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Figure S1. Densitometry was performed to quantitatively analyze the indicated

protein levels, corresponding to Figure 3E (A) and Figure 3G (B). Normalized to the

GAPDH level.
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Figure S2. Densitometry was performed to quantitatively analyze the indicated
protein levels, corresponding to Figure 4B (A), Figure 4E (E), Figure 4G (F), and Figure
41 (G). Normalized to the GAPDH level. (B-D): Control (blank) or TGF-f31-induced
Ab549 cells were treated with vehicle, NEN (0.5 uM), Rapa (rapamycin) (20 nM), CQ
(5 uM) or Wort (wortmannin) (1 pM) for 24 h. Protein expression was detected by an
immunoblotting assay. GAPDH was used as an internal reference. **P<0.01,
##%P<0.0001.
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Figure S3. (A)The body weight of each mouse was monitored and recorded daily.

Quantitative analyses of protein expression by an immunoblotting assay,

corresponding to Figure 6B. Densitometry of fibrosis-related proteins (B) and
mTORC1 pathway proteins (C), with normalization to the GAPDH level.
Densitometry was performed to quantitatively analyze the indicated protein levels,
corresponding to Figure 3E (D), with normalization to the GAPDH level. ***P<0.001,

**#%P<0.0001.



