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Figure S1. Expression of ESR1 among ARID1A wild-type and ARID1A mutant endometrial cancer
cell lines. ARID1A mutation data and ESR1 mRNA expression data was taken from the Cancer Cell
Line Encyclopedia (CCLE). Cell lines are listed alphabetically, segregated by ARID1A mutation sta-
tus.
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Endometrial Cancer Patient Tumor Samples (n=507)

PGR: mRNA Expression, RSEM (Batch normalized
from lllumina HiSeq_RNASeqV2)

25000

20000+

15000

10000

5000

0

ESR1 vs. PGR
mRNA
p <0.0001
[ ]
° .
%
[ ] . P
] F 4
. »° 7 ¢
L] ®
L) . o /,
®o0 ?" °
& o
e o
°
°
T T T 1
10000 20000 30000 40000

ESR1: mRNA Expression, RSEM (Batch normalized

from lllumina HiSeq_RNASeqV2)

PGR: mRNA Expression, RSEM (Batch normalized

from lllumina HiSeq_RNASeqV2)
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ESR2: mRNA Expression, RSEM (Batch normalized
from lllumina HiSeq_RNASeqV2)

Figure S2. Correlations between steroid hormone receptors among endometrial cancer patient tu-
mor samples. Endometrial cancer tumor sample mRNA expression for ESR1 and PGR (left) or ESR2
and PGR (right). Red dashed line represents linear regression. Statistic is Pearson’s.
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Breast Cancer Patient Tumor Samples (n=994)

from lllumina HiSeq_RNASeqV2)

PGR: mRNA Expression, RSEM (Batch normalized
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Breast Cancer Patient Tumor Samples (n=690)

PGR: Protein expression (RPPA)
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Figure S3. Correlations between PGR, ESR1, ARID1A and EZH2 among breast cancer patient tumor
samples. (A) Breast cancer tumor sample mRNA expression from 994 samples for ARID1A and PGR
(upper left), ARID1A and ESR1 (upper right), EZH2 and PGR (lower left) and EZH2 and ESR1
(lower right). Red dashed line represents linear regression. Statistic is Pearson’s. (B) Breast cancer
tumor sample protein expression from 690 samples for ARID1A and PGR (left), ARID1A and ESR1
(right). Red dashed line represents linear regression. Statistic is Pearson’s.
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Figure 1A
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Figure S4. Uncropped western blots.
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