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Supplementary Figure S1: Levels of the IGF-IR, p-IGF-IR, AKT, p-AKT were determined using
western blotting in the presence or absence of LDL with or without an insulin-like growth
factor receptor antagonist: Representative western blots show MCF-7 cells, treated with LDL
(80pg/ml) in the presence or absence of a tyrosine kinase inhibitor (AG1024, 2uM) for 48 hours.
Densitometry analysis of fold changes of IGF-IR against loading control GAPDH, and p-AKT and
p-IGF-IR relative to AKT and the IGF-IR respectively. Data representative of mean +SEM (n=3). P-
values were determined by using GraphPad Prism one-way Statistical analysis: ANOVA test plus
least significant difference (LSD) post-hoc test (*p < 0.05, **p < 0.01, ***p < 0.001).



