Table S1. Primer sets used for qRT-PCR

Genes Forward (5°->3’) Reverse (5°->3’)
IL-8 ATGACTTCCAAGCTGGCCGTGGCT TCTCAGCCCTCTTCAAAACTTCTC
P53 CCCCTCCTGGCCCCTGTCATCTTC GCAGCGCCTCACAACCTCCGTCAT
CCRS8 GCTGTGTGAACCCTGTTATCT CTCTCCCTAGGCATTTGTCTTC
CCR2 CTGGAAGGTGTTCAGGAGAATG CGAAACGAGAAGAAGAGGCATAG
FN CCACCCCCATAAGGCATAGG GTAGGGGTCAAAGCACGAGTCATC
GAPDH TCGACAGTCAGCCGCATCT CCGTTGACTCCGACCTTCA
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Figure S1. The expression of CCRS8 in chronic kidney disease. (a,b) CCR8 expression levels were significantly higher in patients with IgA nephropathy and CKD
stages 3 and 4. (c)The percentage of CCRS positively correlated with that of the CCLS8. *p <0.05, ** p <0.01, and *** p <0.001



