggcagcacatatactaacattggaacgatcctgcagTGGTGTGCACTGGCCTGAGCCTTGAAGAATGGGGTGTA

CTGGGTAAATCAAAATGGTGGGGAGCATTTCCAGATGGCGCTCCAGGCGGCGCTCCCCGCCCCTCGCCCTCCGCCTCCGCCTCCGCC

TC 

 

Ct: TMPRSS2,           Ct: ERG,           +1: Transcription start,        ctgcag: PstI    
 
 
 
asB-50 
 

+1gtgctcgcttcggcagcacatatactaacattggaacgatcctgcagGGAACTGGTGTGCACTGGCCTGAGCCTTGAAGAATGGG

GTGTACTGGGTAAATCAAAATGGTGGGGAGCATTTCCCCAGGCGGCGCTCCCCGCCCCTCGCCCTCCGCCTCCGCCTCCGCCTCCTG

CT 

 

Ct: TMPRSS2,           Ct: ERG,           +1: Transcription start,        ctgcag: PstI    
 
 
 
asB-100 
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+1gtgctcgcttcggcagcacatatactaacattggaacgatcctgcagTCATGCTAAGTGTGTCGACTGGATGACAGAAGAAGGAA

GGAGGGATTAAAGGAACTGGTGTGCACTGGCCTGAGCCTTAGCTCGCGCCTACTCGGCCCGGCCCGCCCTGGCTCTCGCTTTAATCT

CA 

 

Ct: TMPRSS2,           Ct: ERG,           +1: Transcription start,        ctgcag: PstI    
 
 
 
asC-2 
 

+1gtgctcgcttcggcagcacatatactaacattggaacgatcctgcagACTGGGTAGACCCCGTCCTGGTAACACTTCTCATGCAC

TAACAAGTTGGTTGCCAGTGAGACTTGATTCTTATGACTCCTCCCCAAAGAGAAAAGGCGCACCGGTGCTCCCAGGCGGGGGCCGTG

GA 

 

Ct: TMPRSS2,           Ct: ERG,           +1: Transcription start,        ctgcag: PstI    
 
 
asC-16 
 
+1gtgctcgcttcggcagcacatatactaacattggaacgatcctgcagTGACATAGATGAGCACTGGGTAGACCCCGTCCTGGT

AACACTCTTCATGCACTAACAAGTTGGTTGCCAGTGAGAGAAAAGGCGCACCGGTGCTCCCAGGCGGGGGCCGTGGAGGGCAG

GCGGACTA 

 

Ct: TMPRSS2,           Ct: ERG,           +1: Transcription start,        ctgcag: PstI    
 
 
 
asC-20 
 
+1gtgctcgcttcggcagcacatatactaacattggaacgatcctgcagCCTATGACATAGATGAGCACTGGGTAGACCCCGTCC

TGGTAACACTCTTCATGCACTAACAAGTTGGTTGCCAGTAGGCGCACCGGTGCTCCCAGGCGGGGGCCGTGGAGGGCAGGCGG

ACTAGGAG 

 

Ct: TMPRSS2,           Ct: ERG,           +1: Transcription start,        ctgcag: PstI    
 
 
 
asC-25 
 

+1gtgctcgcttcggcagcacatatactaacattggaacgatcctgcagCTCTTCCTATGACATAGATGAGCACTGGGTAGACCCCG

TCCTGGTAACACTTCTCATGCACTAACAAGTTGGTTGCACCGGTGCTCCCAGGCGGGGGCCGTGGAGGGCAGGCGGACTAGGAGCCA

GC 
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Ct: TMPRSS2,           Ct: ERG,           +1: Transcription start,        ctgcag: PstI    
 
 
 
asC-31 
 

+1gtgctcgcttcggcagcacatatactaacattggaacgatcctgcagCTCATGCTCTTCCTATGACATAGATGAGCACTGGGT

AGACCCCGTCCTGGTAACACTCTTCATGCACTAACAAGTTGCTCCCAGGCGGGGGCCGTGGAGGGCAGGCGGACTAGGAGCCA

GCTTTGGG 

 

Ct: TMPRSS2,           Ct: ERG,           +1: Transcription start,        ctgcag: PstI    
 
 

 

asC-35 
 
+1gtgctcgcttcggcagcacatatactaacattggaacgatcctgcagTGAGCTCATGCTCTTCCTATGACATAGATGAGCACT

GGGTAGACCCCGTCCTGGTAACACTCTTCATGCACTAACCCCAGGCGGGGGCCGTGGAGGGCAGGCGGACTAGGAGCCAGCTT

TGGGGACC 

 

Ct: TMPRSS2,           Ct: ERG,           +1: Transcription start,        ctgcag: PstI    
 
 
asC-40 
 
+1gtgctcgcttcggcagcacatatactaacattggaacgatcctgcagTACGCTGAGCTCATGCTCTTCCTATGACATAGATGA

GCACTGGGTAGACCCCGTCCTGGTAACACTCTTCATGCAGCGGGGGCCGTGGAGGGCAGGCGGACTAGGAGCCAGCTTTGGGG

ACCCCGGG 

 

Ct: TMPRSS2,           Ct: ERG,           +1: Transcription start,        ctgcag: PstI    
 

 

 

asC-45 
 
+1gtgctcgcttcggcagcacatatactaacattggaacgatcctgcagTGTTATACGCTGAGCTCATGCTCTTCCTATGACATA

GATGAGCACTGGGTAGACCCCGTCCTGGTAACACTCTTCGGCCGTGGAGGGCAGGCGGACTAGGAGCCAGCTTTGGGGACCCC

GGGGGACT 

 

Ct: TMPRSS2,           Ct: ERG,           +1: Transcription start,        ctgcag: PstI    
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asC-50 
 

+1gtgctcgcttcggcagcacatatactaacattggaacgatcctgcagGCTAATGTTATACGCTGAGCTCATGCTGTTCCTATGAC

ATAGATGAGCACTGGGTAGACCCCGTCCTGGTAACACTGGAGGGCAGGCGGACTAGGAGCCAGCTTTGGGGACCCCGGGGGACTCTC

TT 

 

Ct: TMPRSS2,           Ct: ERG,           +1: Transcription start,        ctgcag: PstI    
 
 
 
asC-100 
 

+1gtgctcgcttcggcagcacatatactaacattggaacgatcctgcagTGGTTGCTGCATGGAAAGGGGACTAAGTAGCCAGGTCA

TCAGAGCCCTTTGCTAATGTTATACGCTGAGCTCATGTTCCACCAACTGGCTAGGGACTCGCAGGACCACCTGCCCCAACCTCGCGA

TG 

 

Ct: TMPRSS2,           Ct: ERG,           +1: Transcription start,        ctgcag: PstI    
 

 
 
asD-2 
 
+1gtgctcgcttcggcagcacatatactaacattggaacgatcctgcagGAGACAGAAGAAAGATGAAGGGATAAGTGTCCAGAA

TCCCTGGATCTGGGATGGAATAAAGGATCTGGATGGTAAGCACCCCGGGAGGCGCCCTGCCCGGCTGGCCCCAGCGCTCGACC

CTCGGGCG 

 

Ct: TMPRSS2,           Ct: ERG,           +1: Transcription start,        ctgcag: PstI    
 

 

asD-16 
 

+1gtgctcgcttcggcagcacatatactaacattggaacgatcctgcagGCTGGTAGAGGGAAGAGACAGAAGAAAGATGAAGGGAT

AAGTGTCCAGAATCCCTGGATCTGGGATGGAATAAAGGCCCTGCCCGGCTGGCCCCAGCGCTCGACCCTCGGGCGCACTCACCTGCC

GC 

 

Ct: TMPRSS2,           Ct: ERG,           +1: Transcription start,        ctgcag: PstI    
 
 
asD-20 
 



Cells 2022, 11, 1002 24 of 28 
 

 

+1gtgctcgcttcggcagcacatatactaacattggaacgatcctgcagAGAGGCTGGTAGAGGGAAGAGACAGAAGAAAGATGA

AGGGATAAGTGTCCAGAATCCCTGGATCTGGGATGGAATTGCCCGGCTGGCCCCAGCGCTCGACCCTCGGGCGCACTCACCTG

CCGCGCCG 

 

Ct: TMPRSS2,           Ct: ERG,           +1: Transcription start,        ctgcag: PstI    
 
 
 
asD-25 
 

+1gtgctcgcttcggcagcacatatactaacattggaacgatcctgcagGAGAGAGAGGCTGGTAGAGGGAAGAGACAGAAGAAA

GATGAAGGGATAAGTGTCCAGAATCCCTGGATCTGGGATGGCTGGCCCCAGCGCTCGACCCTCGGGCGCACTCACCTGCCGCG

CCGCGCTC 

 

Ct: TMPRSS2,           Ct: ERG,           +1: Transcription start,        ctgcag: PstI    
 
 
 
asD-31 
 

+1gtgctcgcttcggcagcacatatactaacattggaacgatcctgcagGACAGAGAGAGAGAGGCTGGTAGAGGGAAGAGACAG

AAGAAAGATGAAGGGATAAGTGTCCAGAATCCCTGGATCCCCCAGCGCTCGACCCTCGGGCGCACTCACCTGCCGCGCCGCGC

TCCTCACA 

 

Ct: TMPRSS2,           Ct: ERG,           +1: Transcription start,        ctgcag: PstI    
 
 
asD-35 
 

+1gtgctcgcttcggcagcacatatactaacattggaacgatcctgcagGAGAGACAGAGAGAGAGAGGCTGGTAGAGGGAAGAGAC

AGAAGAAAGATGAAGGGATAAGTGTCCAGAATCCCTGAGCGCTCGACCCTCGGGCGCACTCACCTGCCGCGCCGCGCTCCTCACACC

CG 

 

Ct: TMPRSS2,           Ct: ERG,           +1: Transcription start,        ctgcag: PstI    
 
 
asD-40 
 

+1gtgctcgcttcggcagcacatatactaacattggaacgatcctgcagCTAGAGAGAGACAGAGAGAGAGAGGCTGGTAGAGGGAA

GAGACAGAAGAAAGATGAAGGGATAAGTGTCCAGAATTCGACCCTCGGGCGCACTCACCTGCCGCGCCGCGCTCCTCACACCCGCTT

TC 
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Ct: TMPRSS2,           Ct: ERG,           +1: Transcription start,        ctgcag: PstI    
 
 
 
asD-45 
 

+1gtgctcgcttcggcagcacatatactaacattggaacgatcctgcagATCACCTAGAGAGAGACAGAGAGAGAGAGGCTGGTAGA

GGGAAGAGACAGAAGAAAGATGAAGGGATAAGTGTCCCCTCGGGCGCACTCACCTGCCGCGCCGCGCTCCTCACACCCGCTTTCACC

TC 

 

Ct: TMPRSS2,           Ct: ERG,           +1: Transcription start,        ctgcag: PstI    
 
 
 
asD-50 
 

+1gtgctcgcttcggcagcacatatactaacattggaacgatcctgcagATGGAATCACCTAGAGAGAGACAGAGAGAGAGAGGCTG

GTAGAGGGAAGAGACAGAAGAAAGATGAAGGGATAAGGGCGCACTCACCTGCCGCGCCGCGCTCCTCACACCCGCTTTCACCTCCGG

GC 

 

Ct: TMPRSS2,           Ct: ERG,           +1: Transcription start,        ctgcag: PstI    
 
 
asD-100 
 

+1gtgctcgcttcggcagcacatatactaacattggaacgatcctgcagAAGAAAAGTCACACGGTGGAGTGTGTTGGTGCCTGCTC

TTGCCATGAGAGATGGAATCACCTAGAGAGAGACAGAGCGGGGCAGGGGGCATCGGCGGGTCCCAGGCGCCCAGGTTCCCCTCCCCA

GC 

 

Ct: TMPRSS2,           Ct: ERG,           +1: Transcription start,        ctgcag: PstI    
 
 
asB-35-100/100 
 

+1gtgctcgcttcggcagcacatatactaacattggaacgatcctgcagAGGGATTAAAGGAACTGGTGTGCACTGGCCTGAGCCTT

GAAGAATGGGGTGTACTGGGTAAATCAAAATGGTGGGGAGCATTTCCAGATGGAGAAACTGCCTCACCTGCCGCGCTCCAGGCGGCG

CTCCCCGCCCCTCGCCCTCCGCCTCCGCCTCCGCCTCCTGCTTAGCTCGCGCCTACTCGGCCCGGCCCGCCCTGG 

 

Ct: TMPRSS2,           Ct: ERG,           +1: Transcription start,        ctgcag: PstI    
 
 
asB-35-75/75 
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+1gtgctcgcttcggcagcacatatactaacattggaacgatcctgcagTGGCCTGAGCCTTGAAGAATGGGGTGTACTGGGTAAAT

CAAAATGGTGGGGAGCATTTCCAGATGGAGAAACTGCCTCACCTGCCGCGCTCCAGGCGGCGCTCCCCGCCCCTCGCCCTCCGCCTC

CGCCTCCGCCTCCTGCTTAGCTCGC 

 

Ct: TMPRSS2,           Ct: ERG,           +1: Transcription start,        ctgcag: PstI    
 
 
 
asB-35-50/50 
 

+1gtgctcgcttcggcagcacatatactaacattggaacgatcctgcagGTACTGGGTAAATCAAAATGGTGGGGAGCATTTCCA

GATGGAGAAACTGCCTCACCTGCCGCGCTCCAGGCGGCGCTCCCCGCCCCTCGCCCTCCGCCTC 

 

Ct: TMPRSS2,           Ct: ERG,           +1: Transcription start,        ctgcag: PstI    
 
 
asB-35-30/30 
 

+1gtgctcgcttcggcagcacatatactaacattggaacgatcctgcagGTGGGGAGCATTTCCAGATGGAGAAACTGCCTCACCTG

CCGCGCTCCAGGCGGCGCTCCC 

 

Ct: TMPRSS2,           Ct: ERG,           +1: Transcription start,        ctgcag: PstI    
 
 
 
asC-35-100/100 
 

+1gtgctcgcttcggcagcacatatactaacattggaacgatcctgcagAGAGCCCTTTGCTAATGTTATACGCTGAGCTCATGCTC

TTCCTATGACATAGATGAGCACTGGGTAGACCCCGTCCTGGTAACACTCTTCATGCACTAACCCCAGGCGGGGGCCGTGGAGGGCAG

GCGGACTAGGAGCCAGCTTTGGGGACCCCGGGGGACTCTCTTCCACCAACTGGCTAGGGACTCGCAGGACCACCT 

 

Ct: TMPRSS2,           Ct: ERG,           +1: Transcription start,        ctgcag: PstI    
 

 

 

asC-35-75/75 
 

+1gtgctcgcttcggcagcacatatactaacattggaacgatcctgcagTGAGCTCATGCTCTTCCTATGACATAGATGAGCACTGG

GTAGACCCCGTCCTGGTAACACTCTTCATGCACTAACCCCAGGCGGGGGCCGTGGAGGGCAGGCGGACTAGGAGCCAGCTTTGGGGA

CCCCGGGGGACTCTCTTCCACCAAC 
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Ct: TMPRSS2,           Ct: ERG,           +1: Transcription start,        ctgcag: PstI    
 

 
 
 
asC-35-50/50 
 

+1gtgctcgcttcggcagcacatatactaacattggaacgatcctgcagAGATGAGCACTGGGTAGACCCCGTCCTGGTAACACTCT

TCATGCACTAACCCCAGGCGGGGGCCGTGGAGGGCAGGCGGACTAGGAGCCAGCTTTGGGGA 

 

Ct: TMPRSS2,           Ct: ERG,           +1: Transcription start,        ctgcag: PstI    
 

 

 

asC-35-30/30 
 

+1gtgctcgcttcggcagcacatatactaacattggaacgatcctgcagCCGTCCTGGTAACACTCTTCATGCACTAACCCCAGGCG

GGGGCCGTGGAGGGCAGGCGGA 

 

Ct: TMPRSS2,           Ct: ERG,           +1: Transcription start,        ctgcag: PstI    
 
 
 
asD-35-100/100 
 

+1gtgctcgcttcggcagcacatatactaacattggaacgatcctgcagGCCATGAGAGATGGAATCACCTAGAGAGAGACAGAGAG

AGAGAGGCTGGTAGAGGGAAGAGACAGAAGAAAGATGAAGGGATAAGTGTCCAGAATCCCTGAGCGCTCGACCCTCGGGCGCACTCA

CCTGCCGCGCCGCGCTCCTCACACCCGCTTTCACCTCCGGGCGGGGCAGGGGGCATCGGCGGGTCCCAGGCGCCC 

 

Ct: TMPRSS2,           Ct: ERG,           +1: Transcription start,        ctgcag: PstI    
 

 

 

asD-35-75/75 
 

+1gtgctcgcttcggcagcacatatactaacattggaacgatcctgcagGAGAGACAGAGAGAGAGAGGCTGGTAGAGGGAAGAGAC

AGAAGAAAGATGAAGGGATAAGTGTCCAGAATCCCTGAGCGCTCGACCCTCGGGCGCACTCACCTGCCGCGCCGCGCTCCTCACACC

CGCTTTCACCTCCGGGCGGGGCAGG 

 

Ct: TMPRSS2,           Ct: ERG,           +1: Transcription start,        ctgcag: PstI    
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asD-35-50/50 
 

+1gtgctcgcttcggcagcacatatactaacattggaacgatcctgcagAGAGGGAAGAGACAGAAGAAAGATGAAGGGATAAGTGT

CCAGAATCCCTGAGCGCTCGACCCTCGGGCGCACTCACCTGCCGCGCCGCGCTCCTCACACC 

 

Ct: TMPRSS2,           Ct: ERG,           +1: Transcription start,        ctgcag: PstI    
 
 
asD-35-30/30 
 

+1gtgctcgcttcggcagcacatatactaacattggaacgatcctgcagAGATGAAGGGATAAGTGTCCAGAATCCCTGAGCGCTCG

ACCCTCGGGCGCACTCACCTGC 

 

Ct: TMPRSS2,           Ct: ERG,           +1: Transcription start,        ctgcag: PstI    
 
 

 

 

 

 

 

 

 


