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Supplementary Figure S1. The bulge size regulates the efficiency of RNA-mediated gene fusion.

The RT-PCR gels shown in Figure 1 in the main text were obtained from a single experiment. Here we show the RT-

PCR gels from additional two independent experiments. A. RT-PCT results of induced TMPRSS2-ERG transcripts by

chimeric RNAs designed to target location B. B. RT-PCT results by chimeric RNAs designed to target location C. C.

RT-PCT results by chimeric RNAs designed to target location D. GAPDH RNA was used as loading control. No

transfection was used as the negative control for RT-PCR reactions. Left panel: Experiment-2, Right panel: Experiment-

3.
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Supplementary Figure S2. The melting temperature (Tm) of chimeric RNA designed to create different bulge sizes.

Tm was calculated using formula: Tm= 64.9 +41*(nG+nC-16.4)/(nA+nT+nG+nC) where “n” stands for total number of

particular nucleotide.

The Tm calculation can be found at this link: http://insilico.ehu.es/tm.php?formula=basic.
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Supplementary Figure S3. The length of chimeric RNA controls the efficiency of RNA-mediated gene fusion.

The RT-PCR gels shown in Figure 2 in the main text were obtained from a single experiment. Here we show the RT-

PCR gels from additional two independent experiments. A. RT-PCT results of induced TMPRSS2-ERG transcripts by

chimeric RNAs designed to target location B. B. RT-PCT results by chimeric RNAs designed to target location C. C.

RT-PCT results by chimeric RNAs designed to target location D. GAPDH RNA was used as loading control. No

transfection was used as the negative control for RT-PCR reactions. Left panel: Experiment-2, Right panel: Experiment-

3.
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Supplementary Figure S4.

The melting temperature (Tm) of chimeric RNA with different target lengths. Tm was

calculated using formula: Tm= 64.9 +41*(nG+nC-16.4)/(nA+nT+nG+nC) where “n” stands for total number of particular

nucleotide. The Tm calculation can be found at this link: http://insilico.ehu.es/tm.php?formula=basic.
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Supplementary file S1: Genomic sequences targeted by designed chimeric RNA with different bulge sizes

Location B:

w
1
N

TMPRSS2
Tgagattaaagcgagagccagggcgggccgggccgagtaggcgegagetaagcaggaggcggaggcggaggcggagggcgaggggcyg
gggagcgccgce gg99ctggggagag

.: targeted TMPRSS2 sequence, : bulge, : stem

ERG

Ccctcecccagete
Icccagtacaccccattcttcaaggctcaggccagtgcacaccagttcctttaatccctccttccttcttctgtcatccagtcgaca

cacttagcatga

.: targeted ERG sequence, : bulge, : stem
B-16

TMPRSS2

Tgagattaaagcgagagccagggcgggccgggccgagtaggcgcgagctaagcaggaggcggaggcggaggcggagggcgaggg-
ccggctecggggtecgggctggggaggy

.: targeted TMPRSS2 sequence, : bulge, : steml

ERG

Cectececageteacgaggggtggecceact tetatget titect tgeagt ttetccatetggaaatget ceecaccat e tgat e
_ttcttcaaggctcaggccagtgcacaccagttcctttaatccctccttccttcttctgtcatccagtcgaca

cacttagcatga

.: targeted ERG sequence, : bulge, : steml

W
1
N
o

TMPRSS2
Tgagattaaagcgagagccagggcgggccgggccgagtaggcgcgagctaagcaggaggcggaggcggaggcggagggcg_
ggtcccggeteggggteccgggctggggagag

.: targeted TMPRSS2 sequence, : bulge, : steml
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ERG

Cectecceageteacgaggggtggocceact totatget tEtact tgoagtttotacat ctggaaatgetecceaccatttgattt
_tcaaggctcaggccagtgcacaccagttcctttaatccctccttccttcttctgtcatccagtcgaca
cacttagcatga

.: targeted ERG sequence, .: bulge, : steml

TMPRSS2
Tgagattaaagcgagagceagggegggecgggecgagtaggegegagetaageaggaggeggaggcggaggeggagggegagegged

gggagegecgeetggagegeggcaggtaageggegecggtaccagggtoccgget cggggtocgggctagygagyy

.: targeted TMPRSS2 sequence, -: bulge, : steml

ERG

Cectececageteacgaggggtggecceact tetatget titect tgeagt ttetccatetggaaatgetccecaccat e tgatee
_gctcaggccagtgcacaccagttcctttaatccctccttccttcttctgtcatccagtcgaca

cacttagcatga

.: targeted ERG sequence, .: bulge, : steml

TMPRSS2
Tgagattaaagcgagagecagggegggecgggccgagtaggegegaget aageaggaggcggaggcggaggeggagagegagagged

gggagegeegeetygagegeggeagytgagedgegccggtaccagggteccggetcggggtecgggctagggagyy

.: targeted TMPRSS2 sequence, -: bulge, : steml

ERG

Cectceceageteacgaggggtggecceacttotatget thtect tgcagtttctccatetggaaatgctecccaceat titgatte
_gccagtgcacaccagttcctttaatccctccttccttcttctgtcatccagtcgaca

cacttagcatga

.: targeted ERG sequence, .: bulge, : steml
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TMPRSS2
Tgagattaaagcgagagecagggegggecgggecgagtaggegegaget aageaggaggcggagabggaggedgagggegaggggcy

gggagegecgeetggagegeggeaggtaageggcgccggtaccagggtoccggetcggggtocgggctygggagyy

.: targeted TMPRSS2 sequence, -: bulge, : steml

ERG

Coctecccagetoacgaggggtggocceact totatgettitecttgoagtectocatotggaaatgetocceaccatettgattt
_gtgcacaccagttcctttaatccctccttccttcttctgtcatccagtcgaca

cacttagcatga

.: targeted ERG sequence, .: bulge, : steml

TMPRSS2
Tgagattaaagcgagagccagggcgggccggge cgagtaggcgcgagctaagcaggaggc_
gggagegeegectggagegeggeagstgageggegecggtaccagggt cocgget cogggt cegggct ggggagsg

.: targeted TMPRSS2 sequence, -: bulge, : steml

ERG

Cectecccagetcacgaggggtggecceact totatgetttieet tgcagt ttotecatetggaaatgeteeccaceattttgatt
acccagtacaccecattetteaaggeteaggecagtgeacaccagttect ttaatecetecttecttettetgteatecagtegaca

cacttagcatga

.: targeted ERG sequence, .: bulge, : steml

TMPRSS2
Tgagattaaagcgagagceagggegggccgggccgagtaggegegaget aageagiaggedagaegdagaegdagagcaagaases
gggagegecgectggagegeggcaggtgageggegecggtaccagggteecgget cggggteeggyctagggagyy

.: targeted TMPRSS2 sequence, -: bulge, : steml
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ERG

O
<
"
N
[e ]

Ccctcececcage

acceagtacaceccattotteaaggeteaggecagtyeacaceagt toct traatecctecttact tet totgteatecagtegaca

cacttagcatga

.: targeted ERG sequence, .: bulge, : steml

o

-50

TMPRSS2

Tgagattaaagcgagagccagggcgggccgggccgagtaggegegageta

999a9egeCgeetagagegeggcagytgageggogoeggtaccagygteeeggctcggggt cogggctagugagyg
.: targeted TMPRSS2 sequence, -: bulge, : steml
ERG

Ccctcecccage

tttaatccctecttecttettetgtecateccagtegaca

cacttagcatga

.: targeted ERG sequence, .: bulge, : steml

B-100

TMPRSS2

999a9CgeCgeetggagegeggeagytgageggegeeggtaccagygteceggotcggggt coggyctagggagyg
.: targeted TMPRSS2 sequence, -: bulge, : sternl
ERG

Ccctcececcage

.: targeted ERG sequence, .: bulge, : steml
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Location C:

TMPRSS2
Catcgcgaggttggggcaggtggtcctgcgagtccecctageccagttggtggaagagagtceccceggggtecccaaagetggetectag

teegectgeccbacacggececcgectgggageaceggtegectEttetatttggggaggaggactaggagtacty
.: targeted TMPRSS2 sequence, : bulge, : steml

ERG

Cagcactcecagagteataaaaateaagteteactggeaaccaact tgttagtgcatgaaaagtyt taccaggacggggtetaccea

.gctcatctatgtcataggaaaagcatgagctcagcgtataacattagcaaagggctctgatgacctggctacttagtcccctttc

catgcagcaacca

.: targeted ERG sequence, : bulge, : steml

TMPRSS2
Catcgcgaggttggggcaggtggtcctgcgagtccctagccagttggtggaagagagtcccccggggtccccaaagctggctcc-

Ecegectgecet ceacggeccecgectgggageaceggtgegecttitetet tiggggaggaggact 9ggagtacty

.: targeted TMPRSS2 sequence, : bulge, : steml

ERG

Cageacteceagagteataaaaatcaagteteactggeaaccaact tgttagtgeatgaaaagtyt taccaggacggggtetaceea
_taggaaaagcatgagctcagcgtataacattagcaaagggctctgatgacctggctacttagtcccctttc

catgcagcaacca

.: targeted ERG sequence, : bulge, : steml

TMPRSS2
Catcgcgaggttggggcaggtggtcctgcgagtccctagccagttggtggaagagagtcccccggggtccccaaagctgg_

Eeegectgecctecacggeceecgeetgggageaceggtgegect ttctet ttggggaggaggactgggagtacty
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.: targeted TMPRSS2 sequence, -: bulge, : steml

ERG

Cageactcccagagteataaaaatcaagtcteactggoaaccaacttgttagtgeatgaaaagtgttaccaggacggggtetaccea
_aaaagcatgagctcagcgtataacattagcaaagggctctgatgacctggctacttagtcccctttc
catgcagcaacca

.: targeted ERG sequence, .: bulge, : steml

TMPRSS2
Catcgcgaggttggggcaggtggtcctgcgagtccctagccagttggtggaagagagtcccccggggtccccaaa_

Ecegectgecet ceacggeccecgeetgggageaceggtgegect Lt ctet tiggggaggaggact 9ggagtacty
.: targeted TMPRSS2 sequence, -: bulge, : steml

ERG

Cageactcccagagteataaaaatcaagteteactggeaaccaact tgttagtgeatgaaaagtyt taceaggacggggtetaccea
_catgagctcagcgtataacattagcaaagggctctgatgacctggctacttagtcccctttc

catgcagcaacca

.: targeted ERG sequence, .: bulge, : steml

TMPRSS2
Catcgcgaggttggggcaggtggtcctgcgagtccctagccagttggtggaagagagtcccccggggtc_

Eecgectgecetecacggeccecgectgggageaccygtgegoctttetetttygggaggaggactyggagtgety
.: targeted TMPRSS2 sequence, -: bulge, : steml

ERG

Cagcactcccagagtcataaaaatcaagtoteactggeaaccaacttgttagtgeatgaaaagtattaceaggacggagtetaceea
_ctcagcgtataacattagcaaagggctctgatgacctggctacttagtcccctttc

catgcagcaacca

.: targeted ERG sequence, .: bulge, : steml
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TMPRSS2
Catcgegaggttggggeaggtyggtectgegagteectagecagt tggtggaagagagt ceeccggggbecceaaagetggetectag

Ecegectgecet ceacggeccecgeetgggageaccggtaegect Lt etet tiggggaggaggact 9ggagtacty
.: targeted TMPRSS2 sequence, -: bulge, : steml

ERG

Cageactcoccagagteataaaaateaagtetoactggeaaccaact tgttagtgeatgaaaagtgttaccaggacggggtetaceea
_gcgtataacattagcaaagggctctgatgacctggctacttagtcccctttc

catgcagcaacca

.: targeted ERG sequence, .: bulge, : steml

TMPRSS2
Catcgcgaggttggggcaggtggtcctgecgagteccctagecagt tggtggaagagagtcc_
Eeegectgecet ceacggeeeeegeCtgggageaccggtycgeCt Lt CtetttggggaggaggactgggRgtacty

.: targeted TMPRSS2 sequence, -: bulge, : steml

ERG

Cageactcecagagteataaaaatcaagteteactggeaaccaact tgttagtgcatgaaaagtyt taccaggacggggtetaccea
gtgctcatetatgteataggaaaageatgageteagegtataacat tageaaagggetetgatgacctggetacttagteceettte

catgcagcaacca

.: targeted ERG sequence, .: bulge, : steml

TMPRSS2
Catcgegaggttggggcaggtagtectgcgagtecctagecagt tggtggaagaghgbecaceaaagtocceaaagetagetcetas
Eecgectgecetecacggeccecgeetgggageaccggtgegect L tet et ttggggaggaggactgggagtaety

.: targeted TMPRSS2 sequence, -: bulge, : steml
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ERG

—_
w
<
"
N
[e ]

Cagcactcccag

ttagcaaagggctctgatgacctggctacttagteccceettte

catgcagcaacca

.: targeted ERG sequence, .: bulge, : steml

Q

-50

TMPRSS2

Catcgcgaggttggggcaggtggtcectgegagteectagecagttggtygg

Eeegectgecetecacggeccecgoetgggageaccggtgogoctttetetttygggaggagyactgggagtgety
.: targeted TMPRSS2 sequence, -: bulge, : steml

ERG

Cagcacteccagagteataaaaatcaagteteactggoaaccaact tottagtgeatgaaaagtyt taccaggacggggtetaceea
gtgcteatotatgteataggaaaageatgageteagegtataacattageaaagggctetgatgacctggetactagtececttte

catgcagcaacca

.: targeted ERG sequence, .: bulge, : steml

C-100

TMPRSS2

tecgectgecetecacggeccecgectgggageaccggtyegect titetetttggggaggaggact gggagtacty
.: targeted TMPRSS2 sequence, -: bulge, : sternl
ERG

Cagcactcccag

.: targeted ERG sequence, .: bulge, : steml
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Location D:

TMPRSS2
Gctggggaggggaacctgggcecgectgggaccecgeccgatgececectgeeccecgeccggaggtgaaagecgggtgtgaggagecgeggegeg

geaggtgagt gigeccgagagtegagegetagggecageegggcagggegecteccggggtaetgggagagtyctagy
.: targeted TMPRSS2 sequence, : bulge, : steml

ERG

Cccageacteteegtttaccatecagateotttattecateceagatccagggattotggacact tatecctteatetttettotgt

-ttccctctaccagcctctctctctctgtctctctctaggtgattccatctctcatggcaagagcaggcaccaaaacactccacc
gtgtgacttttett

.: targeted ERG sequence, : bulge, : steml

TMPRSS2
Gctggggaggggaacctgggcgcctgggacccgccgatgccccctgccccgcccggaggtgaaagcgggtgtgaggagcgcggc-

geaggtgagtycgeccgagagtegagegetggggecagecgggcagagegcct cecggggatgctgggagagtactagy
.: targeted TMPRSS2 sequence, : bulge, : steml

ERG

Cccageacteteegtttaccatecagatectttattecateocagatecagggat totggacact tateect teatettottetgt

_ctctctctctctgtctctctctaggtgattccatctctcatggcaagagcaggcaccaaaacactccacc
gtgtgacttttctt

.: targeted ERG sequence, : bulge, : steml

TMPRSS2
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Gctggggaggggaacctgggcgcctgggacccgccgatgccccctgccccgcccggaggtgaaagcgggtgtgaggagcg_

geaggtgagtyegecegagggtegagegetggggecageegggeagagegcct cecggggtyetgggagagtgctygy

.: targeted TMPRSS2 sequence, : bulge, : steml

ERG

Cccageacteteegtttaccatecagatectttattecateocagatecagggat totggacact tateect teatettottetgt

ctctctctgtctctctctaggtgattccatctctcatggcaagagcaggcaccaaaacactccacce

gtgtgacttttctt

.: targeted ERG sequence, : bulge, : steml

)

-25

TMPRSS2

Gctggggaggggaacctgggcgectgggacccgce cgatgccccctgccccgcccggaggtgaaagcgggtgtgag_
gggcagggcgcctcccggggtgctgggagagtgctggg

.: targeted TMPRSS2 sequence, : bulge, : steml

ERG

Cecageactetecgtttaceatccagatectttattecateceagatceagggat totggacact tateeetteatettcttetgt
_tctgtctctctctaggtgattccatctctcatggcaagagcaggcaccaaaacactccacc

gtgtgacttttett

.: targeted ERG sequence, : bulge, : steml

v}
1
w
[

TMPRSS2
Gctggggaggggaacctgggcgectgggacccgce cgatgccccctgccccgcccggaggtgaaagcggg_

geaggtgagtacgccegagagtagagegetggggccagecgggcagggcgoct cecggggtactaggagagtactagy

.: targeted TMPRSS2 sequence, : bulge, : steml

ERG
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Cccageacteteegtttaccatecagateotttattecateceagatecagggattotggacact tateectteatetttettetgt

tctctctaggtgattccatctetcatggcaagagcaggcaccaaaacactccacc

gtgtgacttttett

.: targeted ERG sequence, .: bulge, : steml

o

-35

TMPRSS2
Gctggggaggggaacctgggcgectgggacccgce cgatgccccctgccccgcccggaggtgaaag_

9Cagatgagtyegeecgagggtegagegetagggccagegggeagagcgectcecggggtyctaggagagtactagg
.: targeted TMPRSS2 sequence, -: bulge, : steml
ERG

Cccageacteteegtttaccatecagatectttattocateocagatecagggat totggacact tateect teatattottetgt

tctaggtgattccatctctcatggcaagagcaggcaccaaaacactcecace

gtgtgacttttett

.: targeted ERG sequence, .: bulge, : steml

D-40

TMPRSS2
Gctggggaggggaacctgggcgcctgggacccgccgatgccccctgccccgcccggaggt_
9Caggtgagtyegecegagggtegagogctggggccageegggeagggegect cecgggataetgggagagtyctagg

.: targeted TMPRSS2 sequence, -: bulge, : steml

ERG

Cccageacteteegtttaccatecagatectttattocateecagatecagggat totggacact tateect teatettottetgt
ctettecctetaccagectetetetatatgtetotatetaggtaattecatatatcatggeaagageaggeaccaaaacactacace

gtgtgacttttett

.: targeted ERG sequence, .: bulge, : steml
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TMPRSS2

Getggggaggggaacctgggegectgggaccegecgat geecectgeccegeccggaggtgaaagegagtatgaggagegeggeged
geaggtgagtgegecegagggt cgagegctggggecagecgggcagggcgect cecggggtgctgggagagtactagy

.: targeted TMPRSS2 sequence, -: bulge, : steml

ERG

Cccageacteteegtttaccatecagatectttattecateccagatecagggattotggacact tateectteatetttotbctgt
ctettecctetaccagectotototetetgtetetetetaggtgaticeatctoteatggcaagageaggeaccaaaacact ecace

gtgtgacttttett

.: targeted ERG sequence, .: bulge, : steml

TMPRSS2

GetggggaggggaacctgggegectyggaccegecgatgeccactgececleeggaggtganadeaggEaEgaggageacageges
geaggtgagtgegeecgagggtcgagegetggggecageegggcagggegeet cccggggtyctyggagagtactagy

.: targeted TMPRSS2 sequence, -: bulge, : steml

ERG

Cccageacteteegtttaccatecagatectttattecateocagatocagggat totggacacttatacctteatatttottetgt
cEcttccctetaceagectetotototetgtototetetaggtgatiecatiotcteatggeaagageaggeaccaaaacactacace

gtgtgacttttett

.: targeted ERG sequence, .: bulge, : steml

D-100

TMPRSS2

geaggtgagtgegecegagggtegagegetggggecageegggeagggegectaccggggtgctgggagagtgetagy
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.: targeted TMPRSS2 sequence, -: bulge, : steml

ERG

Cccageacteteegtttaccateoagatectttattecateocagatecagggat totggacact tatcect teatat tecttetgt

.: targeted ERG sequence, .: bulge, : steml

Supplementary file S2: Chimeric RNA sequences

asB-2

+1gtgetegetteggeageacatatactaacat tggaacgat cotgcagIAAATCAAAATGETGEGCACCATGTCCACATCCACARA
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.: TMPRSS2, .: ERG, +1: Transcription start, ctgcag: Pstl

asB-16

+lgtgctecgettecggcagcacatatactaacattggaacgatcctgeag

. TMPRSS?, . ERG, +1: Transcription start, ctgcag: Pstl

asB-20

+lgtgctcgcttcggcagcacatatactaacattggaacgatcctgceca

, . : ERG, +1: Transcription start, ctgcag: Pstl

asB-25

+lgtgctcgctteggcagcacatatactaacattggaacgatcectgeag

.: TMPRSS2, .: ERG, +1: Transcription start, ctgcag: Pstl

asB-31

+lgtgctcegetteggcagcacatatactaacattggaacgatectgea

.: TMPRSS2, .: ERG, +1: Transcription start, ctgcag: Pstl
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asB-35

+lgtgctcegetteggcagcacatatactaacattggaacgatectgea

.: TMPRSS2, .: ERG, +1: Transcription start, ctgcag: Pstl

asB-40

+lgtgctcgettcecggcagcacatatactaacattggaacgatcctgecag

.: TMPRSS2, .: ERG, +1: Transcription start, ctgcag: Pstl

asB-45

+lgtgctcgcttcggcagcacatatactaacattggaacgatcctgcag

.: TMPRSS2, .: ERG, +1: Transcription start, ctgcag: Pstl

asB-50

+lgtgctcgcttcggcagcacatatactaacattggaacgatc

ctgcag

.: TMPRSS?2, .: ERG, +1: Transcription start, ctgcag: Pstl

asB-100
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+lgtgctcgettcecggcagcacatatactaacattggaacgatcctgecag

.: TMPRSS2, .: ERG, +1: Transcription start, ctgcag: Pstl

asC-2

+lgtgctcgcttcggcagcacatatactaacattggaacgatcctgcag

.: TMPRSS2, .: ERG, +1: Transcription start, ctgcag: Pstl

asC-16

+lgtgctcgettecggcagcacatatactaacattggaacgatcctgea

.: TMPRSS?2, .: ERG, +1: Transcription start, ctgcag: Pstl

asC-20

+lgtgctcgettcecggcagcacatatactaacattggaacgatcctgea

. TMPRSS?, . ERG, +1: Transcription start, ctgcag: Pstl

asC-25

+lgtgctcgectteggcagcacatatactaacattggaacgatcectgeag
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.: TMPRSS2, .: ERG, +1: Transcription start, ctgcag: Pstl

asC-31

+lgtgctcgettecggcagcacatatactaacattggaacgatcctgea

. TMPRSS?, . ERG, +1: Transcription start, ctgcag: Pstl

asC-35

+lgtgctcgettecggcagcacatatactaacattggaacgatcctgea

. TMPRSS?, . ERG, +1: Transcription start, ctgcag: Pstl

asC-40

+lgtgctcgcttcggcagcacatatactaacattggaacgatcctgca

.: TMPRSS2, .: ERG, +1: Transcription start, ctgcag: Pstl

asC-45

+lgtgctcegetteggcagecacatatactaacattggaacgatectgea

.: TMPRSS2, .: ERG, +1: Transcription start, ctgcag: Pstl
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asC-50

+lgtgctcgectteggcagcacatatactaacattggaacgatcectgeag

.: TMPRSS2, .: ERG, +1: Transcription start, ctgcag: Pstl

asC-100

+lgtgctcgettcecggcagcacatatactaacattggaacgatcctgecag

.: TMPRSS2, .: ERG, +1: Transcription start, ctgcag: Pstl

asD-2

+lgtgctcegetteggcagecacatatactaacattggaacgatectgea

.: TMPRSS2, .: ERG, +1: Transcription start, ctgcag: Pstl

asD-16

+lgtgctcgcttcggcagcacatatactaacattggaacgatc

ctgcag

.: TMPRSS?2, .: ERG, +1: Transcription start, ctgcag: Pstl

asD-20
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+lgtgctcegetteggcagcacatatactaacattggaacgatectgea

.: TMPRSS2, .: ERG, +1: Transcription start, ctgcag: Pstl

asD-25

+lgtgctegetteggcagcacatatactaacattggaacgatcectgcea

.: TMPRSS2, .: ERG, +1: Transcription start, ctgcag: Pstl

asD-31

+lgtgctcegetteggcagcacatatactaacattggaacgatcectgcea

.: TMPRSS?2, .: ERG, +1: Transcription start, ctgcag: Pstl

asD-35

+lgtgctcgettecggcagcacatatactaacattggaacgatcctgeag

. TMPRSS?, . ERG, +1: Transcription start, ctgcag: Pstl

asD-40

+lgtgctcgectteggcagcacatatactaacattggaacgatcectgeag
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.: TMPRSS2, .: ERG, +1: Transcription start, ctgcag: Pstl

asD-45

+lgtgctcgcttcggcagcacatatactaacattggaacgatcctgcecag

. TMPRSS?, . ERG, +1: Transcription start, ctgcag: Pstl

asD-50

+lgtgctecgectteggcagcacatatactaacattggaacgatcectgeag

. TMPRSS2, . ERG, +1: Transcription start, ctgcag: Pstl

asD-100

+lgtgctcgettecggcagcacatatactaacattggaacgatcctgecag

.: TMPRSS2, .: ERG, +1: Transcription start, ctgcag: Pstl

asB-35-100/100

+lgtgctcgcttcggcagcacatatactaacattggaacgatc

ctgcag

.: TMPRSS2, .: ERG, +1: Transcription start, ctgcag: Pstl

asB-35-75/75
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+lgtgctcgettcecggcagcacatatactaacattggaacgatcctgecag

.: TMPRSS2, .: ERG, +1: Transcription start, ctgcag: Pstl

asB-35-50/50

+lgtgctegetteggcagcacatatactaacattggaacgatcctgcea

.: TMPRSS2, .: ERG, +1: Transcription start, ctgcag: Pstl

asB-35-30/30

+lgtgctcgettecggcagcacatatactaacattggaacgatcctgeag

. TMPRSS2, . ERG, +1: Transcription start, ctgcag: Pstl

asC-35-100/100

+lgtgctcgectteggcagcacatatactaacattggaacgatcectgeag

. TMPRSS2, . ERG, +1: Transcription start, ctgcag: Pstl

asC-35-75/75

+lgtgctcgectteggcagcacatatactaacattggaacgatcectgeag
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.: TMPRSS2, .: ERG, +1: Transcription start, ctgcag: Pstl

asC-35-50/50

+lgtgctcgcttcggcagcacatatactaacattggaacgatcctgcecag

. TMPRSS?, . ERG, +1: Transcription start, ctgcag: Pstl

asC-35-30/30

+lgtgctcgectteggcagcacatatactaacattggaacgatcctgeag

.: TMPRSS2, .: ERG, +1: Transcription start, ctgcag: Pstl

asD-35-100/100

+lgtgctcgettcecggcagcacatatactaacattggaacgatcctgecag

.: TMPRSS2, .: ERG, +1: Transcription start, ctgcag: Pstl

asD-35-75/75

+lgtgctcgettcecggcagcacatatactaacattggaacgatcctgecag

.: TMPRSS2, .: ERG, +1: Transcription start, ctgcag: Pstl
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asD-35-50/50

+1gtgetegetteggeageacatatactaacat tggaacgat cotgcagACAGGEAAGACACACAAGAAACATCAAGECATAAGTCT

.: TMPRSS2, .: ERG, +1: Transcription start, ctgcag: Pstl

asD-35-30/30

+1gtgetegetteggeageacatatactaacat tggaacgat cotgeagACATCAAGGEATAAGTGTCCAGAATCCCTCAGEGCTCA

.: TMPRSS2, .: ERG, +1: Transcription start, ctgcag: Pstl



